B RE I T T L p

Cancer Site-Specific Factors Coding Manual

TR 111 & 12 % i3 3T
UL







e S <A I - ] 1
BB FE B I veeveeteesse et ettt bR R R e R e R AR R £ e e e R e e Rt e Rt R b e n e ns 3

SSFL : A 2 J0 PZETRME T B E18 ] oottt 7
SSF2t SERRsp= W HErh B BEAL et 10
SSF3 : FER8 5 111 T st ™ 8 B2 2 B oo 12
SSFA : GEINE IV-V T 2 F8FIR B ™ 5 % 5 T 14
SSF5: 528 % VI-VII % % B o o = .s;@%zﬂgs’é[ﬁ ........................................................................................................ 16
SSF6 : FF % I FTR AR T P& B B T B B B 18
SSF7 @ JhidR 2 ¢ bR R
SR8 IRty £2 42
SSFO & TRBk T 5 7h BRI R B et 24
SSF10 : -‘Iﬁﬁﬂ“ﬂ}*“’ BE PR BT AR BB o 29
B I TR v iveree R R R R R R R R Rt Rt b b 31
R OO OO USROS 33
I 34
SSF3 & 4 B i3 18 BT oo 35
SSFA 1 35 i 5 15 ETITEE I veeveeeeesseesseesseesseesseessees s e s es ettt 36
B B i e e e e et e eheeete e teeheeateeteaheeabeeateaheeabe e teeheeabeeteaheeebeebeaateabeereateeabeeteas 37
SSFL & 5 PAFLR CEA HER (B covoeveeeceeeeeeeesesees ettt 39
SSF2 : :)E'P’-‘zr_ﬁ)%z CEA R R T F (B civereeieiecie ettt st 40

SSFL & T T2FLI CEA HaBE (..ot bt bt et b ekt E bR R et bbb 47
S Sy S - Oy NG 3. S RSP 48
SSF3 : R MR ] 3 B B A B 49
SSFA & FATIB 7 JE ittt 51
R SR = Ry N N I SRS 53
S I Ry I OSSOSO 54
S A e OO TOPPO 57
SO 1 5 G 3 bbb bR £ bR £ b h £ b E £ bR £ £ R AR R R £ b bR R bbb bRt e bRt b bt et s 58
SSF10 @ HEE BE 7 B R B s 59
A T - R TP 61
SSFL 1 T8 P2 R CEA HE 3R 18 ettt bbbt bbbt e b b e bR bR bbb bRt bbb 63
SSF2 1 T P2 R CEA HEBR I (B ceeiiieee ettt bbbt bbbt b bbb bbbttt bbb 64
SSF3 1 MR SR ] 3 B B A B 65
SSFA 2 S TLIE 7 Hf oot 67
SSFD I BRAF 2L FIR 5 oiieeiiitei ettt e Rt E R Rt R ARt n s 69
SSFB 1 RAS Zh T R B coieiieeie sttt Rt n s 70

SSFT 1 B FE B2 oooooeeoeoveeeeeeeosseseeeeeee e s esesesesee e ettt 73



SRR IR s R B e < 3 O TSSO 75
SSFL0 ¢ B B F FE TR Bttt R bbbt 76
BFTR 1ovvooeeeeeeeeeseeeeesese e ee e ee et et et e e et ettt ettt et 79
S R A e e B S 8 - RSP PSUR 81

S A I AL L i 3SR 83
SSF3 1 Child PUGN A B ettt b bbbttt ettt bbb 84
SSFA & F UL (FF) HER (Evovvrevrereeiseieecie ettt e 86
SSOFD 1 B PE A 2 R B (B .o ieeieieet e R ARt n s 87

S S e sl e L SRS 88

S A = B A Y SO SURTORPP 89
R O N o 1 OO O PT TP U RO R UPT TP 90

B TR <.+ ev ettt ettt L L b h R R SRR R AR £ R R SR £ R bR R £ R R R R £ RS E R e R e R e Rt b et Rt b r et en e 91
Y R B o B Oy AN = SRS 93

R oAy B ol B Oy N S S ST 94
SSF3 1 Carbohydrate ANTIGEN 19-9 ..ottt bbbt b bbb bt b ettt 95
ST R (T PSS 97
SSFD 1 IMIITOTIC COUNE ...tttk b bbb bbbt b btk bbbttt bbbt bbbt ettt enes 98
SSFB & HE T i & 2 ooiiiiiiiiieseie sttt bt et eeEe et oA e e R e bR e e Re e e Rt e R e b e st e R e eh e s e eRe et e s e etenb et eteare e ereare e 100
LSS 103
SSF1 : [r )i e 2ba ey FE B BB B2 ettt h bbb bt bR b e bbb bRt n b e 105
SSF2 it 2 BEA | SEE ooooeoeeiiisieeec e 106
R T T e i e e e 107

SSFA & B T 7K o 108
SSFS 1 i IRV ™ BN HR B BRI wovvveeeeeeeesesssssseese s 109
SSFB & EGFR 25 T B oooeereveeeeeeeeeeeeeeeeeseeeseseeeseeseesseesees e esees e s eseee s esees et es e s et e e e e e et e s es et et et e s et er i 111
SSFT7 1 ALK 2R T (2 R B oottt ettt e et e st et et e st et e e be s e a1 e ebesb e s e e be st e s e e be e b e R e et e et e s e e Rena e s e ebe et e e benre e ereare e 113
SSF8 @ # ?‘JJTJ% L= OSSPSR 114
T e R B T << SRR 117
SR 119
SSFL & B (I 2 BB B oottt ettt 121
SSF2 & F AErE 225 BAR Pl 125
SSF3 & 55 LI 12 2 T Purveoieeeeeeeeeeeeeeee e e e ee e e et e ettt 129
SSFA T o 3 T EE 8 L BEE oo e e ettt e ettt s ettt ettt r ettt r st en e 131
SSFBS & ol 2 3 T EE B ST BEE woooveeeeeeee e s e et e e e et s ettt e ettt et ettt et et s et er e 132
SSF6 @ Nottingham 2% BR £774" /B BT . .oiuiiiieee et bbbttt bt bttt nenae e 133
SSF7 : HER2 VZJ;E‘.%P_E%: (R e < - = R - PSSP 135

SSFL 2 SCC LR BB 1B ..o 143



SSF2 2 SCC FL R 1ttt 144

S R TR e R OO 147
SSF2 : % w,;r% ¥ W%ﬁ 1 149

SSFL 2 5 5 CAL25 e BR 18 ooooeoeeeeseeeeeeeeeeeeeeeeeeeseeeee e eeseseeeeses e eese e esssseseee s 155
Lo I T A o7 N T o 156
S IR e et 3 A S 157
BE TR ... eeveeoeeeeeeese e e e e e e ee ettt e ettt et e 159
Y T Y = OO 161
SSF2 & T ¥ 5 MR B % BEA) oo eesee e 162
SSFB 1 B H Ul A TR o ooocerseosessessas s 163

