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Site

Sub-Site

Code

Lip

Lip, Upper

C00.0, C00.3
C00.0 External upper lip
C00.3 Mucosa of upper lip

Lip, Lower

C00.1, C00.4, C00.6
C00.1 External lower lip
C00.4 Mucosa of lower lip
C00.6 Commissure of lip

Other Lip

C00.2, C00.5, C00.8-C00.9

C00.2 External lip, NOS

C00.5 Mucosa of lip, NOS

C00.8 Overlapping lesion of lip

C00.9 Lip, NOS (excludes skin of lip C44.0)

Oralcavity &
Palate

Floor of Mouth

C04.0-C04.1, C04.8-C04.9

C04.0 Anterior floor of mouth

CO04.1 Lateral floor of mouth

C04.8 QOverlapping lesion of floor of mouth
C04.9 Floor of mouth, NOS

Hard Palate

C05.0

Malignant Melanoma
of Hard Palate

C05.0 (M-8720-8790)

Soft Palate, Uvula

C05.1-C05.2
C05.1 Soft Palate, NOS
C05.2 Uvula

Other Mouth

C05.8-C05.9, C06.8-C06.9

C05.8 Overlapping lesion of palate

C05.9 Palate, NOS

C06.8 Overlapping lesion of other and unspecified parts
of mouth

C06.9 Mouth, NOS

Cheek (Buccal)
Mucosa, Vestibule

C06.0-C06.1
C06.0 Cheek mucosa
C06.1 Vestibule of mouth

Tongue & Gum

Base of Tongue,
Lingual Tonsil

C01.9, C02.4
C01.9 Base of tongue, NOS
C02.4 Lingual tonsil

Anterior 2/3 of Tongue,
Tip, Border, and
Tongue, NOS

C02.0-C02.3, C02.8-C02.9

C02.0 Dorsal surface of tongue, NOS
C02.1 Border of tongue

C02.2 Ventral surface of tongue, NOS
C02.3 Anterior 2/3 of tongue, NOS
C02.8 Overlapping lesion of tongue
C02.9 Tongue, NOS
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CERERVRE

Site Sub-Site Code
Gum, Upper C03.0
Gum, Lower and C03.1, C06.2

Retromolar
AreaRetromolar
gingiva (trigone)

C03.1 Lower gum
C06.2 Retromolar area

Gum, NOS C03.9
Salivary Glands |Parotid Gland C07.9
Submandibular Gland |C08.0

Other and Unspecified
Major Salivary Glands

C08.1, C08.8-C08.9

C08.1 Sublingual gland

C08.8 Overlapping lesion of major salivary glands
C08.9 Major salivary gland, NOS

Pharynx

Tonsil, Oropharynx

C09.0-C09.1, C09.8-C09.9, C10.0, C10.2-C10.4,
C10.8-C10.9

C09.0 Tonsillar fossa

C09.1 Tonsillar pillar

C09.8 Overlapping lesion of tonsil

C09.9 Tonsil, NOS (excludes lingual tonsil C02.4)
C10.0 Vallecula

C10.2 Lateral wall of oropharynx

C10.3 Posterior wall of oropharynx

C10.4 Branchial cleft (site of neoplasm)

C10.8 Overlapping lesion of oropharynx

C10.9 Oropharynx, NOS

Anterior Surface of
Epiglottis

C10.1

Nasopharynx

C11.0-C11.3,C11.8-C11.9

C11.0 Superior wall of nasopharynx
C11.1 Posterior wall of nasopharynx
C11.2 Lateral wall of nasopharynx

C11.3 Anterior wall of nasopharynx
C11.8 Overlapping lesion of nasopharynx
C11.9 Nasopharynx, NOS

PharyngealTonsil [excl.
Malignant Melanoma]

Cl11
C11.1 Posterior wall of nasopharynx

Pyriform Sinus,
Hypopharynx,
Laryngopharynx

C12.9, C13.0-C13.2,C13.8-C13.9

C12.9 Pyriform sinus

C13.0 Postcricoid region

C13.1 Hypopharyngeal aspect of aryepiglottic fold
C13.2 Posterior wall of hypopharynx

C13.8 Overlapping lesion of hypopharynx

C13.9 Hypopharynx, NOS

Pharynx, NOS, and
Overlapping Lesions of
Lip, Oral Cavity, and
Pharynx

C14.0,C14.2,C14.8

C14.0 Pharynx, NOS

C14.2 Waldeyer ring

C14.8 Overlapping lesion of lip, oral cavity

Note: AJCC does not define TNM staging for this site.
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Site Sub-Site Code

Larynx Glottic Larynx C32.0

(p#wYFEi &

J ¥ 47 SSF) Supraglottic Larynx ~ |C32.1
Subglottic Larynx C32.2

Larynx, Overlapping
Lesion or Not
Otherwise Specified

C32.3,C32.8-C32.9

C32.3 Laryngeal cartilage

C32.8 Overlapping lesion of larynx
C32.9 Larynx, NOS
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Measured Surgical Margin in Pathology Report
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A 83

CRi
Esophagus
C15.0-C15.5, C15.8-C15.9
C15.0 Cervical esophagus
C15.1 Thoracic esophagus
C15.2 Abdominal esophagus
C15.3 Upper third of esophagus
C15.4 Middle third of esophagus
C15.5 Lower third of esophagus
C15.8 Overlapping lesion of esophagus
C15.9 Esophagus, NOS

i A

= 5] w3 fi & SSFAP /b %75 988 :

GIST (ICD-0-3 M-8935-8936)

Sarcoma (ICD-O-3 M-8800-8936, 8940-9136, 9141-9582)
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PET-CT Examination
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MIE(Minimally Invasive Esophagectomy)
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Tumor Regression Grade by pathology
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988 Ag o
o KiEFWHEMILRE o
o RiEiFEREL o
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990 MRS R i) P E R AP FE BORR o
999 . FL,NEH%¢*¢J§’IE%ﬁiZﬂ9°
o Ilia)ﬁ#\ C?‘ 7o
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Tumor Regression Grade after Radiotherapy
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030 ek 7 AT o 148 2(SD 5 Minimal response) e
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988 3T S
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i
Stomach
C16.0-C16.6, C16.8-C16.9
C16.0 Cardia, Esophagogastric junction (EGJ)
C16.1 Fundus of stomach
C16.2 Body of stomach
C16.3 Gastric antrum
C16.4 Pylorus
C16.5 Lesser curvature of stomach, NOS
C16.6 Greater curvature of stomach, NOS
C16.8 Overlapping lesion of stomach
C16.9 Stomach, NOS
Note : Exclude ICD-0-3 M8935-8936

AR

T e ) i A SSF (s %45 988

GIST (ICD-0-3 M-8935-8936)
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Carcinoembryonic Antigen(CEA) : Lab Value
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Carcinoembryonic Antigen(CEA) : Lab Value vs.
Normal Value
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Helicobacter pylori

EWR A5 185
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ek R B R AFD T AP Fooksks ko

Yedk B e
PRI T R TOR S R

YoFdp 3l ¢

o WEREET PP E PRI Fe0S 2 0 ¢ RapIL e (histology) ~ s &~ Bk AL
# @5 (rapid urease test) ~ x 4ME 2 R F ¥ § ;RS (urea breath test) ~ o F* % K { fk e
% i (Helico-bacter pylori stool antigen; HpSA Test) ~ & & fs i 4a4) & JB(PCR) - + i iT — 38 24 47
W 2 RERSESHEE S FESEABRERES S -

o FHEBERBIPILNELE SR KRFSFLIEE Y FEFVIRELIBLE

o FoMMNM Y2 EHREFTEHBME BHWME 010

kY &K

000 ok L% LA

001 32 e sk (histology) te % i % & B i e

002 mEAR A RREF B

003 P-i# Fk % fei# S (rapid urease test)g % & B o
004 il i%%"rb%ﬁ#ﬁ% FEEHE

005 P v F 3¢5 (urea breath test) ik % 5 % 2 15 i o
006 dy P45 A & $Lk # 4 i (Helico-bacter pylori stool antigen; HpSA Test) # % % % & 5

,bl_ o

007 B L priadsas F R(PCR)E % L H o

008 WehiES B 3 E 2

010 EoERRE - RERSEFE B

088 3T S

998 G ek e

999 i N
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B9

Colon

C18.0-C18.9 Excluding Appendix (C18.1)
C18.0 Cecum

C18.2 Ascending colon

C18.3 Hepatic flexure of colon
C18.4 Transverse colon

C18.5 Splenic flexure of colon
C18.6 Descending colon

C18.7 Sigmoid colon

C18.8 Overlapping lesion of colon
C18.9 Colon, NOS

.‘ﬂ-
=
T e ) i A SSFR (s 45 988

GIST (ICD-0-3 M-8935-8936)

NETSs (ICD-O-3 M-8153, 8240-8242, 8246, 8249)
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Carcinoembryonic Antigen(CEA) Lab Value
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Carcinoembryonic Antigen(CEA) : Lab Value vs.
Normal Value
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Tumor Regression Grade
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YoFGdp sl ¢

AF TR R RGN e T - sk o FE o S s o pnend M R G e
Byp o FIE BRI BRLDERINR 0 % 5988 -

AF T +mu@ﬂ$rg§paﬁ’*W“§*mp& L (R T R) 0 b 5 988 o
Ry o BREE ¢ BN | ¥ 58T 4% > 2 4R Collaborative Stage Data Collection System
(CS)2. it e -

- A %ZE § Tumor Regression Grade CS
® & A Y RN
Grade 0 no regression 030

Grade 1 minor regression, fibrosis in only 25% or less of the tumor mass

Grade 2 obvious fibrosis in 26% to 50% of the tumor mass 020

Grade 3 dominant fibrosis outgrowing of 50% of the tumor mass

Grade 4 total regression, no viable tumor mass, only fibrosis 000

3075 % & (M F i 2 & % & 5 Collaborative Stage Data Collection System, CS)
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[ ] ?L,iﬁ }I’% - /}» }1 .)%“;WFE o
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988 o A H o
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Circumferential Resection Margin (CRM)
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Perineural Invasion
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Obstruction
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Rectosigmoid, Rectum
C19.9, C20.9

C19.9 Rectosigmoid junction
C20.9 Rectum, NOS

yER A
T F e A fE & SSFF & ¥asB 988 ¢

GIST (ICD-0O-3 M-8935-8936)
NETSs (ICD-0O-3 M-8153, 8240-8242, 8246, 8249)
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Carcinoembryonic Antigen(CEA) Lab Value
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Carcinoembryonic Antigen(CEA) : Lab Value vs.
Normal Value
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Tumor Regression Grade
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(CS)z Mk e

~ A %IZE § Tumor Regression Grade CS

S A Y ¥R s
Grade 0 no regression 030
Grade 1 minor regression, fibrosis in only 25% or less of the tumor mass
Grade 2 obvious fibrosis in 26% to 50% of the tumor mass 020
Grade 3 dominant fibrosis outgrowing of 50% of the tumor mass
Grade 4 total regression, no viable tumor mass, only fibrosis 000
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o R2FJE - LG e o
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Circumferential Resection Margin (CRM)
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996 i ORs TR 7 s >5mm o
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Perineural Invasion
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Obstruction
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Perforation
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Liver

C22.0,C22.1

C22.0 Liver

C22.1 Intrahepatic bile duct
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Alpha-Fetoprotein(AFP) Lab Value

i A= Ui
TR B R e 3B P P TR AFP kB E o

Yotk B eh:
AFP 7 235 5 Wi froe % & G 15 08 & F] o

Sy 5)

. ”ﬁ%ﬁ**iwr%Wy%%AWi’;mwﬁ%ﬁﬁﬁi$ﬁﬁ3%am%ﬁ%Awﬁ@@
B T R TR AE o

o AFPRBEFHrrY FFIL Lo FY FFREAFPRSRE > BT S35 HRTH

o FRFIAEEIH GRS EREI A AR o MY FP ARG ARRE

v o
& L

o BREFTicHTIREKAFP » 4oj F "Xﬁ/{m + 0§ F#E =>01-9900 ng/ml - 3l AFPYe B 2 F
v in “/]E M10fs B~ E (R A iE R B’\f’fﬁ/{) kG DAt RS F S HCE 2 9ng/ml s E‘J;ﬁ‘
#5000 5 AFPHe % % % § " #c & 5 6005 ng/ml » 35375600 -

o BEF AR RKAFP o R F RIHEF ’F'AFP%&E%; AT F Btk s h B ek S iR
PlAcAFPH B3R 2 5 < Stk & ﬁrﬁ: X > ‘Eﬁx e /i %400 ng/ml 2 6000 ng/mlz_ F"*ﬁ &5
FB991 5 A & ﬁ‘ﬁ 2 4¢ 16000 ng/ml et —*Ff AR 992 -

o

YRS T &

000-990 | AFP 2% 2. % % #ici® 5 0-9900 B0 10(3R | iF 2452 0 PR o

991 AFP % 2% a_ﬁ_i&sfé% Pk Bend < A E > 2 %5 Fe ik B AFP &~ 418 i /1 >t 400
-6000 ng/ml z_ FF -

992 AFP ¥ 5% & 71;&3@?5 B ik Benk + ﬁrﬁ @y %5 B ik B e AFP & = ﬁ%"f # & >6000 ng/ml
L F oo

993 AFP # 2 > 9900ng/ml -

998 PRk T & AFP H o
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Liver Fibrosis Score

B A 8.2

W it
FEEATR B R TR AR -

ek B e
AFEALG DR IERTR B R 2T o

Yok ap 3l -
o MFEEATEY P w2 pITAFL 23R TR

B P IR B R 2 OFRE AR o BRIk B3 3 0 gt Ishakior i 17 5
g% °
TR R B R @?‘i%mgswvgafﬁ ' 2B R %5999 o
BEERP PSR 0 RIE I RF TG {ﬁi&a,; CRTRETE A PELRIR A Pl
Y®% 5 0072008 o