BB o 165
SSF1 : &% Bﬁlfr.i‘ri R #Fq <P 167

SSF2 @ lmg-rr 5 2 SR i EH:]P' = ¥ H8 Gleason = A & i B A i BB 0 R A A EH o, 169
SSF3 @ lmgtrr B SR i EH:]P' 23 BE GlEASON ™ 4" FC..iiiiiiceeie et 171
SSF4 : & Fﬁﬂﬁtﬁtlr R X 224548 Gleason X A i & A AR BB TR A A EBE 173
SSF5 : #% ;E’Jﬁ‘\ﬁi*? B FE 3 HE HE GlEASON ™ A FC..iiiiiiiiiicisieec e enn 175
SSFB & 27 5 IR P ittt LRt R bR bR e Rt Re b et et e e be s e et etenbe e 177
SR S AR = S - E i << OSSOV RO PRUPUT 178

SSF1: fe X A ZFH £ 7 }_ﬁr‘ﬁ» J 15 A2 2 e SO SOTPERSOURRSP 185
SSF2 @ ZHTEF 2 B2 JE R ittt bRt R Rt e e Rt et et R e e bt et et ere e enan 186
I T 1 IS olo =R el R 187
] o o I 1] oo (R e RO SURRR 189
SSE5+— A3 T lmie v s

S o A = R e A R 30 E TSR 192
SSFB 1 C A X FM .ot 193
SSFO 1 & HAF W4 1T EITEE 1 oot 194
SSF10 : i A & N3k ¥ BT 15 F1F ESR 22 IPS..ooooiieeeeeee e 195
B T e 197
SSFL: ¥ s i & BIHE B A7 5 oo 199
SSF2 : élwwwf'%%éﬁm—xlp ....................................................................................................................... 201

SSF6 : E lm¥ :f}isi‘; T AR T ETET 5 iRt 207
I A = B i e R T o TSP PP P PSPPSR 208

SSFB ¢ C A HF PR L. 209



SSFO & & 1T B TE ETTET 05 iRttt nas 210

SSF10 : #if = i & A MEE AR AR B 3T s 211
¥4 A L SSF SCHEMA TABLE ..o 213
445 B 2 SSF £  ATE BEILF oottt ettt 223
b C 1 SSF A LB 85 = TR oooeeeocscsssn e 261






Y % iE & 2 %R R B

T ¥° =4 L F]+ (Site-Specific Factors » fj f#SSF)cék ¥ ~ * £ &g > ¢ 45 " K
R TR LB REESR R CEFER PR MR TER T TR PR
B~ R BB M T Y SR
AR 1 b R % > SSF1-SSF10 4 s %o 4§ 988 -

AR2 PR BENE P RRFIERIULES LEBFFFA S BB 088 -

R 30 2 TS £ 4 L B AP (R F B BH8.1-#8.10) » F R N jedk R F S 00
LB 0 P A T 2 R a5 988 o
#1013 7 5 T fed SCC #Lk 5 B (SSF1)2 SCC +uk (SSF2)% 5 71+ - B SSF3-SSF10

# = %A% 988 -

ISR SRR S S RS R LAV T s S

Class 12 Class 21 % (i & 1§ =/ 5.#2.3)% F ¢im @ 47 1§ Rk 38 (g L F)5 30 7
AR B R AN > SSF1-SSF10 # Mk Yaig 988 o

%1i5"h‘}g fiﬂt%}%;é’ /Z.\’J‘igt,%!:-_? A2 E%I » "ﬁ ’ ;%—d&-/];gtlg\_hi):_— fﬁ'_ﬁ‘ f’;rrf;{%—i R






R 25 2 TS

CERRRVRE

L RIRLY 2

Site Sub-Site Code 2R SSFIF =
Lip Lip, Upper C00.0, C00.3 SSF1, SSF7,
C00.0 External upper lip SSF9-10
C00.3 Mucosa of upper lip
Lip, Lower C00.1, C00.4, C00.6 SSF1, SSF7,
C00.1 External lower lip SSF9-10
C00.4 Mucosa of lower lip
C00.6 Commissure of lip
Other Lip C00.2, C00.5, C00.8-C00.9 SSF1, SSF7,
C00.2 External lip, NOS SSF9-10
C00.5 Mucosa of lip, NOS
C00.8 Overlapping lesion of lip
C00.9 Lip, NOS (excludes skin of lip C44.0)
Oralcavity|Floor of Mouth C04.0-C04.1, C04.8-C04.9 SSF1, SSF7,
& Palate C04.0 Anterior floor of mouth SSF9-10
CO04.1 Lateral floor of mouth
C04.8 Overlapping lesion of floor of mouth
C04.9 Floor of mouth, NOS
Hard Palate C05.0 SSF1, SSF7,
SSF9-10
Soft Palate, Uvula C05.1-C05.2 SSF1, SSF9-10
C05.1 Soft Palate, NOS
C05.2 Uvula
Other Mouth C05.8-C05.9, C06.8-C06.9 SSF1, SSF7,
C05.8 Overlapping lesion of palate SSF9-10
C05.9 Palate, NOS
C06.8 Overlapping lesion of other and unspecified parts
of mouth
C06.9 Mouth, NOS
Cheek (Buccal) C06.0-C06.1 SSF1, SSF7,
Mucosa, Vestibule C06.0 Cheek mucosa SSF9-10
C06.1 Vestibule of mouth
Tongue &|Base of Tongue, C01.9,C02.4 SSF1, SSF9-10
Gum Lingual Tonsil C01.9 Base of tongue, NOS

C02.4 Lingual tonsil

Anterior 2/3 of C02.0-C02.3, C02.8-C02.9 SSF1, SSF7,
Tongue, Tip, Border, |C02.0 Dorsal surface of tongue, NOS SSF9-10
and Tongue, NOS C02.1 Border of tongue

C02.2 Ventral surface of tongue, NOS

C02.3 Anterior 2/3 of tongue, NOS

C02.8 Overlapping lesion of tongue

C02.9 Tongue, NOS
Gum, Upper C03.0 SSF1, SSF7,

SSF9-10
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Site Sub-Site Code Z F 4SS =
Gum, Lower and C03.1, C06.2 SSF1, SSF 7,
Retromolar C03.1 Lower gum SSF9-10
AreaRetromolar C06.2 Retromolar area
gingiva (trigone)

Gum, NOS C03.9 SSF1, SSF7,
SSF9-10

Salivary |Parotid Gland C07.9 SSF1, SSF9-10

Glands
Submandibular C08.0 SSF1, SSF9-10
Gland
Other and C08.1, C08.8-C08.9 SSF1, SSF9-10
Unspecified Major  |C08.1 Sublingual gland
Salivary Glands C08.8 Overlapping lesion of major salivary glands