000 | Ishak FO: No fibrosis °

001 | Ishak F1: Fibrosis expansion of some portal areas - with or without short fibrous septa -

002 | Ishak F2: Fibrosis expansion of most portal areas > with or without short fibrous septa -

003 | Ishak F3: Fibrosis expansion of most portal areas - with occasional P-P bridging -

004 | Ishak F4: Fibrosis expansion of portal areas with marked bridging (P-P and P-C ; P-P as well
as P-C)

005 | Ishak F5: Marked bridging (P-P and/or P-C) with occasional nodules (incomplete cirrhosis ) -
006 | Ishak F6: Cirrhosis - probable or definite -

007 | & Fjipf » B3 g I IRip R TR 0 RELFT A - RRERE A PR IR AT

4 F xR L

008 Jﬂ—{ﬁfm%‘ PR E N RTRET O REFRFIA LT RME A PELERAFL SRR
;Jl»i}i BJ—LQ’ L oo

988 | # i * o

IR (RREFL) TREF A T A PRESRR L wRIGTR -

999 | # -
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Child Pugh Score
e W A5 8.3

i A= Ui

REITR B R EPEIFH ER R

Jedk B e
AIE P T AL BONIERPTR B R 2LFELE o

YoFdp 3l ¢

ot i % 4 R se 4 Child-Pugh Score 5 A -

o WriBF AR IS RIEEY i’ﬁ%l‘%‘ﬁ G2 IFFH % o

o R IFH L BPERAVFHEHA TR 0D T BP0 ALABCZ &40 &) o

o E2ZRim5 H 4~ #g(Degree of liver damage by LCSGJ)t ¥ ¢k e 3% (4v: MELD) % 77 "% 5 §
PR R AL T RIS ERANF TR LR TE PR RS- R

o 2L L1 % L %S S 001 (Child A)

« Child-Pugh Scorez % % & F 3 #F 53 ~ k> 4c b d Jod ~ REPFRPFR ~ e F & T
ARSI E  B AE qpth  PGER TR B R TRE T 0 0T 4

Measure / score 1 point 2 points 3 points

Total Bilirubin, pmol/l(mg/dL) <34 (<2) 34-50 (2-3) >50 (>3)

Serum albumin, g/L >3.5 2.8-3.5 <2.8

P

Prothrombin time prolonged, 1-4 4-6 (>1.49) >6 (>1.66)

sec (INR) &« fis o P

Ascites g -k None Slight Moderate

Hepatic encephalopathy None Grade I-11 Grade IlI-1V

faal: (or suppressed with (or refractory)
medication)

P2 T BBl s% 5~64 5 A% ;7945 B% ;>4 5 Cxke

I IEE

000 LR o
001 A A
002 ni B
003 Ai Co
999 e
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Creatinine (Cr) Value

HEWR RS 84

L R S Ui
FEEETR B Rt i 3B P N TR B creatinine B g E o

s L

e B e
Creatinine FAL 83257 T i chf * 7|5 o

- ETE

Creatinine (Cr)22 BUN (blood urea nitrogen) — 4= % 122 § 7 5y - d 3t Creatinine™ = 2 i i§
TATRE > AARE T S A AR 4 7 ,*_%"F%b > B B Fpt T o k3t ¥ Creatinine B 5
(creatinine clearance (CrCl)) » 14 % % ¥ 55 3% 48 18 Jjg 5 (glomerular filtration rate (GFR)) ; 2_f§ ¥
DR KRR ER T gtk e

AT EE FEjesn ¢ 2w ¢ Creatinine - 2 mg/dL 5 H el E -

Creatininets % & & &3 1 ¢ FFre i1 > 7 iﬁ?ﬁr‘%ﬁ creatininete % & » ¥ %% HERFAL
FRRABRZL DR ~EF R NEfRELSEFIFLY R FP D ET- I RRE

v .
NN

edk WTis Tlie o m 2 B B Creatinine # & - % Creatininets % & = 0.5 milligrams per deciliter
(mg/dL) P* > F-%0#% 5 005 -

Creatinine® # &% F19 % 7 kA £ > - k4 Mor @ 505 to 1.0 mg/dL (45-90
umol/L) - ¥4+ ¥ & % 0.7 to 1.2 mg/dL (60-110 umol/L)

Creatininetg % B w= £ 7 » T B3 | #BL{s - %4 > bl4cCreatininete % 2 % § S #cE 5
0.14mg/dL - 3 %5001 - = f& %% 5 % 2 = Hcid 5 0.15 mg/dL - #5002 o fe = Creatininets %
R S W‘ﬁ;:m v YA ] *?001$ R GE T N E 5—,,.&75,%001 » ] 4cCreatininet 2% &
%@ = Hcid 5 0.04 mg/dL » F 4% #5001 -

o

YR &

000 R R e

001 = 0.1 mg/dL -
002-986 0.2-98.6 mg/dL -
987 =98.7 mg/dL -

999 Vil R A
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Total bilirubin (Bil T) Value

e A5 185

s U
TR B R sk 3B 0 N A7k S total bilirubine sk B E o

Yk P ih e
3% = % (Total Bilirubin, Bil T) 7 # & 3e 405 a thip i o

YoFdp 3l ¢
o P& % (bilirubin)# Bl ZIpIF & "2 2 % 0 E 0w =% (Hemoglobin) & iz v kP crdl & v > § o
ﬁ%ﬁﬂﬁgﬁiﬁﬁé’dW%A#o&%mekﬁ,%T%q?wgﬁﬂ~%ﬁ%g
R i ? e O FRT oo P l"‘f'_y CHcetE i F o AR L R R & ¢ i
gH A LFE R & BT + J= (jaundice) -

(indirect)*% = % > 4c } delta bilirubin (3% & &v kv e &z 2%) o
bl ek i B FFRL L FYFFRARECARRERS T L RTA
. %fﬂ‘%dﬂ-'f&-x/r% :h’:'?/r'}?‘\‘uf’fr PEF‘—/‘F"&[/?%E&’Ejllﬂlﬁﬁﬂa'lﬁ"‘%—’k*ﬁ%m

?:» a e
. DERFR LR T AR e F o B % 5 0.5 milligrams per deciliter (mg/dL) = ] % 75
005 °

e RELFZIFENFFTHREAFRA R - LZRSE L F E503-1.0 mg/dL (5.1-17.0
umol/L) -

o MFMELFRHEHRT LT N T BI KBS - TR AR Z ST RHKE S
0.14mg/dL - 3 %5001 » FHe 2 % % F "8 iE 2 0.15 mg/dL » 355002 » & 5 3 "% % e &
FHZ ."’Xﬁxm » k] *?001?‘{ LT 1%1 »iE o “ﬁn'ﬁ%OOl’ bldoid e i F ek

F e HciE 5 0.04 mg/dL > F % #8001 -

4% "% % % (Total Bilirubin, Bil T) Jfﬁ%@_(u mg/dL 3 ¥ =) > & 35 & f(direct)"2 2% ~ B 4%

YR &

000 LG R e

001 = 0.1 mg/dL -
002-986 0.2-98.6 mg/dL -
987 =98.7 mg/dL -
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International Normalized Ratio for Prothrombin

Time (INR) B E B 5 8.6
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BT B RS SR 3BT N TR INR kR @ o

Yok P en:
INR F 4 3o b5 sty 4R -

YoFdp 3l ¢

o Wufir RPFRE% T ¥ & (International normalized ratio, INR) &_#-3% &fis k pF
(prothrombin time, PT) &3 it 2+ 8 o INR 2_3 % PTip % @ 8 o ¥ PTI 350 ot & o PTH
FONE PR U PRPUR e H B R n RASREAE o

e FFEFFFHREAIRPMDER o
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o FREABLR CESILRANERELLF ARAE R FP ARG ARKL

v
o

& L

e INRF A2 Tk ol g et > 1t 4oz INR=5™ £ 7 it d1 i e € 133 » @ INR=0.5R] % 4 5 %
BV A% o INRePE ¥ & 2 0.9-1.3 - #INR =53 %745 5 050

SR &K

000 2t e

001-060 | 0.1-6.0 °

999 PR S A
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HBsAg
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o NiEHEERREATE  HL eI -
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Anti-HCV

B E W A5 88
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o MERSHNEERLYE O mL iR

e TERAEME2BETBELTRIKKE ARHKLEE FMETHLEE

EEREE
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5

Lung

C34.0-C34.3, C34.8-C34.9

C34.0 Main bronchus

C34.1 Upper lobe, lung

C34.2 Middle lobe, lung

C34.3 Lower lobe, lung

C34.8 Overlapping lesion of lung

C34.9 Lung, NOS

Note: Laterality must be coded for this site (except carina).
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Separate Tumor Nodules / Ipsilateral Lung
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i
T AVGRR G BB TLAR A K i A TR

ek B eh
AICC % = w2 #-Ir Rl ¥k g5 (satellite lesion)i_T4 *# Fp 3] T3 I 17 F ¥k g5 i
M1BWﬂMszmT3'M#wﬁmfﬁwwwwtog%&rh,4mﬁﬁ%ﬁ«+
W2 R BEBP R T € R fIP H R T EE R T4 Z 9k Rk £ & F R
7 E ek g 0 P2 B FORDS 35 8% e ' Bl 2 - f@a? CE-

YoFdp 3l ¢
o FRIZFREDHEGE S BHBLLEFF DU T o HRIEDELE o LIRS B D
A

. #f@uﬁﬁWMW@ﬁﬂuwﬁnp§%~ -8
o EALFLAT N LR I L S NG A RS 2 000 -
. E %Fer%p]ﬁm’ﬁ*a VAR 0 BB B A FRBIELFL B EGE LD o

Yo7

@Z

o

K

000 &jﬂ T oh o e s
010 g }ﬁi R s LA

L“E‘ i

Rl E -

nu— 1:\\1 i

i
020 ZEA i en ! M#Wj}gz;

&k
o RRARE-
030 | (020+010)2E 4 sk ea & 7b 3% o g,

%*’$WFﬁ%kw%kﬁo
iR

040 ELE }?5 Wy e l"i#”ﬁ}a”,,.é:f e E/AERERP o

999 | i/ ke dt A A gE

63




T I8 AF T _F) G R

SSF 2 iR -3
B R R B Y% #= 7] : 000-040,988,999

Visceral Pleural Invasion (VPI)/ Elastic Layer
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Assessment of Performance Status before
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Treatment
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Malignant Pleural Effusion

W g
R B T S A 3 B Rk )
fedsk B ih
EMEAAH-REAICC %= we 2 %5 Mlay 2k B3 Mla a5 #5845 > 822800 %
REE PR ES G BRI R TR Ao TR A
YoFdp 3l ¢
o WREBERZ EMVEF kS F 0 A LA
o EUiREF IR LT MG EZE o 4o ! mediastinum ~ heart ~ great vessles - trachea .
esophagus ~ vertebral body - carina$ i - g > I PF 3§ 4 Ofh R AR G F R L
= B R R
o fkEmreFRAFRG Ewen b
o MO % 3-s5 = 988 -

Yol | K

000 PHhShbar Awme ARG FIo

011 | A ilkba] ¥R LERweEKRE "ﬁ%&%ﬁ”" 875 B OHCK

012 |TeA® kb #m 2 fwme ks we ks S0ME ok FIr2uws g

B = Ha

013 M Bl BB L EESER R

988 | A * MO hip % -

999 | A Aze At L
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Sampling or Dissection of Mediastinal Lymph

Nodes (N2 Nodes)

Wi

kR 3

Y75 = [F] + 000-008,988,999

B A 185

W i

FEY o Sks B i L R A SR Y. e g EL
ek B e

L7 - Rk R F] R F RS

AL %ﬂio

2R

B 3R e i 580

Sl b ;;H: -] ?;frﬁtsfg f

FRERBEL e RE R

o R B %

R Ry 1y g R

#W"LB&’}%\E }—‘K/F ’L% ’ lﬁl/]f%

3 EOR I T B S

Q.

}“{F‘L;i/{hﬁpcé\j‘v.—

AFIRAFT % PS5 000 -

f}ﬁr’? IR R A

% > Pl 5 988 -

TABE . Frp BRF AL

i A

W

At L N =4 L_I_
FREMT

.;@g»ﬂNZﬁ@%%Mﬂ~@w#w-M%%nﬁ@wﬁ’awr:
AJCC % 7 AJCC ¥ T3 &4
Level 2 Upper paratracheal nodes
Level 4 Lower paratracheal nodes
Level 3a, 3p 3a:Prevascular nodes
3p:Retrotracheal nodes
Level 5 (Lt) Subaortic nodes
Level 6 (Lt) Para-aortic nodes (Ascending aorta or phrenic)
Level 7 Subcarinal nodes
Level 8 Paraesophageal nodes (Below carina)
Level 9 Pulmonary ligament nodes
kB C
000 BT HOR M T PR R B e
001 Potke BRSO HM T Bl e
002 Ptk B ORISR T B2 B R o
003 Ptk B GOREA T B 3B E o
004 Ptk B ORISR T B 4B R o
005 Pojk 8N F&,F ok B5 B R -
006 i e ::.a}*“’ 56 B=E o
007 Ptk e B SORIEM T BT B -
008 Ptk B GOREA T B8 B E o
988 L R R S e A S ey i T
999 =S
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EGFR & F1 % % 7% # ) © 000,010,020,988,999

EGFR (Epidermal growth factor receptor ) Gene

Mutation R AFE 8.6

W dkit
;cf;’rﬁ%‘« R AP EGFR 2% 2% > UL BE B Y HicFuRE i h 2 L B M2 I

fé = 3T o

Jcé% P e :
PR REER R B R R RUR Rk FFRBIIE TR S So T REE
B BB A fug&:;;sg o

BB 5]
o BB EILG A A e () A 0 i 5988 -
. KPP EERHEGFRATILERE 2 ATIRBHRE R ¥y L3548 -

Yolh | K

000 | %% wtgirl o

o

010 |EGFR&FHskis% » 3 2%
020 |EGFRATF&%%* > 2 R ¥

030 7 {7 EGFR A Fl#e %k > & 5% % &2 2|3 o

988 | A i * o

999 |o 4 23 F EGFR A% 5% -
« 7 EGFRAFIR R W% Frh LREALRFL > 2w R LT J o
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LIk SRR

59

Breast

C50.0-C50.6, C50.8-C50.9
C50.0 Nipple

C50.1 Central portion of breast
C50.2 Upper-inner quadrant of breast
C50.3 Lower-inner quadrant of breast
C50.4 Upper-outer quadrant of breast
C50.5 Lower-outer quadrant of breast
C50.6 Axillary Tail of breast

C50.8 Overlapping lesion of breast
C50.9 Breast, NOS

Note: Laterality must be coded for this site.
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Estrogen Receptor Assay

B E W AE 8.l

B gt

Fed i kORI L TR R B R R L B % o
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% 5 Mk i Pk BAL ISR 2 gy o

YoFdp 3l ¢

¢« FFETHANAREL DL FRFAREAFL TR 0 L10ncotypek it FERKMF
R 3% 4% 988 -

o BRI} BHET EERE- BRBEAPERKS c FRL L BRI ATERKR > RSB
BARL %% A g X B R AR o - WTRA L § BB B R OB BARL @ FioR o TN
FREOERKAL S LB § 47 BRLTRFE L 5o ol g -

e ¥7 SWERBELES - PUESEE E -

o FFALAWEMILE  RERHAOFETPORELFETHE FRICFTERRELE ST K
STl 0 PR PRIt M e B 1T A o

S FB 7 %

000 L3 R e

P it > ® m3BaR 2 ce ' ER X BB F et b -

110 Bt i u PR o

120 Féf\rtl‘i ~N E\;fé\‘_:ri Py l/_E_ pL /1}112 Flg o

130 "R

988 I

99 « P ERRRIAT A
. -‘Iﬁ’v&‘t%ga;u .
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3 Wk 25 WRR(PRA) 45 # ) : 000-100, 110, 120, 130, 988,
999

Progesterone Receptor Assay

B A 8.2

gt -
Cb‘ll}%fﬁﬁ }ﬂ; £ MT%@/? ;\r% #&ﬁ@ﬁ,\%% .
'ifcéﬁrfl Ha:
e 5 Bk e 2 % AR QELTELIZ:%O
éﬁuﬁ%#ﬁal :
o FAPEFTHOGUBEFLIL  FRARFEEL TR 0 A L1O0ncotype k& FPRIERF -

P35 7% 988 -

o RPIEF - BETEERRX- BEEEATPRER - FERX I BeSiEAGPRESR  BFELELE
BEFELEE > a2t h BB AR L o - BTRA L § RRB R DOE AR BT ISR T
% BROPREEHRSFEIBEE > €47 BR AT EFT B oe B Boo] & fenin oo

e ¥7F FAPRIBILES > RIAFELHEF E -

o FFALAMEMILE  MEHALEDORKLESETRHB  c FAE K TPREREST
okl 0 RIRBRISR (&P S BTG -

£y A
000 X3 AR
001-100 Bt > 2 R e PR &SRB 1R et b -
110 P o e 'mu P
120 Edt s AR RV BIA P o
130 Weh i -
988 2 o
999 o P EIBIAT T o
° }%)ﬁ;\;ai\. o
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Response to Neoadjuvant Therapy

WL R 3
7% #= 7 : 010,011,020,021,030,031,
040,041,988,990,999

e W A5 8.3

it
FEH T B AR e 18 2

fedk B i
R LI QAR RS L

- ETE

F I e

R Lu,;g»g;c,u /? 'K%fﬁi)ﬁﬁ\ g 63 c;\.'r - =% /r,;% ST §,\éx':r_,p ﬁf@—]mﬁ g,ﬁ_,r)ﬁﬁw\%A;; ;}%
5":‘1’!1}(1}7‘51 VIR AR T R JRET S SN kBT 0 — Y %‘KM B ;;Iig)ﬁ_} gﬁgag‘ LB ik

¥ o
o FRHEFHERILIN UHEFTAZL O WREFTAGK c FERBLTA - RGURER TR
IR AT

YofB &

010 Wk 7l Ao = & &(CR ; Complete response) °

" HILF AT = 2 F Js(CR; Complete response » no invasive component in breast tissue
and Lymph Node) -

020 T 7oL AE o 3% > & & (PR 5 Moderate response) ©

021 f}}islj‘l_ P& 3R> & &(PR ; Moderate response) e

030 Tk 7 BT Jﬁs'%}_ %(SD ; Minimal response) -

031 i TL R AR T o 48 2(SD 5 Minimal response) e

040 Telk 73 B T e B :}}is(PD ; Poor response) ©

041 i TL R R T Brae |4 5 5 (PD 5 Poor response) e

988 3T S
e AFHERELREZ -

990 iRt N F 0 R BARR A HEP o

999 N ECNERIE S EREY S & L
o AL
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WA M SR AP

No. of Sentinel Lymph Nodes Examined

WL R 3
Y% #= 7] : 000-089,988,996,999
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- ETE
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P 0 A5 988 -
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000 A T L e
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No. of Sentinel Lymph Nodes Positive

iR 3
Sn#G $= [F] + 000-089,988,996,999

W E W 55 8.5

B gt -
B EABR T B HT Bk ke
Jedk P it

CRNEY £ R Ca kT

- ETE

-t N o 5L

ot}

o ﬂ\’lﬁgwﬁﬁ"ﬁvﬁ,cd B J—Jfgﬁf\'ﬁpﬂ.(j T B e AR T 5 ) il g
P S RIPEP FEET RN T SR EP (R E W A #2.15)
. ‘};?Jy TR H=a .L:Lﬁf_-k VR RIS iéiv}i'ﬁ‘-;;};}:w_fs;,kfgﬁ—-ﬁ R R
FRREA R Hﬁv—g 7] 475988 -
Su¥B T
000 }‘)‘l}g\fdl—r;ﬁw é,-)g-:zgo
001-089 R IERZ B HT S E
988 3§ e
990 Bl e BT G Ak mep Ao
999 c A F R E ST BEE R
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Nottingham 2 BR 4 #/ & ¥ %5 = [#] + 030-090,110-130,999
Nottingham or Bloom-Richardson(BR)

Score/Grade BRI A 86

ﬁﬂ I“\' ﬁj\“‘ .

cb‘}l‘;ﬁ g‘”ﬁ)?”F‘:F‘«/w\.?:&sO

Yok B et
AR B IER R Y o

By 5]

o BR=* # % modified Bloom-Richardson ~ Scarff-Bloom- Richardson + SBR 4 % -~ BR 4 % -
Elston-Ellis modification of Bloom Richardson score ~ the Nottingham modification of Bloom
Richardson score ~ Nottingham-Tenovus ~ # Nottingham~ % o

o FUpciEEA oo i 0T iRAE R (a)Bloom-Richardson score3-9 (b)Bloom Richardson 4
(low - intermediate > high) -

. BRiA &%%1{3-9/# o A MR B R MR L 2 R R SO A B | 2 (7 T a0
>R RS B e s JE R TR e P ih g ﬂ,r} W EE % A B o (BACER 2 fy it
THHE Y z- B3 (low intermediate » high)®m % £ #kF > 7 & FB #5852 4 B
e o

kB c3F Y
030 KA
040 4 /i o
050 54 o
060 6 & o
070 7 Ao
080 8 & o
090 9 4 -
110 Low Grade > BRgrade 1 » i 5 & 34 #c o
120 Medium Grade - BRgrade 2 » ;25 & 34 #&
130 High Grade » BRgrade 3 » /2 3 &3R4 #c o
999 o« # & BRgrade 7~ & BR score o
o HiEo
o HEAEY
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HER2 4. Z3 ' $ 2 thf S ¥k 45 # ) * 000,100-103,200-202,300-

i 302,400-402,999
HER2(Human Epidermal Growth Factor

Receptor 2)IHC Test Lab Value T E AP A 1 87
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Rl AL ki B2 4Rl HER2 2 F Bl -

Yok B et
AR B IER R Y o

mw;ﬁl :

. AP HER2 A% 5k it 82 Sipl3E B % > B BREET § B LE 0 D F e 50
HER2/neué FE # o

o WEBZTERIETBHRA S BRLPILAZBINHEEL S PIARL LT Wk 0 %5000 -

o HERZ%J;\,‘:__.‘F LB R HBciE o T %\ﬁnl,% —*F]’ E %i:}gﬁ—ou FISH¥ Bl% % 5 2 » CISH
xz2 o A HXLZIHCH RIS S -

kY1 &

000 L} R

100 IHC, 0+

101 IHC, 1+

102 IHC, 2+

103 IHC, 3+

200 CISH,-

201 CISH,+

202 CISH, EQUIVOCAL

300 FISH, -

301 FISH, +

302 FISH, EQUIVOCAL

400 H v sk, Her2 1514 -

401 Hv sk, Her2 1514 o

402 H v ¥ %, Her2 EQUIVOCAL -

999 o P ERRIATRG -
o T AR
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Paget = 7 %% § ) * 000,010,988,999

Paget Disease

e A5 8.8

skt -
io4 7k Paget g o

I<ék B N
s #F7k Paget N Jpio vk BB IS TG o

YoiGdp 3l :

o WETRA S B aPaget < f > BAEEBRELF TR A RS

o FURANHEIEESENFEILG HMPaget< g > T A AN > B %5000 -
o TRAEABEYAZIE S R2AF 0 PIKHAE88 -

kY] &

000 X5 Paget disease -

010 3 Paget disease -

988 o B F o
BRI GIF RS

999 L A
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999

Lymph vessels or vascular invasion(LV1)

BE WA 5L 8.9

W A
T T Ra &
fedr B e :

MR e o - LR HT BRI DOBR 0 F AR
SRR B EPEOBE - LG RL DI -
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e

YoFdp 3l ¢

$¥B &

000 RN T EMT E A g o

010 LT I Bl W IIE D
011 AN Re T FhiEr s FRAP o
020 MEBEN R e BeanElE g R EER
021 nﬁ}a‘npxrffi\.ﬂ_?m,é‘qa.e# ?ﬁ 7 P oo
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FEINEFEF S R R

¥ T
Cervix Uteri

C53.0-C53.1, C53.8-C53.9
C53.0 Endocervix

C53.1 Exocervix

C53.8 Overlapping lesion of cervix
C53.9 Cervix uteri
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SCCHh s E 75 = [F] + 000-988, 999

Serum Squamous Cell Carcinoma Antigen
(SCC-Ag):Lab Value

RE A 81

el P EBRRB AN ek 3B Pk SCC-Ag ehdF B o

Jedk P eh s
SCC-Ag #3% %+ ¥ i pivf vck 2 S ehE & F]F o

- ETE

*ﬁﬁﬁﬁwéﬂ%%ﬁﬂ:”@$§%%%$"%%é%ﬁ%§%ﬁ£%$’fﬁﬁﬁ
i R b,%‘#f«g‘g ;‘7“:* ) glju C A3 N SRS Y

;;&% W dp sl o o w3 P o FSCC-Ag (ung/ml s 8 )5 % & > et 5k w3

B * o 5SCC- Agﬁms Ea7 (ng/ml) 070 o

*F = SCC-AQH 2k B4k w57 » T B~ 3 /| #cBhis - Y > |4rSCC-AQH %k % % F H#k i

% 0.14 ng/ml > %5001 » FHe 5% %% % F %8 5 0.15 ng/ml » 3% 5002 - v = SCC-Agt &

EE 2 “‘"ﬁ(n@ -y ’“001—‘5 v B A OiE m%{;, VS ES ’f‘;j—,,.ﬁyl,%OOI’ 5]4-SCC-Agk % & %

F i 2 0.04 ng/ml > 5475001 -

. ‘?'ﬁ%%%‘:xm%‘ B ?/r)\‘?‘ rugEfeREL g klﬁ‘ﬁ_‘k’ s Bl Y 3P ki Xk E
. 9%5—1 ¥ Tk e R R 8 gk % =% 2 B % (M-Code 4 FFl: 8050/3-8084/3, 8560/3) - &
do L FEFERIEE S FE ;EQ;]U% Al 571%988 °
kY &
000 At o
001 =0.1 ng/ml -
002-986 0.2 - 98.6 ng/ml -
987 =98.7 ng/ml -
988 FAEHF o AeF TR e %‘#ﬁﬁ..‘%%;ﬂ:}z%ﬂ o
999 RS Ao
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SCC #LR %75 # ) * 010-030,988, 999