C08.9 Major salivary gland, NOS
Pharynx |Tonsil, Oropharynx |C09.0-C09.1, C09.8-C09.9, C10.0, C10.2-C10.4, SSF1, SSF9-10
C10.8-C10.9
C09.0 Tonsillar fossa
C09.1 Tonsillar pillar
C09.8 Overlapping lesion of tonsil
C09.9 Tonsil, NOS (excludes lingual tonsil C02.4)
C10.0 Vallecula
C10.2 Lateral wall of oropharynx
C10.3 Posterior wall of oropharynx
C10.4 Branchial cleft (site of neoplasm)
C10.8 Overlapping lesion of oropharynx
C10.9 Oropharynx, NOS
Anterior Surface of |C10.1 SSF1, SSF9-10
Epiglottis
Nasopharynx C11.0-C11.3,C11.8-C11.9 SSF1, SSF9-10
C11.0 Superior wall of nasopharynx
C11.1 Posterior wall of nasopharynx
C11.2 Lateral wall of nasopharynx
C11.3 Anterior wall of nasopharynx
C11.8 Overlapping lesion of nasopharynx
C11.9 Nasopharynx, NOS
PharyngealTonsil Cl11 SSF1, SSF9-10
[excl. Malignant C11.1 Posterior wall of nasopharynx
Melanoma]
Pyriform Sinus, C12.9, C13.0-C13.2, C13.8-C13.9 SSF1, SSF9-10
Hypopharynx, C12.9 Pyriform sinus
Laryngopharynx C13.0 Postcricoid region
C13.1 Hypopharyngeal aspect of aryepiglottic fold
C13.2 Posterior wall of hypopharynx
C13.8 Overlapping lesion of hypopharynx
C13.9 Hypopharynx, NOS
Pharynx, NOS, and [C14.0,C14.2,C14.8 SSF1, SSF9-10
Overlapping Lesions |C14.0 Pharynx, NOS
of Lip, Oral Cavity, |C14.2 Waldeyer ring
and Pharynx C14.8 Overlapping lesion of lip, oral cavity
Note: AJCC does not define TNM staging for this site.
Larynx |Glottic Larynx C32.0 SSF1, SSF9-10
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Site Sub-Site Code Z F 4SS =
('é 102 # |Supraglottic Larynx |C32.1 SSF1, SSF9-10
LAY U2
®%iE* ) |Subglottic Larynx  |C32.2 SSF1, SSF9-10
Larynx, Overlapping |C32.3, C32.8-C32.9 SSF1, SSF9-10
Lesion or Not C32.3 Laryngeal cartilage
Otherwise Specified |C32.8 Overlapping lesion of larynx
C32.9 Larynx, NOS
Cervical [Cheek, NOS C76.0 SSF1, SSF3-6,
Lymph  |Jaw, NOS SSF 9-10
node and |Nose, NOS
Unknow [Cervical region, NOS
Primary |Supraclavicular
Tumor of |region, NOS
the Head
and Neck
(%> 5
107 ¥
AP 8 #
AJCC &% ~
UG N
*)
Mucosal C00.3-C00.5, C00.8-C00.9, SSF1, SSF3-6,
melanoma C01.9, SSF 9-10
of head C02.0-C02.4, C02.8-C02.9,
and neck C03.0-C03.1, C03.9,

C04.0-C04.1, C04.8-C04.9,
C05.0-C05.2, C05.8-C05.9,
C06.0-C06.2, C06.8-C06.9,
C09.0-C09.1, C09.8-C09.9,
C10.0-C10.3, C10.8-C10.9,
C11.0-C11.3, C11.8-C11.9,
C12.9,

C13.0,-C13.2, C13.8-C13.9,
C14.0,C14.2,C14.8,
C30.0,

C31.0-C31.1,

C32.0-C32.2, C32.8-C32.9

w ok Al AL %
3 &F\« A AL &

8720, 8721, 8722, 8730, 8745, 8746, 8770, 8771, 8772
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Nodes for Head and Neck
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o FHEFEI DS BEE %xﬁvf,r)%(neoadjuvant radlatlon)* EIR o p "E RN IR 4
P pT SRR ARG A Y T SRR e ’—bf’ml%‘l“*—“-ﬁﬁwfﬁﬁ“’ﬁ*{ﬁrJ - H
Beg R E KA
. zk:ﬁﬁ’%%%“ (P R EEAE) CF - R R RRREFELHBO18) &
TE AT
s FUuRFAKEG BEF O G HRE0-
s FuRFEREGF R GFRBL
© FPREFIAEIERRP FANELFFSIIFE 0 BORPRE D RR
LR B8 e
e FBREeNUARTE X ARTIHF B8 -
© AFEFREYEFRIL FYFFRARSL T ST HRTE

# & % (nasolabial) z_ # = & -
% % PN stagesh b o p ILAR 4 A

u >=>

b
=

%kl | TA

000 % VI-VII Splﬁf\‘a‘#wﬁiiﬁ'ﬁé\@ézao
100 FF R VIR EEF -

010 23 F VI R J’P &) .

001 F:‘ﬁ'jﬁ.;;};}:u’ —1-4 e A

110 | 5 8 VIE VI ER#" &3 &0 F

16



T P8 A L F] S BRI

Fah

T4

800

A
A
=
o

F
‘%ﬂ“

e

101 | 54 % VIFEzsH" 25 2PE-

011 | 5% & VI %2 3a #= &7 R -

11 | % VIV R 2 376 7 B3k ix)e o
Ei

VIRSE B RS P RFRAL

FENEPR RE -

080

: /:‘E}iﬁ—'%?\? f):%)ﬁ :):

)

VIIHEEE FTHTE I REZRATREOEPRE -

008

Y
\

@ﬁ%ﬁﬁfﬁﬁ*ﬂ@%#“%’fﬁéﬁﬁi e R B

27 1\; U B R R

')\20 SFiAZ °

IR
IR
IR

088 i LA ,1%VH%ﬁ, BT R T B R B0 BRI
HERATFEDZPE RS -

808 | BIARAACHE S VI B R BT B A0 M BE G R RO HR R
HEHRATFEDZPE RRE -

880 HILAR A ACE R E RS VIV Fof® %0 F B2 RADNERP RS o

018 | Jpidf A 5 VIR J B3 > 2 R B A0 07 SHAE RHT BRADRFIT
B o

081 BRI L ACERTG M T B R D ERFAF VI REE G RHT B AENER R
oo

108 | mEF A4S VIHG RFP2 REFAFGHT SEAL HHT I RADRPF R

180 %ﬂﬂ%@iwvr?ﬁ%f,fﬁéag$vnﬁﬁﬁg T ———

801 | pEAFACEHG HT HF R REFAFVIREE L RHT LI DR RS

810 | pEHFLAEFVIEFEF P EERASVIFREIE FHT B IROELRS -

118 »‘}rﬁ:_ﬂ;%,&:’r SVIVI %4 &0 2 B2 BAFR M 286 BT BI AR
F B

181 | AL AEF VIHE o™ %) &P 2 @2 RAF VI REE S TH~ B
R B e

811 }F&Imfﬁfﬂl!;ﬁ?ﬁ VII %2 556 4%~ %3 ¢ ER o P AR RAYVI RS G BT S0
AP

188 | pEFLAEF EPFVIH > T REFAS VI FEA R Tl % o of~ gud
BRMHTBIRDBERE o

818 | REFLAUEF EFFVIF 2 EEZFAFVIFELE THT 5 o HT ERE
B Fl® BERENEFE RS -

881 | IR AT EFPHIHTE O TBREPE VIV BT B L RE A D A
ZIPEE o

888 | BIEAFLACHEEH ERF VIVII T C Bio HT BEAE RHT B REFA LS

988

IR S %@?}F;L«:ﬂ’;*gg,

’7 ""”‘4}'0

r}%‘—f F‘ ~

'?é\

999

—

A

FE R e SRR &

17




B % RS L IR

SSF 6 kR 3
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Parapharyngeal, Parotid, and Suboccipital/ 111,800,080,008,088,808,880,018,081,108,