Serum Squamous Cell Carcinoma Antigen

SCC-Ag) : Lab Value vs. Normal Val
( 0) : Lab Value vs. Normal Value B B RE 8.2

it
T T HRERREREB RN SR 3B P SCC-Ag ik g BT ¥ BEchE R oo

PR REFR S P FERRIORTFEALE

+ ¥ T ey B ki SCC-AQ B2 A R B E AR R AR M 0 80% 4 PuL ) e B R 0 A
SCC-Ag & R 3B ¥ + 2 o % SCC-AQ "hgthse B 4 7 10 1% 5 s 902 o 13 1 Bich »cdy
e

YoBG g3l :
o SCCHtask ERLHE BB REFS > HFUTRAEFRT LR LIFE OV
+ o e TR 18k
o EEE L RFTIRREYETAITT S ISR o
o EPRSCCHLR ok B KIS 1UiE § %hif o
o AFETHUYEFEFRIL G FYEFRAKR A %é*ﬂ%§%ﬁﬁﬁw’f%%£
E

AR EUFRENEL TR >R Bl F Bt UL ERE o e B Bl ¥ BT A

=

-

R % #5999 -

o FRFABEX IR BB IHAUERES R AFALE R P A AT SRR E
=R

e EFTFEBRBEF 0PI % s FSCC-Ag¥ > R 445000 -

o UG ¥ K e B RS Bk % .*’% 2_ i % (M-Code 4 ¥]: 8050/3-8084/3, 8560/3) » &
iR R R 571%988 °

Y7 L&

000 * 217 ;7 SCC-Age & -

010 B % ehal i SCC-Ag te & B 14/~ >t § & -

020 B % ehu F SCC-AQ thsk BIS/E ¥ & & F @ p o

030 7 fue i SCC-Ag te sk B 5 et & 5 2 e TS IL N IS 1L -

088 AR o heF PR R T PR R LR

999 S
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A S R B

+ ¥ W%

Corpus (Carcinoma of the endometrium and carcinosarcomas)
C54.0-C54.3, C54.8-C54.9, C55.9
(M-8000-8790,8980-8981,9700-9701)

C54.0 Isthmus uteri

C54.1 Endometrium

C54.2 Myometrium

C54.3 Fundus uteri

C54.8 Overlapping lesion of corpus uteri

C54.9 Corpus uteri

C55.9 Uterus, NOS

Corpus Uteri; Uterus, NOS (excluding Placenta)
(Leiomyosarcomas and endometrial stromal sarcomas)
C54.0-C54.3, C54.8-C54.9, C55.9
(M-8800-8932,8934-8974,8982-9136,9141-9582)

C54.0 Isthmus uteri

C54.1 Endometrium

C54.2 Myometrium

C54.3 Fundus uteri

C54.8 Overlapping lesion of corpus uteri

C54.9 Corpus uteri

C55.9 Uterus, NOS
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ek # % W R 45 # I * 000-100,110,120,130,988,
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Estrogen Receptor Assay(ERA)
e E W= AEL 8.1

ﬁﬂl&&t .

e SR ILAR L iR R B R R R L % o

*Fcéﬁrﬁ e

LR Ie R otk BAR(S3TER 2 kyy o
YoFdp 3l ¢
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P35 7% 988 -
o RPIFCBEFTERL- BEFEANERKRR - FRX F BEFIEASTERRR > RFELHEE

BAELRE - a 2h BRI A TE L o - KTRA Y § RRB R DR L BT ISR o F o
B BRERRR SR AW 5 BRAFEFE L 5o ol & o -

. *'f,a $SEERM LS % > RIE &b B & o

o FFALADEMILR  MEHAILR P ORKE S RTRS c FRILFTERBHRGET
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000 R B e
001-100 |[H > ® mEEL P ER ERBEF BRI b o
110 et s el G2 pioo
120 A s BNIEH s 2L BA P oo
130 fef B e
988 FAEF o
999 o KR TE T -
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F AR R R 7% § ) : 000-100,110,120,130,988,
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Progesterone Receptor Assay(PRA)
B A8 8.2

L R S Ui
FedriB R OHILAF L TRRRIT MR RIS -

Y p e e
L Rtk BT IR 2 R

YoFdp 3l ¢

o FAPEFTHOGUBEFLIL  FRARFEEL TR 0 A L1O0ncotype k& FPRIERF -
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BAF2 R % A b R AL o - WARR Y § R B R DAL R T I0R o F
B RROPRIGSR SR ABILE > 457 RRFRFF L B oo B R aing o

e ¥ SEPRBMES » PSR EE -
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E - IETS: RE SPECIVE ST RCRC T

Y5 TH

000 24 il -
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B 0 RS

£
“F 3 %
Ovary
C56.9
C56.9 Ovary
Note: Laterality must be coded for this site.
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SSF1 Wik R 3
o CALS % iE 7% &= [F] * 000-910, 920, 930, 931, 988,
999
Carbohydrate Antigen 125 (CA-125) : Lab Value
Before Treatment
efore Treatmen B P A 8.1
*ﬁg [£% #IIL“' .
PR KR B RO i i BT - St e e i CAL25 & -
Jadk P et

CA125 FHLEF 15 P L fpin f o sk 2 FR {6 chE & F]F o

- ETE

FRE AT R R B R KoK BT - i pCA 125E (M U/MI IU/mIG B =) » 3T &R
HAET A -

e L

& o #5988 ¢
AP L ET ~ 2 B S 0 6|4rCAL2DH S S % 7 e 5 85.4 UMl > 3475085 ;

FleES R REES

FOoORIFRF BT Mo

+ A w7z g (M-Code #= [Fl: 8590-8634, 8670, 8800-8815, 8890-8896, 9060-9072)

= 85.5U/ml> #%#5086 - = 5 CAL25#& %% % % 2 7 "B #iciE > usg -] »t001
T %5001 G|4rCAL2GH % % % 7 i iE 5 0.4 U/ml > 3% #5001 -

kY A
000 R Rk e
001-900 | = 75 F CALDS sk >t &0 1-900U/ml pF > Ze4rH F % iE o
901 B + CA12S #% 5k E & 901- 1000 U/ml g -
902 B + CA12S #% 5k E & 1001 - 2000 U/ml g -
903 B + CA12S #% 5k E & 2001 - 3000 U/ml p# -
904 B + CA12S #% 5k E & 3001 - 4000 U/ml p# -
905 B + CA12S #% 5k E & 4001 - 5000 U/ml p* -
906 B + CA12S #% 5k E & 5001 - 6000 U/ml p# -
907 B + CA12S #% 5k E & 6001 - 7000 U/ml p* -
908 B + CA12S #% 5k E & 7001 - 8000 U/ml p# -
909 B + CA12S #% 5k E & 8001 - 9000 U/ml p* -
910 B + CA12S #% 5k E & 9001 - 10000 U/ml p# -
920 B + CA125 # 5 5 10001 - 20000 U/ml p& -
930 B + CA125 # 5 5 20001 - 30000 U/ml p& -
931 B # CA125 ¥ 5% & 5 =30001 U/ml p& -
088 FAg o dom inf E f e g.&w&:&g o
* |CD-0-3 M-8590-8634, 8670, 8800-8815, 8890-8896, 9060-9072 -
999 N e
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4 # ) : 000-910, 920, 930, 931, 988, 999

Carbohydrate Antigen 125 (CA-125) : Lab Value

After Treatment .
e W B 8.2
i A= Ui

PR B R LU P AST Y 4R P 0 b i F CAL25 0 v Uiml G B i o

fedk B

},%‘%; CA125 E{,&F‘_ﬁ (Pi}%éﬂ'/é}%‘ﬁ },@E‘f”ﬁ-ﬁ IE

BB 431 :
o FHENTEBEBE LU AL

T A KT A -

. RICRE A

& o #5988 ¢

. %,}ﬁalﬂ%%ﬁ—r PNE ,B’»ﬁ’fﬁtﬁn,{% » 54eCAL1254 2% . “L‘g"é S HCE

VAR Pk i eh i CA 1258 (4 U/ml s 1U/ml &
+ A w7z g (M-Code #= [Fl: 8590-8634, 8670, 8800-8815, 8890-8896, 9060-9072)

5854 Uiml - 3

FHekEEF CHE 585.5U/mls 345086 e 2 CAL25+ 2% % % 2. F “C#ciE » Y% | »1001
FoRIA g w BT~ %001 bl4-CALSH % % % F FHkE 5 0.4 U/ml > %5001 -
kY A
000 R Rk e
001-900 | = 75 F CAIS %z E A > 2 1-900U/ml pr > Zedrd g2 iE
901 B + CA12S #% 5k E & 901- 1000 U/ml g -
902 B + CA12S #% 5k E & 1001 - 2000 U/ml g -
903 B + CA12S #% 5k E & 2001 - 3000 U/ml p# -
904 B + CA12S #% 5k E & 3001 - 4000 U/ml p# -
905 B + CA12S #% 5k E & 4001 - 5000 U/ml p* -
906 B + CA12S #% 5k E & 5001 - 6000 U/ml p# -
907 B + CA12S #% 5k E & 6001 - 7000 U/ml p* -
908 B + CA12S #% 5k E & 7001 - 8000 U/ml p# -
909 B + CA12S #% 5k E & 8001 - 9000 U/ml p* -
910 B + CA12S #% 5k E & 9001 - 10000 U/ml p# -
920 B + CA125 # 5 5 10001 - 20000 U/ml p& -
930 B + CA125 # 5 5 20001 - 30000 U/ml p& -
931 B # CA125 ¥ 5% & 5 =30001 U/ml p& -
088 FAg o dom inf E f e g.&w&:&g o
* |CD-0-3 M-8590-8634, 8670, 8800-8815, 8890-8896, 9060-9072 -
999 N e
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B 3RS D e

SSF 3 LR 3
ot L s 2 R RER 2 L) %5 # ) © 000, 010-040, 988, 990, 991,
999

Residual Tumor Status and Size After

Cytoreduction (Debulking) Surgery B A 83
e = F 5o - 0.

L R S Ui
RV S 2 R R EE <] o

Yedk B e
MR IS 2 A TR 5 SR e & WS

YoFdp 3l ¢

o PR E IS 22 TR L o FMA T B S MR &R T S R AR R A £ s(primary
cytoreductive surgery ) e ¥4 Fr {8 et ff £ si(interval cytoreductive surgery ) » 325 & & -

o FUUERERIRT XX A A R 5988 -

e WEBHFAZIFRXILE R > HTELMEEY 'fiirh‘fé ZRAGEBREE A )AL RBS
BEAFER TR o

S5 CE

000 2 F AT R o

010 RGERBSL A > AL LB A o

020 ARG SL A 0 F RS .

030 A GHEAE>SL A > AL Em LB LR o

040 A SL AL 0 F RLED R o

088 ZIET S

990 R R AR LA LD ARED B
991 VU R GO R R Ager Sl E RS R
999 il A
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TSN A TF] S R

Wk e

Bladder

C67.0-C67.9

C67.0 Trigone of bladder
C67.1 Dome of bladder

C67.2 Lateral wall of bladder
C67.3 Anterior wall of bladder
C67.4 Posterior wall of bladder
C67.5 Bladder neck

C67.6 Ureteric orifice

C67.7 Urachus

C67.8 Overlapping lesion of bladder
C67.9 Bladder, NOS
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TSN A TF] S R

SSF1 WirER 3
WHO/ISUP 4 & M%ipwﬂﬂ 1 010,020,988,999
WHO/ISUP Grade

EWR RS 8.1

W dkit
Fedk o Bk 0 HmIZAR L ¢ & 32 World Health Organization (WHO) / International Society of
Urological Pathology (ISUP) 4 % o

fedk B

o % st
FFiciFr °

SaFgdn 5l

. fiiﬁ LA ﬁﬂ'yﬁh = wa Bk b g A (Urothelial carcinoma, M-Code 4= [#l: 8050, 8120-8124, 8130-
8131) -

o R RMRBERIET 0 FHEAEL ERT Lowgrade” 7 Highgrade” pF gt s sk SRR G
WHO/ISUP ~ & o

o REINEERENESHILERILL R fj\Fﬁ»#BFﬁélﬁ‘%fi » B 5988 o

. -lir')a 2p 01 b 2 IR L P G 24E A e A B ’L"b‘%«,}ﬁ BEFH

e Z21WHO/ISUP & .‘é»—‘ﬁ v YFE 5999 o

Yk | L&

010 | MR A i ft A B -

020 r’%]i/w\ﬁ,,\/,)‘]’\l);[,)g.