Retroauricular Lymph Nodes, Lymph Nodes for Head 180,801,810,118,181,811,188,818,881,888,
and Neck 988,999

e F A5 8.6

W =4t -

PR P SEINH T et 12 5 57k (Cervical Lymph Nodes and Unknown Primary Tumors

of the Head and Neck, C76.0)2? Mucosal melanoma of head and neck (# *FV& ~ © 0% ~ T "FPg

YR e 2 R U $ )2 F SR AR AR B e B R S RILAE & SR T Ak R R

Y P i e

T 5 M in iy ok BR800 2 gy o
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SSF7 Wtk 3
BRAEL ¢ IR IFER 75 & ] : 000-980,987,988,990,997,998,
999

Measured Depth in Pathology Report

w587

B st

)‘b“ﬂ g’bﬁ%pﬁ f}'{*fl‘f i¢ ’f}/{'@‘ ﬁﬁ’m/#)i

gk p !

R R o A R R R R AR R T PR -

oG dp 3l ¢

. t’ﬂ’i?;:ﬂé;,v B % % 45 ICD-O-3 ¥ #5 5 C00.0-C00.6 ~ C00.8-C00.9 ~ C02.0-02.3 ~ C02.8-C02.9 -
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o MFIIEHE L0112 K (mm); HBEG D 01% F %Ag 5001~ 1% F %4E 5 010 ~ 0.5cm
75 %050 o

o EOREARE Wrigeed R R FER 0 RIES R L BE D A8 B B 1 2mm-3mm > s 5
030 -

o RIARL B HURBIER A VAL N R BER > P R 2 dF H BT (T el o

o FEFEBds it A M| B J° (microinvasion) & #_] % &t (focus or foci)iE £ 0 ¥ A il AR R P
A5 990 -

o ORI VARl LA 8-AF pest(microscope) T AT i YRR R 0§ R ARELR P A
¥ 54 B PR (Qross) T fde it R IR R e

o SRR SRS EALEE (N0 residual tumor) > LG FR T R
A ERBIFER RS 5997 -
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« EB% iﬁtmu < #:t b5 R (neoadjuvant radiation) 2 > £ 1475 % 0 A - %hAE 5 998 o
o Beh: %tk £ W F 425 (neoadjuvant treatment)# © § & g 0 1L R

??F ppci\ipﬁm/rﬁii $oFS 0 m T g AR A bk”?’“ﬁc‘ M TS R
N R T

o FiZew f’Pl‘?&;"}«'Iﬁf & f’fl‘?m?h‘ii?—.%ﬁ%Q% °
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000 FRAERFERE S OmMme

001-979 | ze4xF S BFR > 11 0.lmm 5 H = o

980 R 2 iR B =98mm e

987 R RIEAE 2 B R R

988 i Jk?“”}%ﬁpi@;%H“’H"“*ﬁn%ﬁé}gm%“""H‘" #L o

990 MR F O OMce] e (microinvasion) £ | ¥ 32 (focus or foci)# # > ¥ A gy ik "ERFR o

997 il N “f P AR~ & A AR (no residual tumor) v L EAR T LRIE 0 2w
WAR L 7r Ky i AR R o

998 e R AR A(REXIIERE)-
o EjFm & B s SR (neoadjuvant radiation) 2 > B s R o

999 R ILAR 4 ¢ dk LR R hicd

B b

Yol * b

080 Depth of tumor invasion: 8mm and to the superficial skeleton -

030 Buccal mucosa cancer i % & jis*» % 5 JL AR £ 3T gross i i R R PR AR 5 lemo &
4> microscopic #s it Depth of Invasion 2 3mm -

001 Hard palate cancer i % < ji¥*» % 5 ILAR £ 3T gross iR R e F AR 5 0.5em o 8
& > microscopic # it Depth of Invasion <0.1mm -

990 Lower gingival caner i % & js*» ",% 5 7L4% 2 final diagnosis = microinvasion squamous

cell carcinoma - microscopic #s it Depth of Invasion % not applicable -
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T fEIR 2 2 F) 3 L R IVER R

SSF9 WieER 3
Tk~ Bt Rk

Extranodal Extension (ENE) Clinical
e B 55 8.9

Wit
e AR F VR T TRV~ TRV R R LR )RR 0 £ FRE AP T H
#M T B2 #p 5p % (Cervical Lymph Nodes and Unknown Primary Tumors of the Head and Neck
C76.0)£2 Mucosal melanoma of head and neck » 7 =t fe w B R A ARG E > h H~ L i
J<ék P e e

# = & ek iz s (Extranodal Extension > i§ ® ENE) » £3% % Bpop 2 W) 2] = N $g 5| che & 52 > &
EF SR E BRI TS 0 LB TRT T REI R ST L R e

YoRGdn sl -

. !fl;rextra-capsular spread (it = & % "¢t §73% 0 ECS) » extracapsular extension (# = % & gt iz
J® » ECE) % extranodal spread(i# = % ¢t 47d% > ENS) %7 ® » AJCCH N ixii— # ;g % Extranodal
Extension » i B = ENE -

e MR ld 2 WP AT

* % - E%V’?g’lq TTRA S A5 R '%\*ﬁﬁ B {6 ENEF 2 % o

L4 it & ENE &5 » ENE() -
2

(.A

0
e Al iditF ENE &= » ENE(+) o
e %58 5 A it overtENE-#pwujig* AJCCH% M=% 9% ~% 10% ~% 143 -
o Y5 9 i Afeit ENE &k i -
* %55 Bk AENEH] Tt e
* R TRATEE & A ENEX) @ gk o
o M FE S ZFEMNT A AR AENER ok

* %0 54t & ENE &J° » ENE() -
s % liditd ENE &P E 5 Rl RS A M &b &) anddfic» ENE(+) »
o nEE 2 Liit G ENE Z)e it @iy B B S LB T b i 00 chi i - ENE(+)
* B9 i AR ENE ZR Rk ES AR GTIMEKE -
* F7 F HHENEX| T A - RpF > P ik X SBABENE(+)
¢« X% Pf'Fﬁgﬂv‘ﬂ*v-“ENE TR - RPF o iR TRk L F R o
. ;Tﬁﬁﬂ; WA LETis o AN category % 5 CNOF - Rl Smfh 5 988 -
e FBExe e H’";é«,\ v P oE R .a‘-f‘%M%998 o
o IFHSFEY 2. B % & %5998
s Bk E 2 ENEX| % ¢
o 7=k N category®| =_i cN1-3» 22 1§34k 2 2\ 4p il i e HENE(+) P % = 75 %% 5 0-
P awtHT grtizp m#f*ff'{u HF AR RRERE BT SR (CO)F i
F Rl D)l ElEoBE)r AR SRFE P BB R CAK & -
o Tk HP WINZE B HCNL-3(H = ik ix)e) » B EF ka4 & S ENE(H)E = bz
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T fEIR 2 2 F) 3 L R IVER R