988 | A ; A ABEI D A LAt A AR MR -

999 o # 2v WHO/ISUP % . -

° %)ﬁ#\é&i\‘ °
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R e R ek

SSF2 WieER 3
FB M O B A 45 # I : 000,010-030,988,999

Extranodal(Extracapsular)Extension of Regional

Lymph Nodes RE R 82

W it
R R N R RN S A

fedk B

T L% > 1L
TFie =i o

-%E%#ﬂ 3l :

o AT R R L S TRR B 0 BRI L 8RR e 0T AR M e b 0 1R TLER

4B TR fe b o
o #5010-0301%4nF ® M T HEPHA -

. ?Iﬁafﬁpcb—x? Er b7 ékza(}?‘iﬂﬂ;%g\lq’g}%?;‘m),f_e_;\;}ia {@?#w}%&\n s 1=

7% 5030 -

=1° 0

Yl | A

000 ﬁ.fvfé#w%@ao
“? =4

010 v 32 Uk P REpT Az o
020 ’pié%a#‘” I;JC‘ P 2T B RO &R e
030 FEMT SRR R oM T A E T REE

988 |7 * -

999 o 4 :ﬁ"?vfé%iﬁ‘
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R AT RS

et A
Prostate
C61.9

C61.9 Prostate gland
Note : Transitional cell (urothelial) carcinoma of the prostatic urethra is to be coded to primary site C68.0, Urethra, and

assigned Collaborative Stage codes according to the urethra schema.
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T £ A LF S R R

SSF 1 k&3
£ 5L SR FVEE < %7 ) © 000-980,999

Prostatic Specific Antigen (PSA) Lab Value
B =R 8.1

i A= Ui
€"G€’§:‘%€E”ﬁlfﬁ’ﬁ% RN F RIS KT 3B P AR %@:ﬁ%;ﬂ:}m@ 1 Bc(PSA)E-F & -

fedp eh:

’!F‘ ,9 F'T— l" °

5&&%#;13! :

. E%%ﬂhﬁﬁ&@&ﬂﬁﬁ¢ﬁﬁﬁiﬁ&@%ﬁé R R HE RN
Forilp s m%w%&wﬂwﬁr#ﬁﬁw SRR F RS S

o PSARZKREFH 1Y FFRi1 o FY FFRAPSARRE - ¥ 57

. 'Bﬁ?&%#semév,%‘#&za;é:},% RoLE o S SR Aeg o Rl

v N

=

o e -
RIP~B % B -

-
I
b

\\

GRS
%ﬁ
(e 1‘

f &\—i%%@

ENE R

YoFB &

000 i 3

001 <0.1ng/ml -
002-979 0.2-97.9 ng/ml -
980 =98.0 ng/ml -

999 Vil Rk M
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T £ A F S R R

SSF 2

gty 8 R SRS R A Gleason < 4

ERE BRI O E IR o

Gleason’s Primary Pattern and Secondary Pattern
Value on Needle Core Biopsy/TURP

Wit & 3

Y75 = [F] * 011-015,019,021-025,029,
031-035,039,041-045,049,051-055,
059,099,988,999

B A 8.2

i A= Ui

B R B % g A R R

fedk B

> 44 2 oL
iR 1o FiE e

SRy dy 3] :
o AP ATV Y
o Gleason= 4 &

& 5% - 4R

LG

£ ¥ §8 Gleason = 4 & i

LN T EE %

2GR RS P 4R 4 2 Gleason st A B TS
i (Gleason grading system) & A 4L ™ - 87 B ik dw e ] L A L B4
2B ERH L enfmpe S Kk Tl 2B aETTL AR

S Fe(primary

pattern) £7 =t & ‘s fc(secondary pattern) - 2 i ‘& #c4p 4c B] % Gleason = 4 % (Gleason’s Score or
Gleason’s Grade)’ #] ¢t = i # 48 chGleason = 4 %7 d & » 24 (1+41)F] & % 9104 (5+5)% % o

o FHIEAFL P Gleason = & BT ER2BHETF 0 RIS A

Gleason’s score

£ B R Bl APt

o FUHMEIFL P Gleason X A B FAMEFRIBHEF 0 7 BN EINE PIAL A B ¥
P P

PUPEST R BB G0 o

. 1;;153 P3R4 ¢ Gleason* 4 & T TR MIBHF > ¥ &+ 5> B4R 5 Gleason’s score ©

% m"Gleason’s 3/10” > B % 1B #KF 3 5 ¢ ,L.?T%‘\Gleason sscore > %21

° __f'j;f?
ﬁ:i 105 B~ & & (5+5) -
o FIE I Aiwg F A QR ESERIE I RI4E &-Gleason’s scored § o
o EAME s X R HRE AR RS 5 988 -

. FRFmEo PR

FAREEERIVF I LRI P A RIS 5999 -

S8 L&
011 d Rl & Bl
012 d Rl R B2

013 ERE N S AL S (I

014 1Bl TR mEcdo

015 ERE N S AL S (I

019 IRl XL BEAP o
021 ERE IS - NN S (o A
022 OB B#Hc2 AR B2

023 ERE N NN S (I

024 A& BH2 KR B4

025 AR B#c2 & &S

029 3R B2 AR BAP o
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T £ A F S R R

Sl &

031 1R BH3 AR Bl

032 AR BH3 AR BE2

033 3R B#c3 A& BF 3o

034 ERE N SURNENE S

035 BREECS ' SCIRNE o S -

039 ERE N SCEENE S (I

041 EREICS ' IR S O

042 EREICS ' R N QI

043 3R sBcd B BEKS

044 AR slcd KR e

045 3R s#cd KB BEKS

049 ARl &g W o

051 IR IS (I o R

052 A& S5 AR BE2

053 3 B#cS & B3

054 1R Bfc5 & sl

055 3 B#cS5 & B#S5e

059 ERE N SN S

099 AR BEAP > KR EEEAP o

988 A AR T R EEE R

999 o JIF g B AR ERR R 0 IR R A el o

« Ao
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T £ A LF S R R

SSF 3 WL R 3
mgtor 4 2 10 Al HGERSS WA Gleason < A% %% 4 B 1 002-010,988,999

Gleason’s Score on Needle Core Biopsy/TURP
e W A5 8.3

ﬁ’*#‘;‘t" .
Bl R B R Sty B G R R R T 4R 4l Gleason X 4 ik

fedk B

2 L4 2 2L
R FiE e

YoFdp 3l ¢
o AP REIU g A GRGE Wl P R 4 2 Gleason A B TS
o Gleason % i (Gleason grading system) & & AL ™ #-le s & ofg fmie e 5]~ & v X R
& 5Bk - Jé,t-;gs'ﬁ € M2B B A L endwre A i K Tl o L2 BT 5 A & sdie(primary
pattern) ¥ =t £ ‘& #ic(secondary pattern) » 2 % & & 4p 4 B] 5 Gleason % 4 & (Gleason’s Score or
Gleason’s Grade) > #]* # i # %8 chGleason < 4~ & ¥ o # - d24 (1+1)F] . 7 0104 (5+5) 7 % o
e FRHEFL P Gleason® » % T & 2B #F > PIARG 1L B ik A & Sfic) fp4e IV
# Gleason’s score °
o  FHEAEL Y Gleason A5 FTAEE RIBHF > ¥ 20 23050 PIAR S 1 & oo
#* FFGleason’s score % = 999 -
o  FRIEAEL Y Gleason A s FAEE RIBHSF > » &< 5> B4R 5 Gleason’s score
& BT Yok o
o FREAFE Y E IR Gleason’s 3/10”7 > R F Lk fcF 3% 5 ¢t sk 2 Gleason’s score » & 2@
#3105 &+ & % (5+5) o
c PR AR TIF AL PR AR TIFSERHT I A BRGSO 9
o FRE I P A ERER E’U]l*' "R RUgE #-Gleason’s scored & F
o FARPFmstr B fj’\@%‘%gfr\*' £ R g 5 988 o
o FHFIms R fj\sﬁ.%ﬁ”f}l*' Afr’ e IRAR 4 ¢ Aed o RIS 5999

kY4 T &

002-010 | Gleason’s Score -

088 FARH S RFUT m e R GRS A

999 o WiTmsr B A ERER E”f}l*l £k e ]%I“’:ﬂi Aok o
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T £ A F S R R

SSF4 BeLR 3

F o 227 of & 4 M3 Gleason = 4 i & %#5 § § : 011-015,019,021-025,029,

A 1 Bl % B A Sl 031-035,039,041-045,049,051-055,
059,099,988,999

Gleason’s Primary Pattern and Secondary Pattern EWR RS 84

Value on Radical Prostatectomy

*ﬁ’ /_'\, #":Ct" .
cfr%‘%é”f]lf&'vll% S FE’J:]l}_*f ~ (Radical Prostatectomy)zt ~ %2 #2214 %% Gleason = A & i
TS l PJZ S

YoFdp 3l ¢
o A EIRUNIEE %}_ 7 ",éf‘, (Radical Prostatectomy)zt ~ %8 f%2| P~ {% & 8 2_ Gleason < 7| f& 4 %
T
o Gleason= % i (Gleason grading system) & Af A4 ™ #-io sk *r & off bm P2 chft 5~ & 1 B
& w5k — A %EW EH M2BE A Lendwre A, ik il o L2 kT S 2 & s di(primary
pattern) £ =t & ‘s #ic(secondary pattern) » 2 i 2 #ic4p 4r B 5 Gleason = 4 ‘s (Gleason’s Score or
Gleason’s Grade) > #]* =+ i # %8 chGleason < 4~ &+ d # ° m2/»\(1+1) | & % 77104 (5+5) 7 T o
. %Jﬁaiﬁf’_ﬁﬁ% v Gleason= 4~ % F i B IR2B HcF - P45 4 & BB 0 & slic 4pie TG
Gleason’s score °
. %:]J%IE"_S”F% P Gleason= & & F W F 1B HF > ¥ B 308 23055 PIAL G 4 & Bficoo
SN S (| NI
. %:}ﬁai&’.i‘ﬁ% ¥ Gleason* & & F M & & M1BHF » ¥ &+ 5 B4R 5 Gleason’s score o
o FHILIFL P EIR"CGleason’s 3/10” - R % 113 #F 3% 5 %2 Gleason’s score » % 213
HF 105 B & & (5+45) o
. %’%*i F%éﬁ“%}_*’ “f R i ”%'J v B i gE 5 988 o

. ﬁ%é%}_*ﬂf*ﬂf“'ﬁ*% epIAR L P A 0 PSS 5999
%kl | TR

011 ARkl B HE]L-
012 |3a&mdicl & 2o
013 | i ®mdkl =& 5lo
014 |2 2amdcl =& sicdo
015 | 2 % smdcl > = & 5dib o
019 |a&oidicl: =& 5dichp o
021 AR B HE]L-
022 |3a&od2 & 2o
023 | i %ol =& 3o
024 | 2 %mdc2 % & sicdo
025 AR BB, AR HES-
029 | i Bamdc2 =& slchp o
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T £ A F S R R

Y | L&

031 I RBHI wk ]

032 ERE S ORI S

033 B S SRS LS X

034 B S SRS S T

035 B S SRS LS X

039 AR BB3 B aBEAP o

041 S YRR LS SR

042 S YRS LS YX

043 B S YRS LS X

044 ik sdcd & Bk

045 B S YRS LS X

049 RS YRS LS

051 ER S SRR LS SR

052 ERE S R S

053 B S SRS RS X

054 B S SRS LS Tk

055 B S SRS LS X

059 IR B AR BEAP o

099 ABRBEAP R EEFP o

988 P AR FEER S SRR

999 | o RTHREIR LS AR MR 0 e pILAR R Aol
« F3io
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Rt 2% i 4 SRR

SSF5 WirER 3

:I&%Eﬂﬁé:*f ',f 2 23 1 Gleason < 42 # Y75 4= [F] + 020-010,988,999
Gleason’s Score on Radical Prostatectomy /

Autops

utopsy B A 85

*ﬁg [£% #":CL“' .

e R B R Wk 2 0p % (Radical Prostatectomy) &¢ % ¢ £ Gleason = 4 #k °
Yedk B et

e

= 4% > 2L
pios®im °

- ETE

A U SR 2 Gi (Radical Prostatectomy) &% i3] B~ {# 4 %8 z_ Gleason % 4 & F 3t o
Gleason = 4 % (Gleason grading system) & & ekt ™ -t s B ik fmie k5]~ 4 it B F
A w b - 4k %EFF g4 M2BEF L hlwre A5 HE k R s B 2 s S A & B fi(primary
pattern) £ =t & ‘s #ic(secondary pattern) - 2 i 2 #ic4p 4r B 5 Gleason = 4 ‘s (Gleason’s Score or
Gleason’s Grade): #]* = B # %8 chGleason =< & &7 d # > 24 (1+1) ¥ & % #9104 (5+5) 7 Z o
o FREEL Y Gleasont 4 BT ER2BET > PIL G L & Bl & B P TV
¥ Gleason’s score °
. %Jﬁaiﬁf’_ﬁﬁ% P Gleason= & & F W E 1B HF > ¥ B 38 23055 PIAL G A & Bdico
¢ pFGleason’s score % % & 999 o
. FRE 3R ¢ Gleason® & & T F RIBHF > ¥ &+ 5> B4R 5 Gleason’s score »
& BT JM%
o FHEIFEL Y & IR"Gleason’s 3/107 | % 1ip 3 3% 5 ¢t w2 Gleason’s score » % 21k
#F 105 ﬁx-\ & 5 (5+5) o
By pk Tl 62 5 3;'7?%'“7'])% G F]F 5L FREE N 0 A F R LR F]F 54 q 1 o

o FARFEELR OGS N0 5988 -
. ?ﬁﬁ%ﬁﬁih%éﬁf’ﬁﬁﬂﬂ%ﬂiﬁﬁ’m%%é%%
B A
002-010 | Gleason’s Score -
988 P AR FEER RN R
999 o RITHER D7 &R MR 0 RpILAR R Kol
o 4 1- o
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T £ A F S R R

SSF 6 BieER 3
Core # % # P Sk §° B+ 001-025,988,999

Number of Cores Examined

B A5 8.6

B A
e i gt B pILAR 2 ¢ R core f8 A de P o

fedk B

R T AT

YoFGdp sl ¢
o - lmgt R imE Ve 3 JiEcore s grp rir B IR dAp oAl & coretk b ik o
o FHIT I Alwmstr B pE s GiescoreB Ml b B F LAk
o FHIGT I A lmstr B o pp B Stmdt s B Y corete B Bicdp 4 o
o TURP: Z AL {7 mé 7 ¥ 3rbsB 5 988 -