PTAAGP T B> MY - BRERES1-

o Tk HP BINZE B A CNL-3(H * S &) B Fk bt SENEMF) R aftH = gt
ZRTAAGY T BHPF o B Y RSS20

c FFREBGME  LHAFL MM B R LB Al T BRI R k0 R
¥ BB A9

FEPFRGKE > BF = /E%ﬁn/ﬁ%:@o

PR FRLE M R P AR AP Y WFREL S -

e oo~ Bt R ik

A % 3§ g 9% B fat stranding, amorphous speculated margins

B # = Hm & confluent or matted

C LU N D
Vascular (vessels, arteries or vein) invasion / adhesion / tethering / encroachment /
infiltration / encasement

D % 1§ 9w &) Muscular invasion / adhesion / tethering / infiltration

E A g ER

Nerve invasion / adhesion / tethering / encroachment / infiltration / encasement
PEH L SR/ET

AR &R

XL

e BEEHEZ2ENEY T :

« ¥R biesr T& 7ML % (No palpable lymph node) & T %+ = 5
(No enlarged Iymph node) Pl % = /E%f@; kS 50

o ¥ A MG ¥ A f(movable)~ 2L % (non-fixed) st = LR B ¥ = B RSB 500

s RARERAKMTEANT SESBSAFRG KT SHD - P av;/ﬁ%if%..&é% 00

o TR B BN G EACNL-3  TRA R R AFHT SEBINELEE T ISR RS G
»;# = bz (A)# T 2 7 2 (fixed, fixation, non-movable, not movable, matted) ; (B)4! 5

ErEetTERGH G (C)L K &) -

C FREESTHTRIES > D UToARARERAFREY T B AR

© FERFEET R

RS R 2

c FRERAARGE AR AR

AR FRRR hIRe] R K

=

GRS LRI RENT ZARAEERAFRE Y T i ®

_é_

TREGE N2 B0
Y AR F AR B A

WAEEREHT BRI OEEK

A # = % F = fixed, fixation, non-movable, not movable,matted

B MG e R AR G A T BT R G)

&[4 cranial nerve, brachial plexus, sympathetic trunk, or phrenic nerve invasion with
dysfunction

C A % &)= invasion of skin
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R e T b

o
-
r&y

& 2t overt ENE &) & » ENE(-) -
& 21474 overt ENE & 42 i - ENE(+)

. % & * overt ENE -
. puigr AJCC% ~=% 9% ~%10% ~% 143 -

"
4 L) %7 5 it overt ENE iz J° % i o
o AR FiFL o

.

SR GE w At mENERJ® - ENE() -

SHAS D § ENERI © 2§ 5" 5 B b ENE(H) -

SRt b it ENEZ P > i = 5 0 U0 cphigc  ENE(4) -

O N|F— | O

© OB L AR D ENE BRI RE -
© ARERGERE -

. * o

EIME s h e it RENEZ ) - ENE() -

ERE® LT ENERFE > ¥ f ik T B0t ikje o ENE(+) o

SEE R AHEFENERS o @5 T B0 & gk ENE(H) -

O N~ O

e BERELH ALK ENE RFRE -
e ANFEEREL -

. 7€i°

988

Tk 3 5] 5 oNO -

998

© HABRRERAS SR BPRTA
. WL ZBZ -
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BRIV

f%f}l] :

Yol | RO

000 cN1-3 ehiB % » Tk 28 4 4 4 i LAP(+) and movable » ® B 1tk 432 & 3
ENE(-) » 555 & 2]%715 5 CENE() -

001 cN1-3 ip % > fek 2% 4 5 LAP(+) and non-movable » ¥ ¥t 4k & 47 2 & 31
ENE(-) » 55 & %5 % cENE(-) -

001  Buccal mucosa cancer % %% SE2RE "5 A # B 0 4 115750 B R ENE() » Tk
%5 FFE 7 2Rk & 4w it 5 LAP (+) » 3cm fixed of left submandilbe » Fﬁ FF {8 65 T
& N category 5 cN2b

009 CN1-3 chip % » A B4 A4 i LAP(H) > 2 336 2472 T L ENE() » K558 2

#7715 5 CENE(-) »

010 cN1-3 ehip % > Fek 2 F & & 3 LAP(+) and movable » @ %tk & 48 2 & 3 ENE(+)
and lymph nodes confluent size about 4cm » e & %% & 2| %7is 5 CENE(-) »

019 [cN1-3ehiB% » TR H e dF LAPH) » L AP gk Srh ki - A Bk d
32 % 3 ENE(+) and lymph nodes confluent size about 4cm » e (& %% & %78 5
CENE(-) -

021 cN1-3 enip % > fek 5 # & LAP(+) and non-movable » ¥ # itk & 48 2 2 iF 7 3¢
ERENEMH) > LAt B hH 2o mpe ﬁvgéizq‘?rjiﬁtA-G BoEo it Rl

H$F1S cENE()

090 cN1 3ehipd A2 E % 47 LAP(+)and movable» * T & ¥ ifta % » & B iR 2
AP T Eh o o SR E HEi CENE(-) °

099 cN1-3 =i % > }?p‘)ﬁ,} ARt EER LS T@PH L MPGFEL A
M e g i 0 S KE L H¥is 5 CENE() o

101 Gingival cancer 1 %4 = FEI% T "t ik & 4K ik 7130 B IR ENE() > TRk F
o fE ¥ 4 it left side lift shoulder(= Rl 24 )» ¥ 7 .12 % 7 T N category = N3be
Fle A A% 11§54 SARAE T A 4 gk o

110  |cN1-3 i % > TRBE @S 4 3 LAP(+)and movable - & B itk & 47 2 & 7. ENE(+)
and encasement jugular vein - %% & 2| 4%ris 5 CENE(+) °

111 cN1-3 thip % > feA 25 4 4 3 LAP(+) and non-movable - 7 # ik 4 3F 2+ & 7R
ENE(+) and encasement jugular vein » 5 %% & 2[%7{s 5 CENE(+) -

119  |[cN1-3 chiB % » fRA 25tk 45 LAP(H) » Ao = Beb e i » @ 8 ik 247
2 % 7 ENE(+) and jugular artery infiltration - 545 & 2| %7{5 2 CENE(+) -

121 cN1-3 ehip % > TRk 25 % 45 LAP(+) and non-movable » 8 R4 miE 7|58 & 1
ENE(+) e A Bt a ™ B Br P B A-G 7 T it §iFL 241
% CENE(+) -
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Bk %P RS FH IR

Sl

E

129

Tongue border cancer i % 4% SEINT "o %k & & > 82 M iE SN IR ENE(+) > 2 &
FRIRAHT S RPORGIFUEAGCY T-fd A FFAGT MR L
AP TRAEER L A AC P I Rt %ﬁéﬁﬁx%é %4 f24& N category 3
N3b -

191

Buccal mucosa cancer # %3 2 £ $832 8 ¥ & £5 it LAP(+) and mattered » f pF4 <
T TR RE  FEREF REMNTEEF AFRGRAHKT B ERP R
GAFHCA-G Y E- ik o AT FFF RS LR N 5 cT2N3bMO -

821

Nasopharynx cancer i %< sFsEI0 T "a %k & & > 47 2 J i left level 11,111 bilateral
level V % 2k = % F &0 I Pods i (ENE+) » e X § = 0 e ohd i e A-G
viE- it TR %Eﬁ*{ 7 L %8 ¥ 4 PF 4 i multiple firm and fixed masses over bil
neck level V -
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Bk %P RS FH IR

SSF 10 LR 3
GRS A 475 # [  000,101-120,199,210,221-298,
Extranodal Extension (ENE) Pathological 299,399,988,998,999

B % =5 55 8.10

B gt

e EL SR (J EVR ~ TR~ U OFDR ~ T OFDR ~ v & R Eﬁl@i)'ﬁ‘ﬁ $ @ F RPN
# T 12 2R 58 % (Cervical Lymph Nodes and Unknown Primary Tumors of the Head and Neck,
C76.0)¥r Mucosal melanoma of head and neck » % 3 i#f = g 2 I 5 % 1% 5 Skl % 95

J2dk P e

# @ J& b iz je (Extranodal Extension > f & ENE) > 5 Ep W 2 ANKE S e £ OE i s 4 A 3F
PRI NE RELS F]F o QI TORT R L ORR ISR -'{5‘—5’5.’“??‘. (83 2 ¥y o

mmgal :

o 4-#fextra-capsular spread (it = & % % Uﬁ{#&,ECS) extracapsular extension (i = & &% ¢t & )°

ECE)K extranodal spread (i# = 2 *H4T3EENS)Z 75 » AICCH ~imii- * F 5 Extranodal
Extension > i & = ENE -

* PENE()# % & pENE& J° -

* PENE(mi) (microscopickf fix) * # 5 ILENE & j° chped | 3t % 2 2mm e

* PENE(ma) i 2 5 ILENE & j° cngEdr « > 2mm et & p*(gross) » E jgL.(macroscopic) © % i R
ENEZJ= -

* PENE(+)#™ % 7 HENE & J° 5 3t & pENE(mI) 2 pENE(ma) & & pENE(+) °

o MIFTE o WAEd I WP AT

* F-AREAG RREHKT BRFREEFRLARR DY T

© HABO0T G HT HHEMS L EREHT B R
© HAS 1T HT RS F HEM T 0 R EERE<Omm, -
© b 2T HT BES G BT B f,%)jaﬁﬁg;é;ﬂmmj °
© 3T HT BES G REMT B R R
*¥ = ~ =45 5 I ENE & e enpedf 0 01-98 4 %] % 4 0.1-9.8mm ° 3 A ;1P 532 ENE &
SFEHE > B S 99 o

© R &G BE eI ENESRE o BT AR 5 HIZENE(S) -

. *’”ﬁ PRRM T B AL IR T ENE(H) 2 RSl o Boip BRI EESE S F -

. g«}%gﬁ | Zoh ™ % &P 2 4 i~ Sexcisionz dissection » 1 pILAR £ 45 it F B LM
@%f@ﬁ#w@%’ﬁﬁwggamlm%mw%w’fﬁgkg % e BEAE %zp
ENE(+) » $#5 5 399 -

o FATEEFEF KT B R Y &gk~ sexcision s dissection » kIR 2 45 & EE

g

*iﬁ: R

3
BB RO T s 5 988
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AT G L

o ®h

&

000 3 -‘,}%/;%i? MRS ﬁ},%l?’:# = 2ehizpE o
101-120  |F I = b &g o B)e pER<Omm > ¥ § /EF YL o
199 PRI T Reh &g 0 BE ERE<Omm - & @ FEF e
221-298 3 :,}%/;i% T g o R FEH>2Mm P =9.8mm 0 T AR FEALECHR o
210 3 :,}%,;i% = iz o P FEHE>9.9mm o
299 o REHT Bkl RIPER>2MM o ik g FEf SRRy o
* P Px(gross) - E g(macroscopic) @ 3 R F kL ENE - it @ FE § BEd iy
399 FOREMT B EE o e g gl -
988 o EXHT 5 - excision & dissection ¥ % pNO -
e E M B 5 - excision & dissection o
© FRFAHTE excision & dissection: & BITAF L g it R F BEEK R B4
2 (pNX) °
998 A BT R S R IR T A B R A
999 * REFIHEEZFRS AR o

o OREHTBRE LA ol B LR B

° Zgj”.o

T4

399

= % B 4% Level Il # = % excision biopsy Jfaﬁ_iﬁ%ﬁiﬂ metastasis SCC in soft
tissue » no lymphoid tissue seen -
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LT L ESE R Y

A v

CR
Esophagus
C15.0-C15.5, C15.8-C15.9
C15.0 Cervical esophagus
C15.1 Thoracic esophagus
C15.2 Abdominal esophagus
C15.3 Upper third of esophagus
C15.4 Middle third of esophagus
C15.5 Lower third of esophagus
C15.8 Overlapping lesion of esophagus
C15.9 Esophagus, NOS

A,
T o A s & SSFY = i 475 988

GIST (ICD-0-3 M-8935-8936)

Sarcoma (ICD-0O-3 M-8800-8936, 8940-9136, 9141-9582)
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R LAT AR
-2 E .
é ™ s Y [ 7 ,988’999
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Rt BT AR

SSE2

it . 2h—X
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R LAT AR

SSF 3 WeER 3
TR RS %75 # ) © 010,020,030,040,988,990,999

Tumor Regression Grade by Pathology
e i 55 1 8.3

W sit -

e KRB R RS R R (S R o

I<ék P N

%ﬁﬁ_)%]_t;'__@’il’%r/}%/z‘ lgmﬁ)ﬁ% J_‘lp FIJE}%':'/‘?)%‘ {%K‘?F“/ £ é:-& ?‘]:). o
$oBhdy 51 :

o AP RBR N PR T - AR T B BRI 2 BB ok b A e

TPy o ST N RS R TS 0 R R R e G iRy
o AWEIIEfEIE FEL LA

Yo7 K

010 i ILF 4 A or HoRy 2 ) (Complete response)
020 T BT R ] =50% e

030 BT AT B <50% -

040 TRIL T AR T ANl o

988 P o

N SCEERIE JEXEE B
o RIBEFEMESR o
e GISTZ Sarcoma -

990 W BT SR R R AR R R -

999 o FABEFT ISR RFEI P o
hd }]—%)ﬁ_#\ Ui\‘ “ 1—0
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BRI g LAT AR

SSF4 Wik R 3
bt 1 R K b “f § ] 1 010,020,030,040,988,990,999

Tumor Regression Grade after Radiotherapy

HeE B R 8.4

[ A U
BF R

J<ék P e e
gﬁ”ﬁ%‘i@*&%lé& {6 ek )‘@{;I-,’—‘:’; glﬁ&'/é’}%)i“;‘ 2 ?Ef; thE B TS o

YoFGdp 3l -

o AP FEAGRHEN FEP RSP E SO R R AP SP3BT 26B Y P TRE F
FFiti RAFINEE [ B T B b 2 o 5 iRy o %dB A R EEP FiRIRE
A2 R FHEARF R -

o R ErITRR F IR TS RS

o RFEER LTI LER

S8 T

010 Wk 7Lkt = & &(CR ; Complete response ; 100%) -
020 Tk 7o B o 3% > £ (PR 5 Moderate response ; 50%) °
030 sk 73 BT o5 48 2(SD ; Minimal response)