S5 TR

001-024 ¥ & 1-24 i% core °

025 ¥ A 25 £ 12 b ik #c core o

988 FAEHF A Fws oo

999 o H Timdtr B oo e core tk A BCA T o

o F 3t o
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T £ A F S R R

SSF7 WL R 3
Core 1§ {8 P %5 # [ * 000-025,988,999

Number of Cores Positive

BB WA 8.7

B A
e R gy BB IR 2 ¢ E IR core B LR o

Jcék P et

DT SR o

B dp sl

o - lmgt R ¥ Ve 3 fiEcore s g p vy P IR F 4 dAp 4o AR & corefs f ik o
o BT LA Imst B FisscoreB Pk B ¥ A2 Ak

o FRE I sy Y B sty VY corets & Biodp te o

e TURP:Z AR Flmét> > ;%—/Enl% =988 -

S5 T

000 dngtir B PR AT cores 32 G A

001-024 1-24 % core & ILIE 1+

025 25 i g ocore T OIS

988 FAE AT ms B

999 o lmétr B R LM > 2 core [F B A T
o« * 3
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T £ A F S R R

SSF 8 LR 3
Tehk P B S %% § ) © 000-030,988,999

Clinical Staging Procedures Performed

e A5 8.8

B A
PEEHRE L G HIMTTRA T R R T L E R G -
fedsk B ih

Iﬂi“f%?’o

YoFdp 3l ¢

o ETF S B éJ%T@Ha o dp | (T-stage) 7 * 2. ¥ 8 » RHhA R AL, s B HEAIAE -

o FRTTRA MEBI W2tk B ¢ 71 4w (digital rectal exam, DRE) £ 2% ik jirie & 2 B2 ik
B hEIHEE ”x‘;:‘L& 5 B (transrectal ultrasound, TRUS) ~ % & %+ J& (endorectal coli magnetic
resonance imaging, erMRI) e # s B3k & > bl4r ¢ 7 "0%7E #4 (CT Scan) ~ - &P Rk
% (MRI) -

o SB A A ws BRI TRUSE ik & -

e FTHREFGKL J“ PR REFTRUSS erMRIZ 2 fde 4 & (7 % -

O cfr%%‘iﬂrﬁ.mfuf VR RS TR L TR A

kY T &
000 ARFIIF e e b -
010 FREFILF e AEFRGRE -
020 A FITM At 0 F 417 TRUS & erMRI R itk 4 -
030 010-+020
FREIIM A TRUS & erMRI #ifde 4 -
040 %ﬁﬁﬂlﬁﬁﬁﬁ1PUS§mMRﬁhﬁﬁé’m4 iﬁCT&M\ “ MRI #2154k & -
050 FRFIIM A CTScan & MRI ik & > w A&7 TRUS & erMRI #2i4k 4 -
988 3 e
999 Vil A
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B % A T_E) S M T R

: W A

w7 B

Hodgkin and Non-Hodgkin Lymphomas of All Sites (excl. Mycosis Fungoides and Sezary Disease)
(ICD-0-3 M-9590-9729, 9735, 9737-9738, 9761, 9764, 9971, EXCEPT 9700-9701)

(ICD-0-3 M-9811-9818, 9823, 9827, 9837, EXCEPT C42.0, C42.1, C42.4)
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B it e LA M R

SSF 1 Wik R 3
B AEAR A J;_._-}?i_g A B AT ‘ﬁuﬁ%%ﬂﬂ : 000-002,988,999

Assessment status of HIV infection

B A 81

L R S Ui
Ty Y AFP B RBETAEE HIV R F B AR & ek o

Yok B et
A TS T B X TFEIFS T Mo

EY-E-E 1
o EHBEAMALAT 2HIHIVIE AR REFEL TEHT 20" BY - X RIS
o Y T AGHIVE A R ARIRA RS2 je ey s o

kY 5 3 Y

000 2 ek HIV -
001 s o

002 B

988 3 o

* ICD-0-3 M-9700- 9701 -

* ICD-O-3 M-9811-9818, 9823, 9827, 9837 & C42.0, 42.1, 42.4 -
999 B RS 7

6 :
Yo % v
002 F%x*2010&# 2" 2P é";‘%&&%'bﬁ*“-‘f&'ﬁ' » 32010 & 2 % 3 p Ao %P

AR P10 B%ET HIV RS R Ame > BE202010# 20 4 &% ¥ -
= pH T i B ES IR
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B it e LA M R

SSF 2 WeER 3
P> L2 R %% § ) * 000,010-030,988,999

Systemic symptoms at diagnosis

B A 8.2

W gt
Ep gl T (P A AR 2R

g

ECSHT B2 L AR e o

fede Bt
AL A T 6 R iR R AR M

S dp 3l
. fﬁ%fﬁ%w»%fﬁ{@ DT 2k E s BY 13 3L Bk 0 LRAeT
Lg% 2@ R FOg s Wig2EHS 38 &
2. RFEF L EFI LRI
3MERE AABERATIHE ABE D B P RERBERMEZF AL
o BBRApF BT RZRRORA

o FRUEFRE - RLEEE LY FERE G AFEE ORLEEE-
o FRHIEFRE S FALEE §L Y FRRE éﬁ"'TzF'*;’{F"Jﬁ DAL R R o
e FHRUEERD CHFLESE §LLEY PRI RMERE"Y > RERWERE -
o FRUESRL CpAREEE §L BT L ARG EBRE mp,ﬂ@%
y F%Q LR pALLER P8 %ﬂ*ﬁﬁ%éBﬁ#&&%ﬁ,ﬁqﬁsaynaﬁ%
& 5000 -
Y K
000 ABEkr aBRY -
010 T E- Bk
W
PR
e R
020 B4 -
030 010 + 020 -
988 R
* |ICD-0O-3 M-9700- 9701 -
* ICD-O-3 M-9811-9818, 9823, 9827, 9837 & C42.0, 42.1, 42.4 -
999 F 2 o
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B it e LA M R

SSF3 Wit Rk 3
IPI score ei®i3 75 = [#] + 000-005,988,990-993,999

Assessment of International Prognostic Index

e A5 8.3
score (IP1) WE W

W dkit

yp IPl I 3873 272w A & % 3= B (M-Code # [ : 95903-95963, 96713-97193, 97353-
97383, 9827,9971)2_ IPl score 7% £ 25 dk o

IPl 23~ 5 @& arl § 0™ 3 573 LF S e o % MFERIA RIS

1. &% 4% 60 &

2. AnnArbor 28 5 % = & F oz g

18 it sk e (performance status) © i ECOG % & + »+ %2 2

L ped & S(LDH) B EAE LT ¥ B

AL - T B R

FRIFFFE AL - 01 ARG 2R 5P RE 35S FRE

ok~ w

bk B et
A FTHE B RO SR ERTT M -

YoFGdp sl ¢

o Mycosis Fungoides/Sezary disease? i@ # & =itk ¥ 5B % F * > & 4988 o

e R~ B (M-Code 95973, 96903-96983) % if * » % 45988 » iz ¥ **FLIPI score? % 4 -

e VEBENEFIAIAFTF M SERGAF FRHFEY PG AEE R RAFDT
GANUEER-E-E S S

k'S TR
000 0 A e
001 1
002 2 A e
003 3 A e
004 4 o
005 5 A e
988 R

N I A
o /)‘1)3 ‘EJ:‘IP °

« ICD-0O-3 M-9700-9701 -

990 e h g (0-14) -
991 e Wb (24)-
992 e Ak 34)-
993 Wi B h'e (454)-
999 PR R A A
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B it e LA M R

SSF 4 BeER 3
FLIPI score ¢z & %% § ) * 000-005,988,990-992,999

Assessment of Follicular Lymphoma International

. e A 84
Prognostic Index score (FLIPI) HEW

i A= S U

x5 FLIPI i& {7 jg & 124 = % (M-Code qsv ¥ : 95973, 96903-96983)2_ FLIPI score e:™§ & 2 dk o
FLIPI 3+ 5 ?%b’“r&’ﬁ T TR A RF) S el oo * USERLE -‘])%?Efé :

1. #Fx A3 60K

Ann Arbor & #F 3 % = & % » #f

M EBE Y S e B

L ped & S(LDH) B EAE LT ¥ B

v ¢ & B8] 3t 12 g/dl

JHTEFIE-FLE- A 01 AEME % 245 % 3545 FRE

o~ N

J<ék P et
A FTHE BRI SR ERTT M -
YoFGdp sl ¢

o FEBRNEFLEIAF I NP AARGLG O FRET FFG SEKE LGS DT
EARNNURRECE - Ak =

ST &
000 0 A -
001 1A
002 2 A~
003 3 A
004 4
005 5 A& o
988 3 o

o A 2Tt
] /))7»)3 "T_lp °

« ?£ICD-0-3 M-95973, 96903-96983 -

990 e ip % (0-14) -
991 e fid hg (24)-
992 e ne (354)-
999 AR A A
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SSF5 WeER 3
LT we s k ppd - AR RRRARER %% § ) © 000-002,988,999

Assessment status of HTLV-1 infection

B A 185

W ogeid
ERHRETFEEAGET w%d 2opps % - AHTLV-)RE ki am=g & iedr

Yok B et
A TS T B X TFEIFS T Mo

YoFdp 3l ¢
o EFBREHTLV-Lpd g A RREFEH FRIF M BhiLEP A2 - 1 Rink
Bhem o RpfEe ¥ G apa g ARk § B R 2 ek E £

YoFB &

000 2% W HTLV-1 -
001 B

002 BB 2 o

988 R

o ICD-0O-3 M-9700- 9701 -
o ICD-0O-3 M-9811-9818, 9823, 9827, 9837 & C42.0, 42.1,42.4 -

999 BREAEP A
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SSF 6 Wik R 3
E v d B R anen Y %% #= 7] : 000-003,988,999

Assessment cytomegalovirus (CMV) infection

condition R AFE 8.6

L A S L

EHBEBEY T EPE e R R RS AR R DT LR B B AT Y
ke

F Tk W RITE e s 3 FUl(CMV IgM)F (224 Bt 5 3 Fk (CMV pp65 $#uk ) 122 B
%% 4 4 £ (CMV DNA copies) 4e @ & B F 2 % )° pF » L& 3 CMV g % (infection) - %
FCMVE % & BF 25T (F LIiRem -9 L~ L R) PlE& 7 CMV 5 5 (disease) -

ek p et
AIEFALE T B iR R oKk Moo

SorBdp 3l
o NBEBFEATCMVE A% > K& (7 5ig

Ey T &
000 L3 % CMV -
001 X3 HEA CMVE % o
002 F24 CMV B % it A 2 5 o
003 #4 CMVE %" ¢+ A -
988 R o
o ICD-0-3 M-9700- 9701 -
o ICD-0-3 M-9811-9818, 9823, 9827, 9837 & C42.0,42.1,42.4 -
999 B RE A o
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SSF7
B A& % & R

HBsAg

iR 3
Y785 = [F] + 000-004,988,999

W A

bR RISR T 0 Y Rif- % HbSAQ ol » dem % 0 T AL R o

Y<ék B et
ARFTHRENT BioRDELEFET M -

BBy :
o MRHSBEEBEAYE O B EfEL

o TERHMBF2HIATBRIEATRIIBRE ARREE FI/BETHLER -

SR &
000 2t He% o TR B R
001 2 % LREER Y G B R -
010 Wk % 2EH > 2 R BYF R o
011 Mok S LD Y G B R o
020 Kedh % 44 o
988 7
. 1CD-0-3 M-9700- 9701 -
. ICD-0-3 M-9811-9818, 9823, 9827, 9837 & C42.0, 42.1, 42.4 -
999 7 3o
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SSF 8 BieER 3
C 3] kil S5 §° B + 000-003,988,999
Anti-HCV

BE A 8.8

W gt

BRI AR Bif - & Ati-HCV(# HCV Ag & HCV RNA)S65% % % » 4r f 1
R S A

Tedk p e

A TR BRI L R M

PRI

o RBHEEBEATE B AL

. TRGBI2RAT BELTRARE N KL BIBAA LRS-

Y5 &
000 Ltk TR CAPFLE A o
001 G RRAERE G CAFLE S -
010 ok Ex skl P g CAPFLR L o
011 kR LK EpfEi Y CAPFUR L o
020 T RCR S R
988 Fag oo
« ICD-0-3 M-9700- 9701 -
« ICD-0-3 M-9811-9818, 9823, 9827, 9837 & C42.0, 42.1, 42.4
999 * o
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SSF9 LR 3
&I B TR %% § )  001-002,988,999

Assessment status of acute hepatitis condition

B A 8.9

i A= Ui

g AR 7 A BT (T T AR g o

fedk B
AIEFALE M T B R PR 2 g £ ﬁfiﬁs?ﬁféﬁ B o

YoFdp 3l ¢
o AMITUFTHIRAEIEASLEIAIY P L 4 Rk AGOTAGPT} &L ¥ & 135
BE o xR TEPIRLFIF, -

i
o &R BGOTHGPTAM 24 ¥ B WBRF » L& i TaEmLgiF, -
k'S &k
000 24 GOT & GPT =—- B -
001 N R A
002 I AN A
988 A F o
« ICD-0-3 M-9700- 9701 -
« ICD-0-3 M-9811-9818, 9823, 9827, 9837 & C42.0, 42.1, 42.4 -
999 N S
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B3 AR 6 L