040 ek T AT e 14 o (PD 5 Poor response)

988 A o

o R REFRMER

o EFRETFieR e

o FRELIG

e GISTZ Sarcoma -

o HH TRIBIVEATEIS o

i R AR o F BALR A H P
999 o FAEFMEMILE BRI P o

o FEAE{LTE
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")%"‘}ﬁ:%r; l’f_'_*jf ifﬂ;} D3 [,%’

e

i
Stomach
C16.0-C16.6, C16.8-C16.9
C16.0 Cardia, Esophagogastric junction (EGJ)
C16.1 Fundus of stomach
C16.2 Body of stomach
C16.3 Gastric antrum
C16.4 Pylorus
C16.5 Lesser curvature of stomach, NOS
C16.6 Greater curvature of stomach, NOS
C16.8 Overlapping lesion of stomach
C16.9 Stomach, NOS
Note : Exclude ICD-0-3 M8935-8936

A,
T ol A s & SSFY = 475 988
GIST (ICD-0O-3 M-8935-8936)

NETs (ICD-O-3 M-8153, 8240-8242, 8246, 8249)
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.‘)'%:}'i%fi l’f_'_*j? ifﬂ;} c 3 [%

SSF1 LR 3
Hafik CEA W% & 75 # ) * 001-988,999

Carcinoembryonic Antigen(CEA) : Lab Value
e I A5 8.1

b N = U
=X ol %“I}%F}’k/p}%’i" TN AT B da g CEA ke B o

Jedk P en:
PR KRR TS LR .

YaRG 431

© BriRCEARSR ELLHF SR REF R MU TRALFERF LR/ FLME 0T @
&?%ﬂ%%ﬁﬁéﬁmo

o RypT ;nz,%:}ﬂ 513 » g = ip R 3B P pogiad R CEA(ng/ml 5 8 )& g & > blde i
R 7 31 0 -&MJE&CEA&%1§;7meD’ﬁﬁm%0mo

. *%ﬁ*du@$§vii:”@ﬁ%%%%%’*%4%%ﬂw§%%%%$’£%%ﬁ

THE R AEEL TR o R E AT AL TS o F B RN R KRTER

TR A P om sk B 0 R Yrg 5988

s FRFABRIIE -IEFIoRAMERES LG IRARY MUY FP AT IRHRE
FE

o EELL TR ERE Y TR AR IS T (576

o R FR CEA SIS ML § s o

[}

YR K

001 =0.1 ng/ml -
002-986 | 0.2-98.6 ng/ml -
987 =98.7 ng/ml -
988 ZIRT S

e GIST 2 NETs -
c CRARBLEEARE EVRKRFE -

999 o R ARRA
° /J»ﬁ’]‘ﬁ%?
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.‘)'%:}'i%fi l’f_'_*j? ifﬂ;} c 3 [%

SSF 2 WL R 3
Bayih CEA ¥%m ¥ & %% # ) * 010,020,030,988,999

Carcinoembryonic Antigen(CEA) : Lab Value vs.

N | Val
ormal Value B AR 8.2

T gk -
kY BB RE ISR T 3B N TSR RA R CEA B R Bl ¥ BB o

12dk P e !
A RBECEARKREL DT ¥ Bl B o

B dp 3l

© B dRCEARRS BLEHE BB REFR > T TRARERF L[ LITF T
TR R R R

o &AL RTRIED U T IS TR ST o

o kBRI FR CEARR SR B R ML g o

¢ AFEFREUYEFRL L FYERFRARR A BReNH L FREIRR T RERE
TFERVEHEELTRY PR R B VST G o FRER R SR
LW AR E R RSk E 0 P YRS 5988 -

. *%%%%ﬁﬁﬁ‘ﬁﬁw%ﬁuéﬁ%ﬁéﬂﬁﬁ&ﬂﬁ’muéﬁsﬁ&ﬁ—iﬁﬁﬁ

BRI 3B NIl ’]‘ﬁ%ECEAJZ & #8999 o
ﬁxrg B 5 Tf (k) deiE  F B 5 0~5ng/ml - % 2 CEAE % 5ng/ml) P %75 % 030 -

l”ﬂ\r \W

- i
¥

h—\ «*ﬁy e

Yol | LA

010 Bxagiaiih CEARSKZ EH /A1 §F 8 -

=¢

020 Bxavgpiadih CEARKZEIEE/IFE, 2 FEUR o

ah-\

030 BRamprdih CEARZELZRR B P TS HAIEE -

988 2Ag
« GIST 2 NETs-
o e MU RBANE ARARY £ E

. f];:’)ﬁ#\ U$\ 7 _:p_o

999
e Xief"mitiRh CEA % -
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.‘)'%:}'i%fi l’f_'_*j? ifﬂ;} c 3 [%

SSF 3 BeER 3
dy 33 % a5 §= & : 000-008,010,988,999

Helicobacter Pylori

e 55 8.3

st -
W OB B RY AR D WG RIS AR RS o

1<ék P et
dy RS SE B GO RO B R F S o

-1

o WRHFBET I IR IR FO 2 0 ¢ FEH I e s (histology) ~ w3 A~ B R
% Pa2# 5 (rapid urease test) ~ w488 2 k& o¥ § ;25 (urea breath test) ~ s * 4% F K i{ fLR te
% i (Helico-bacter pylori stool antigen; HpSA Test) ~ & & v 4848 & & (PCR) o + i iz - 78 & 42
-2 REREF GBUE GHESGABERRSF -

e FHMHBRCEIISEMLE R RRSFIEE Y RPFITES LB

o FoRNPZ¥BREFWLIEMY BY%AE 5010

kY TR

000 A= S T

001 g 7L e % (histology) ¥ & 5 % 5 P i -

002 mEAR A RERSE LB

003 P-ik FR % fe S (rapid urease test)g % & B o
004 iR S

005 Pk ¥ f 3% (urea breath test) i 2% % % 5 i o
006 dy P 4% 5 & i 4k & 4 2 (Helico-bacter pylori stool antigen; HpSA Test) # % % % & 5 |
007 FEprpsagi F BR(PCR) B % 2L -

008 g S o ¢ I N BPF M S S

010 FoAARRE SRR EF LB

988 i * o GIST 2 NETs -

999 © RS

AR TR
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.‘)'%:}'i%fi l’f_'_*j? ifﬂ;} c 3 [%