0 8

Leukemia
(ICD-0-3 M-9800-9809, 9820, 9826, 9831-9836, 9840-9948, 9963-9967, 9975-9992)

(ICD-0-3 M-9811-9818, 9823, 9827, 9837 & C42.0, C42.1, C42.4)

(ICD-0-3 M-9731-9732, 9734, EXCEPT C441, C690, C695-696 i % % 4% SSF3-SSF9)
(ICD-0-3 M-9733, 9740-9760, 9762 & % % 4% SSF3-SSF9)

(ICD-0-3 M-9950, 9960-9962 i 7 % 4% SSF2)
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SSF 1 WirER 3

ViR ¢ WG G 7§ 4§ * 000-007,021-027,041-042,
051, 061-062,090-092,8XX,988,

Assessment of chromosome study in leukemia 998,999
B A 8.1

W it

EARRETALF D L p S TR e o

Jadk P et

AIEFAE G S p AR S TR o h M

YoFGdp sl ¢

. 43W%5%@m%~~4ﬁwﬁﬁ’”%m%wmﬁﬁﬁ LA L BEEEERAR

(S4B F L MR AN E S MBBRER > 4t T AT LS 4%‘%_"% L SmAg 2.k = m#ic o blde o

LB s 2 4 ¢ e A 5 1(8;21)(g22;G22) » B 45801 o

24 %‘*%ﬁﬁ*“f“?}ié?ﬁ*ﬂ‘ﬁwéé’f’a@B’*ﬁ%ﬁﬁi’*”fﬁﬁ:%’ﬁ i#‘—*ﬁﬁy 000 -

A M A P FISHE 4 e E‘ﬁ\%ﬁﬁi ’ ﬁ%ﬁﬁi‘ﬁﬂ*‘@"»‘d A - H o Rl
R A Skl 2554

Fd MgA MBI HER T e R A Hie AL T R A 001_1.062“”’1{1 o
RI$mA5090 ;5 4oy A B T itz A4 R EJM%091 e ZAB(F)M L R B (F
AT AR ArF 2 i) THEAF AR A S B > P %5092 -

B A MR MBEHERL > AT

Yo FB &

000 L S

001 AML with t(8;21)(q22;922)

002 AML with inv(16)(p13.1922) or t(16;16)(p13.1;922)

003 Acute promyelocytic leukemia with t(15;17)(922;q12)

004 AML with t(9;11)(p22;923)

005 AML with t(6;9)(p23;034)

006 AML with inv(3)(q21g26.2) or t(3;3)(q21;926.2)

007 AML (megakaryoblastic) with t(1;22)(p13;913)

021 B lymphoblastic leukemia / lymphoma with t(9;22)(934;q11.2)
022 B lymphoblastic leukemia / lymphoma with t(v;11g23)

023 B lymphaoblastic leukemia / lymphoma with t(12;21)(p13;9220)
024 B lymphoblastic leukemia / lymphoma with hyperdiploidy

025 B lymphoblastic leukemia / lymphoma with hypodiploidy (hypodiploid ALL)
026 B lymphoblastic leukemia / lymphoma with t(5;14)(931;q932)
027 B lymphoblastic leukemia / lymphoma with t(1;19)(g23;p13.3)
041 Mixed phenotype acute leukemia with t(9;22)(q34;911.2)

042 Mixed phenotype acute leukemia with t(v;11923)
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SR8 T &

051 Chronic myelogenous leukemia > t(9;22)

061 Myelodysplastic syndrome associated with isolated del(5q-)

062 Myelodysplastic syndrome associated with isolated del(20g-)

090 His ik A2 46 Y o

091 Pprs @ fat itz 2d MBR o

092 AR R WMBF > I (F) PR K o

8XX Chromosome study after chemotherapy

988 FAEF o
« ICD-0-3 M-9731-9734, 9740-9760, 9762, 9950, 9960-9962 -
o 9811-9818, 9823, 9827, 9837 (EXCEPT C42.0, 42.1, 42.4) -

998 Fiate b oo

999 il N

128




R I

SSF2 FreR 3
RN R 4 4§ ity Y75 # ) © 000-012,021-025,041-042,

L. ) 051-055,090-091,8XX,988,998,999
Assessment of molecular studies in leukemia

B A 8.2

W it
ERRETRERY AL F 2 F R IRTE Bk e

fedsk B ih
AT LRSS TR R R M

YoiG 4y 3l

. A\Fi”f 2 Eih Bdp B pm2 44 Ae & b v Southern blot ~ FISH# PCR% 4 5 & %
st h SR AR TORAFLE S ERAEFERETIARA Y - K
Pl St 2 Sl LA F &> Bt A2 5 2 ¥ F > A58 000 -

e CERILECFELOREALEINT IS TR NG S RBEF I 0 b L T AN L P
B BB A e bldo s VESKR A AT 4 B E S PML-RAR 5 B % 44803 o

o AIZPEFRENIFFRLT TR A Y R AW 2 7 i £ s 0011 055 7
+ o PIAB090; dof A (F) Y > THAAF A SR AR K > BlHAOIL -

c AEFEAFTAFERESEERHHETHT B2 0 D 5HB99 -

e VABEAFAPERLEECHBEREL > T

Yo FB &

000 L S

001 AML with RUNX1-RUNX1T1

002 AML with CBFp-MYH11

003 Acute promyelocytic leukemia with PML-RARa

004 AML with MLLT3-MLL

005 AML with DEK-NUP214

006 AML with RPN1-EVI1

007 AML (megakaryoblastic) with RBM15-MKL1

008 AML with isolated mutated NPM1

009 AML with isolated mutated CEBPA

010 AML with mutated FLT3/ITD

011 AML with mutated FLT3/TKD

012 AML with MLL-PTD (partial tandem duplication)

021 B lymphoblastic leukemia/lymphoma with BCR-ABL1

022 B lymphoblastic leukemia/lymphoma with MLL rearrangement

023 B lymphoblastic leukemia/lymphoma with TEL-AML1(ETV6-RUNX1)
024 B lymphoblastic leukemia/lymphoma with IL3-1GH

025 B lymphoblastic leukemia/lymphoma with E2A-PBX1(TCF3-PBX1)
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SR8 &
041 Mixed phenotype acute leukemia with BCR-ABL1
042 Mixed phenotype acute leukemia with MLL rearrangement
051 Chronic myelogenous leukemia BCR-ABLL1 positive
052 JAK2 V617F mutation
053 Myeloid and lymphoid neoplasms with PDGFRA rearrangement
054 Myeloid and lymphoid neoplasms with PDGFRB rearrangement
055 Myeloid and lymphoid neoplasms with FGFR1 rearrangement
090 Hi PR 0 FH%FRET -
091 FrRrs A fE(z)t Pz~ 3%k BE Y o
8XX Molecular study after chemotherapy
988 3T S
« ICD-0O-3 M-9731-9734, 9740-9760, 9762 -
« ICD-0O-3 M-9811-9818, 9823, 9827, 9837 (EXCEPT C42.0, 42.1,42.4) -
998 Fiate h oo
999 Vil N
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SSF3 WeER 3
D ST SIS 3 X A %% § ) * 001-004,988,990,999

Assessment to response of induction chemotherapy

e W A5 8.3

W it
RS L Nk S SEY P TS § 2 X

fedk B et
AN EES L ARSEL S8
YoFdp 3l ¢
e NBEABEXDELE ISR ACEISRETEREREF SR BRE 0 KRBT HES o
o WrBERBIUCIREL AR MNBEFEGINLRF B

YoFB T &

001 % > % f# (complete remission) -

002 3R> % f% (partial remission) -

003 7 i A8 T (stable disease) -

004 7 o & i (disease progression) -

988 FAEF o

o ARZWEMEILR o
e ICD-0-3 M-9731-9732, 9734 & C441, C690, C695-696 -

o ICD-0-3 M-9811-9818, 9823, 9827, 9837 (EXCEPT C42.0,42.1, 42.4) -
« ICD-0-3 M-9950, 9960-9962 -

990 BRISRETF R BF RAERAE- HEP
999 g};«j}ﬁ;\ ﬁk =
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BE R RIS 6 g

SSF4 WL R 3
&S R L AR R 488 4% 1 : 000,010-014,988,998,
999
Assessment of acute graft versus host disease
v B w B A 5L 8.4
1 g
xz:y;}];;fﬁF FiE T AN S EMERE LA R 8 e
xék B et
AEFHE G BB Rk Mo
YoFdp 3l ¢
o+ BHPETALE LSRRG L A p@GVHD) R R S ek o LA MR LA
i AR Mg AR B AL IS AR 0 R R E’Jﬁﬁfﬂ 100 p (Z)& 2 VARG

aGVHD ; Az #4212 100 3 2 + R 5 B8 ¥ Ff L A JH(CGVHD) -
o (&% Grading system of acute graft versus host disease (aGVHD) ez & (4-*t %) > aGVHD¥ &
FAE R R F;—i’g’ » TR EE R A % o

Skin Liver Gut
Stage Extent of rash Stage Bilirubin Stage Diarrhea (cc/day)
(mg/dL)
0 & 0 <2 0 <500
1 < 25% 1 2-3 1 500-1000
2 25-50% 2 3-6 2 1000 - 1500
3 > 50% with erythroderma 3 6-15 3 > 1500
4 >50% with bullae or 4 > 15 4 Severe abdominal pain > ileus or
desquamation hematochezia
Grade Degree of organ involvement
Skin Liver Gut
I Stage 1-2 0 0
1 Stage 3 Stage 1 Stage 1
11 - Stage 2-3 Stage 2-4
v Stage 4 Stage 4 -

. ABEBEABRLR %glgiﬁf%‘m”aﬁ;ﬁi » &% 2aGVHD » & Hf = ki Fa gt 0 B
988 -
e MBEREY EPLIE- BT(FHEALR  FRE T S)F2aGVHD SR E L B

132



R I

G

S fB

000 4 % 2 i aGVHD «

010 %4 i aGVHD L BE R 2 P o

011

013 4 % = % aGVHD -

014 %4 %% e % aGVHD -

2
}
L
012 4% 4 6 % - % aGVHD -
£
;
£
j
.

988 g -
. ICD-0-3 M-9731-9732, 9734 & C441, C690, C695-696 -

. ICD-0-3 M-9811-9818, 9823, 9827, 9837 (EXCEPT C42.0, 42.1, 42.4) -
. ICD-0-3 M-9950, 9960-9962 -

998 R

999 BREAEP A
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BB ERERE LA Rl 75 = [F] * 000-003,988,998,999
Assessment of chronic graft versus host disease

(CGVHD) WA E 185

*ﬁg [£% #“:CL“' .

YR BT RS LT L B R (CGVHD) =8 g2 ek o WA ik iﬂ‘%m% ERRER
A R B ELETERBE, - BEPF R RFB LT RBLE VUL B

"8 (limited stage) =¢ & ;2 #} (extensive stage) °

B Ry TH P F 2 AT T BN cGVHD @ ‘};‘14)1 EHH B BE e o 45 v g
MR (R H 4 A BV kg e e vF [alkaline phosphatase] ] 3t et & At 1§ B s B~ ALT & AST
JA R g ¥ Eehz P\Mﬁﬁéy”16mwm Aﬁ@%ﬁ%lﬁml * e~ B E
B BRS¢ 3 )3 20% 088 & g A > dome] 2t 50%ntg ﬁp) P B (55 P%
7 » Schirmer iBlz&- J‘ Ft5mm)Z ¢ IEIR(IEE & e ‘#)

REW P EAp cCGVHD &= Bt chBF > &R BT 2Rl B U2 T4 -

Yedk B eh
R FALL G B AT R M

YoFGdp sl ¢

o AEXHiEAEXP %ﬁmiﬂ%‘m”é’ﬁ;fﬁ"’l‘ » 3 ¢ 3 2 cGVHD - ﬂ\%ﬁg:‘")f%ﬁﬁi\ﬁ; 7 F 0 Bk
988 -

o M BHEKFELICGVHDE & » KB {7 %HE -

B &

000 24 % 2 cGVHD -

001 w4 cGVHD 2 BcE B2 P o

002 # 4 B (limited stage) cGVHD -
003 % 4 B2 #p (extensive stage) cGVHD -
988 A .

o ICD-0O-3 M-9731-9732, 9734 & C441, C690, C695-696 -
« ICD-0-3 M-9811-9818, 9823, 9827, 9837 (EXCEPT C42.0, 42.1, 42.4) -
o ICD-0O-3 M-9950, 9960-9962 -

998 LR

999 B AP R
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B3 AR 6 L

SSF 6 WieER 3
B g B ok manER %% § ) © 000-003,988,999

Assessment cytomegalovirus (CMV) infection

condition HEWH A5 8.6

L R S Ui

R BERBET T ANE e RA R RIS TRIR S0 mpk A LU P AT Y R A
FIRAk W R E e g 4 L (CMV IgM)B (2 E ¥ 5 4 Fkh (CMV pp65 4k )5 122 B
% 54 cp 4 2 (CMV DNA copies) 4 @ & B F 2 & )° pF » Rl €& = CMV R # (infection)
7 CMVE A & EHBF 2§53 (F Laripn w5 %) ALk & CMV 2 75 (disease) -

J<ék P et

A TG G KRS M
YoFdp 3l ¢

o B EBET NCMV B Lk iRt (7 % o
7B &

000 L} e CMV e

001 ZF A CMVE % o

002 HF4 CMV B $ e Aig B -
003 F2 CMV B 42 g = p 5 e
988 T

o ICD-0O-3 M-9731-9732, 9734 & C441, C690, C695-696 -
« ICD-0-3 M-9811-9818, 9823, 9827, 9837 (EXCEPT C42.0, 42.1, 42.4) -
o ICD-0O-3 M-9950, 9960-9962 -

999 PR P A
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SSE 7 WeitRk 3
B A5 % 4 & PR %% #= ¥l + 000,001,010,011,020,988, 999
HBsAg

e R E 87

L A S L
EEB R IR AR oS- K HOSAQ TR R B dem k% 0 T

o

s
fede ch

AEFHRE S LmR P E L EE T Mo

BBy :

o MHEmRSPESBELLE o B

e TRGBIUEA T BREATRABKRE ARALE > BB AL

S &

000 2t He% o TR B R

001 2 % LREER Y G B R -

010 Wk % 2EH > 2 R BYF R o

011 Mok S LD Y G B R o

020 TN T

988 T
. ICD-0-3 M-9731-9732, 9734 & C441, C690, C695-696 -
. ICD-0-3 M-9811-9818, 9823, 9827, 9837 (EXCEPT C42.0, 42.1, 42.4) -
. ICD-0-3 M-9950, 9960-9962 -

999 33

136



R I

SSF 8 FLR 13
C A%+ X F#iif % §° B : 000,001,010,011,020,988, 999
Anti-HCV

e A5 8.8

L R S Ui

kB R0 0 SR BT - % Ati-HCV(2 HCV Ag 2 HCV RNA) i s » 4o % -

ST IR

Tedk p e

A RS IR S RN N

82

R Lt AT RE TS E

e TABBI2EAA BPELIRLRBEARBLEY  FIEMEAHL LS .

Y5 &

000 Ltk TR CAPFLE A o

001 sk emfEi s g CAFLR S -

010 ok Ex skl P g CAPFLR L o

011 kR LK EpfEi Y CAPFUR L o

020 Yook % LB

988 3 o
« ICD-0-3 M-9731-9732, 9734 & C441, C690, C695-696 -
« ICD-0-3 M-9811-9818, 9823, 9827, 9837 (EXCEPT C42.0, 42.1, 42.4) -
« ICD-0-3 M-9950, 9960-9962 -

999 * o
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Assessment status of acute hepatitis condition

B A 8.9

i A= Ui

A TR 17 A R e T e R e

Yedk B e
R TR & R T L A EE A RTET M

E A
o AWFUFFATIARLIEBADEPALIVIED L &R AGOTAGPT A2 ® ¥ &+ 35

B RAE TAPFLE T, .

o« I i;%ﬁﬁGOTéGPT%’%ii’éi@E ¥EBRE o AL TRELFLFEE, -

kY TR

000 2% GOT & GPT iz - 75 o

001 B EMIFLF T -

002 I AN A

088 g o
o ICD-0-3 M-9731-9732, 9734 & C441, C690, C695-696 -
« ICD-0O-3 M-9811-9818, 9823, 9827, 9837 (EXCEPT C42.0, 42.1, 42.4) -
« ICD-0-3 M-9950, 9960-9962 -

999 L R
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e IR = 2 F]+  SSF Schema

Site/Histology |#4x / 4838 & M Factor1 Factor2 Factor3 Factor4 Factor$ Factor6 Factor? Factor8 Factor9
Size of Lymph Nodes |Extracapsular Levels I, Lymph Levels V-V and Levels VI-VIl and Parapharyngeal, Measured Depth in |Measured Surgical
(Invelved) Extension, Lymph Nodes for Head and |Retropharyngeal Facial Lymph Nodes |Parotid, and Patholegy Report Margin in

Head and neck |35 B/ 5 i & Node(s) for Head and |Neck Lymph Nodes for for Head and Neck |Suboccipital/Retroau Patholegy Report

Neck

Head and Neck

ricular Lymph Nedes,
Lymph Nodes for
Head and Neck

esophagus

C15.0-C15.5, C15.8-C15.9

C15.0 Cervical esophagus

C15.1 Thoracic esophagus

C15.2 Abdominal esophagus

C15.3 Upper third of esophagus

C15.4 Middle third of esophagus

C15.5 Lower third of esophagus

C15.8 Overlapping lesion of esophagus
C15.9 Esophagus, NOS

EXCLUDE:

GIST (ICD-0-3 M-8935-8936)

Sarcoma (ICD-O-3 M-8800-8936, 8940-9136, 9141-9582)
P B S 2 SSF1~9 - — 5 5 £ 086 -

PET-CT Examination

MIE ( Minimally
invasive
esophagectomy)

Tumor Regression
Grade by pathelogy

Tumor Regression
Grade after
Radictherapy

stomach

C16.0-C16.6, C16.8-C16.9

C16.0 Cardia, Esophagogastric junction (EGJ)
C16.1 Fundus of stomach

C16.2 Body of stomach

C16.3 Gastric antrum

C16.4 Pylerus

C16.5 Lesser curvature of stomach, NOS
C16.6 Greater curvature of stomach, NOS
C16.8 Overlapping lesion of stomach

C16.9 Stomach, NOS

Note : Exclude ICD-0-3 M8935-8936
Gastrointestinal Stromal Tumor(GISTMH EF &M § &
SSFAr 4 85

Carcinocembryonic
Antigen(CEA) : Lab
Value

Carcinoembryonic
Antigen(CEA) : Lab
Value vs. Normal
Value

Helicobacter pylori

Colon

C18.0-C18.8 Excluding Appendix (C18.1)
C18.0 Cecum

C18.2 Ascending colon

C18.3 Hepatic flexure of colon

C18.4 Transverse colon

C18.5 Splenic flexure of colon

C18.6 Descending colen

C18.7 Sigmoid colon

C18.8 Overlapping lesion of colon

C18.8 Colon, NOS

EXCLUDE:

GIST (ICD-0-3 M-8835-8936)

NETSs (ICD-O-3 M-8153, 8240-8242, 8246, 8249)
b A s 2 SSF1~9 - #4505 5988 -

Carcinoembryonic
Antigen(CEA) Lab
Value

Carcinoembryonic
Antigen(CEA) : Lab
Value vs. Normal
Value

Tumor Regression
Grade

Circumferential
Resection Margin
(CRM)

Perineural Invasion

KRAS

Obstruction

Perforation

Rectosigmoid,
Rectum

C19.9,C20.8

C19.9 Rectosigmoid junction

C20.9 Rectum, NOS

EXCLUDE:

GIST (ICD-O-3 M-8935-8936)

NETSs (ICD-0O-3 M-8153, 8240-8242, 8246, 8249)
A EE&EE 2 SSF1~9 - — 25 5088 -

Carcinoembryonic
Antigen(CEA) Lab
Value

Carcinoembryonic
Antigen(CEA) : Lab
Value vs. Normal
Value

Tumeor Regression
Grade

Circumferential
Resection Margin
(CRM)

Perineural Invasion

KRAS

Obstruction

Perforation
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e IR = 2 F]+  SSF Schema

Site/Histology |4 /@& EH Factor1 Factor2 Factor3 Factord Factor5 Factoré Factor? Factor8 Factor®

C22.0,C221 Alpha-Fetoprotein Liver Fibsosis Score |Child Pugh Scere Creatinine (Cr) Tetal bilirubin (Bil T)|International HBsAg Anti-HCV
C22.0 Liver Lab Value Value Value Normalized Ratio for

Liver C22.1 Intrahepatic bile duct Prothrembin Time

(INR)

C34.0-C34.3, C34.8-C34.9 Separate Tumor Visceral Pleural Assessment of Malignant Pleural Sampling or EGFR (Epidermal
C34.0 Main bronchus Nedules / Ipsilateral |Invasion (VPI)/Elastic |Performance Status |Effusion Dissection of growth factor
C34.1 Upper lobe, lung Lung Layer before Treatment Mediastinal Lymph |receptor ) Gene
C34.2 Middle lobe, lung Modes (N2 Nodes) |Mutation

Lung C34.3 Lower lobe, lung
C34.8 Overlapping lesion of lung
C34.9 Lung, NOS
C50.0-C50.6, C50.8-C50.9 Estrogen Receptor |Progesterone Response to No. of Sentinel No. of Sentinel Nottingham or HER2 ( Human Paget Disease Lymph vessels or
C50.0 Nipple Assay(ERA) Receptor Assay(PRA) |Neoadjuvant Lymph Nodes Lymph Nedes Bloom- Epidermal Growth vascular invasion
C50.1 Central portion of breast Therapy Examined Positive Richardsen(BR) Factor Receptor
C50.2 Upper-inner quadrant of breast Score/Grade 2) : IHC TestLab
C50.3 Lower-inner quadrant of breast Value

Breast C50.4 Upper-outer quadrant of breast
C50.5 Lower-outer quadrant of breast
C50.6 Axillary Tail of breast
C50.8 Overlapping lesion of breast
C50.9 Breast, NOS
C53.0-C53.1, C53.8-C53.9 Serum Squamous Serum Squamous
C53.0 Endocervix Cell Carcinoma Cell Carcinoma

Cervix Uteri C53.1 Exocervix Antigen (SCC- Antigen (SCC-Ag) :

C53.8 Overlapping lesion of cervix
C53.9 Cervix uteri

AG):Lab Value

Lab Value vs. Normal
Value
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e IR = 2 F]+  SSF Schema

Site/Histology |#4x / 4838 & M Factor1 Factor2 Factor3 Factor4 Factor$ Factor6 Factor? Factor8 Factor9
C54.0-C54.3, C54.8-C54.9, C55.9 Estrogen Recepter |Progesterone
(M-8000-8790,8980-8981,9700-9701) Assay(ERA) Receptor Assay(PRA)
C54.0 Isthmus uteri
C54.1 Endometrium
C54.2 Myometrium
C54.3 Fundus uteri
C54.8 Overlapping lesion of corpus uteri
C54.9 Corpus uteri
Corpus C55.9 Uterus, NOS
. Corpus Uteri; Uterus, NOS (excluding Placenta)
(Carcinoma - (Leiomyosarcomas and endometrial stromal sarcomas)
adenosarcoma
C54.0-C54.3, C54.8-C54.9, C55.9
T SArCOMa) | n1 2800-3932,8934-8974,8082-9136,0141-0582)
C54.0 Isthmus uteri
C64.1 Endometrium
C54.2 Myometrium
C54.3 Fundus uteri
C54.8 Overlapping lesion of corpus uteri
C54.9 Corpus uteri
C55.9 Uterus, NOS
C56.9 # #TCarbohydrate (% # F & Residual Tur!wr
C56.8 Ovary Antigen 126 (CA-126) |Carbohydrate Status and Size After
Ovary : Lab Value Before  |Antigen 125 (CA-126) :|Cytoreduction
Treatment Lab Value After (Debulking) Surgery
Treatment
C67.0-C67.8 WHO/ISUP Grade Extranodal (
C67.0 Trigone of bladder Extracapsular)
C67.1 Dome of bladder Extension of
C67.2 Lateral wall of bladder Regional Lymph
C67.3 Anterior wall of bladder Nodes
Bladder C67.4 Posterior wall of bladder
C67.5 Bladder neck
C67.6 Ureteric orifice
C67.7 Urachus
C67.8 Overlapping lesion of bladder
C67.9 Bladder, NOS
C61.9 Prostate gland Prostatic Specific Gleason’s Primary Gleason’s Score on |Gleason’s Primary |Gleason’s Score on [Number of Cores Number of Cores Clinical Staging
Antigen (PSA) Lab Pattern and Needle Core Pattern and Radical Examined Positive Procedures
Prostate Value Secondary Pattern Biopsy/TURP Secondary Pattern |Prostatectomy / Performed
Value on Needle Value on Radical Autopsy
Core Biopsy/TURP Prostatectomy
Hodgkin and Non-Hodgkin Lymphomas of All Sites (excl. |Assessment status of | Systemic symptoms |Assessment of IPI A nt of FLIPI |A ntstatus [Assessment HBsAg Anti-HCV Assessment status
Mycosis Fungoides and Sezary Disease) HIV infection at diagnosis (International (Follicular of HTLV-1 infection |cytomegalovirus of acute hepatitis
(ICD-0-3 M-9590-9729, 9735, 9737-9738, 9761, 9764, 9971, Prognostic Index) Lymphoma (CMV) infection condition
Lymphoma EXCEPT 9700-9701) score International condition
(ICD-O-3 M-9811-9818, 9823, 9827, 9837, EXCEPT C42.0, Prognestic Index)
C42.1, C42.4) score
(ICD-0-3 M-8800-9809, 9820, 9826, 9831-9836, 9840-9948, |Assessment of Assessment of Assessment to A nt acute (A nt chronic |Assessment HBsAg Anti-HCV Assessment status
9963-9967, 9975-9992) chromosome study in|melecular studies in |response of graft versus host graft versus host cytomegalovirus of acute hepatitis
(ICD-0-3 M-9811-9818, 9823, 9827, 9837 & C42.0, C42.1, |leukemia leukemia inductien disease disease (¢cGVHD) (CMV) infection condition
C42.4) chemotherapy (aGVHD) condition
Leukemia (ICD-0-3 M-9731-98732, 9734, EXCEPT C441, C690, C695-

696 £ & % 4k SSF3-SSF9)
(ICD-0-3 M-9733, 9740-9760, 9762 f§ & & & SSF3-5SF9)
(ICD-0-3 M-9950, 8960-99624¢ = &= 4 SSF2)
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