SSF4 BFreR 3
PRI Y SERIFER %7 § [ © 000-980,988,998,999

Measured Depth in Pathology Report

HE 5884

W ed it
BRI TL S Rl G T 6 B R DER -

Jodk P e
ER R 2 IR 0 R AR R R HAT TR AR B IR ‘:"!/"‘EEE’E‘K °

HoAB 51

A R A SR ETLS :&ﬂﬁyﬁjﬂiﬁﬂ VORR By o p dEEd B 0P AT E R ehlidy o

Boyp o FABRAFL Y PR OSE  FREFLY F3E B 32 R FREKY  BRS

999 5 p ML jiFk & F Fﬂ.%é;?ﬁﬁ:ﬂﬂi

A A EE =5 012 58 (mm) 5 FopEILAR L G 4 E = 5 K (um)pF - 100um=0.1mm -

FBED] 1 0.1% F & 1004 %8 52001 ~ 1% F %#5 5 010 ~ 0.5cmim#% = 050 -

R R R L2003 F (T<100c A ) - %45 3 000 -

FORILAR L W ek e B A ER 0 RIS S R S SRR B L 2mm-3mm - S &

030 -

ﬁ JEIR A fg bR R R <OV N R B PE > P E B e dp H BB T AR -
B % iﬁwu © B X s 5% (neoadjuvant radiation) 2 > B AR o A i As 5 998 -
B¢k - % d 2w 00 % (neoadjuvant treatment)# @ iF A By 0 4 0 2 R R i
—é;ﬁ“ ”a% R T RIR N N £ AR B e e it KR S R
B H Rt

P B &k wehgg o e iﬁﬁrm#\% FAMt A 2 B IR 0 55088

Yy T &

000 HmiE R <01 & o (<100 ek ) o

001-979 | 3e4%F % *R® A » 1 0.lmm % ¥ = (1000um=1mm=0.1cm) -
980 R 2 iR B =98mm e

988 A o

s FHEXANE ?Lyﬁgng B o
e GIST 2 NETs -
. 2ban o é’ﬁfl‘;‘oﬁm*gﬁﬁm,%_ Fy _E,\“}J_o

998 © ARG EERA(RERENER) -
. xﬂw © B % 2%t (neoadjuvant radiation) & > £ SR o
999 IR P A LR R ldy o

42




")%"}'i%r; l’f_'_*j? ifﬂ;} c 3 [%
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A e S B

Y

Colon

C18.0-C18.9 Excluding Appendix (C18.1)
C18.0 Cecum

C18.2 Ascending colon

C18.3 Hepatic flexure of colon
C18.4 Transverse colon

C18.5 Splenic flexure of colon
C18.6 Descending colon

C18.7 Sigmoid colon

C18.8 Overlapping lesion of colon
C18.9 Colon, NOS

R A

1. T rlesd g & SSHY =k b 988 ¢
GIST (ICD-0-3 M-8935-8936)
NETs (ICD-0-3 M-8153, 8240-8242, 8246, 8249)
High grade dysplasia (Severe dysplasia)

2. LIPSk SSFIF A B o s R SSFO

45

R

M

Tkl 5 988 (F i *) o
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DA e i B L

SSF 1 LR 3
Bk CEARRE 475§ ) © 001-988,999

Carcinoembryonic Antigen(CEA) Lab Value

WE W 55 8.1

W st -
SR B RE iR 3BT P %R FUR CEA (bR

I<ék P N
P RWRBEFEC ST R RIEE AR o

-1

Bt CEAR S E L85 B R L F il > ST TR ARERF LG FLIE T &

PR R TR ISR

Py T A AR Ap sl 0 o A Is R 3B Y P R ad R CEA (ung/iml G H )EF E 0 bl
e3P Riayi R CEAS R @ 57 (ng/ml) > -4 #8070 -

AP EEA LY FFRG A FY FF AR @ﬁa%hwfhﬁ;%%’“%%m
AR FEFUFRENEL TR P B T NE e PR R CRLER
:’ﬂ%%i’ P ke sk B 0 B SAg 5 988 o

FRFABRL R SR AN EfRES R IGAEY R FP AT IRKE
a

WEE G BT REZ ST T SIS TR o

II\F‘WEF'“&-#ME'CEA%&%%%«E*J IR i Sak )0

i

7% TR

001 =0.1 ng/ml -
002-986 | 0.2-98.6 ng/ml -
987 =98.7 ng/ml -
088 FAEHE o

e GIST ~ NETs% High grade dysplasia (Severe dysplasia) -
. e e H‘mﬁ'?'ﬁrvg—k%‘ﬁ_“/’ It B E o

999 . [f;)ﬁ#\ T

° 7}:&5&,

47




DA e i B L

SSF 2 WeER 3
Btk CEA#SIE ¥ & %75 # ) © 010,020,030,988,999

Carcinoembryonic Antigen(CEA) : Lab Value vs.

N | Val ,
ormal Value B BB 8.2

W st -
EH YRR RF TR T 3B N TSR PR CEA S B o F i f

Jedk P et
P RR RS R BERCEARKZEE L FEOL R o

Ho 5 51 :

° Bt RCEAWZR EE A HF 2B REEF R > TR AEE RY R *‘f iﬁfﬂr‘{ % ¥

TR R TR (S AT o
o A LT EFREDETR TSI LT o
. m%&%ﬁ&&%ﬁ%g%ﬁﬂuigﬁ%°
. iﬁ&?ﬁu@$§&éi:”@$§&%ﬁﬁ,a@4a%ﬂw§&%£%w,
iﬁﬁPm“%ﬁ*ﬁﬁﬁﬂﬂ’WUth#mmkwum%ﬁ’wﬁth
L B 045999
o FHEAMW L KERLEF AR T AR E 0 PSS 5988 -

2

F

M 'E‘ic#\;}’&)k/r')%‘ ;}'F'?/r'}%“\"/?‘fr%\zﬁﬂv—ﬁ'f%ﬁii’EJ'JE‘Q’?B H"ﬁk"?“—k’]‘ﬁ%'?’

Y

= )
& L

. [_% ‘Q* = = /\7}%‘ aul31[} 4 ’Fﬁf%}CEA'k ’ E'J 5&,{:’%999 °

e Y IE mﬁms RN N=Y m(m 4o E & F zgpo 5ng/ml » & % CEAI& 5 5ng/ml) ] % %% % 030 o

© R FEOPERGERE RF R REREL L -
o bl4e i mpFEBEE ¥ EFFO-5ng/ml; 2 B % 1 ¥ & F0~2.5 ng/ml -

kY AR

010 B & efgpirdihn CEA SR BB /<20 § @ o

020 B % i CEA WS @I/ ¥ @ 2 4 @i p -
030 Bxomaiih CEARZEZ TR B P AT F Ao

988 ZIRT S
* GIST ~ NETs % High grade dysplasia (Severe dysplasia) -
o TR ANE AFARLE E U ItRH E o

° }?ﬁ,}}ﬁ'#\ c;\. 7 3’_0

999 e ARiE{THREILR CEAHKS -
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DA e i B L

SSF 3 HrER 3
g BRI 3 7% & B © 000,010,020,030,988,990,999

Tumor Regression Grade or Score

B W5t 8.3

W -
RfUR Y B R T N 2 | $ S o

Yedk B e
PR R S RIS R TR LR o

YaRGdp sl

o AWEFTHLIPERGHFFEN T - KK o LD T FLIe ROl kR K A Seh
Eyp o FIE B ARG B D ERINR 0 s 5988

s AMFEFTAGUBEFL SRS TP FRRRGEL IR FZTR)  F 0BG
988 -

F
+ ¥ @ 3 #7«HModified Ryan scheme for tumor regression score » 3% %

Dworak Regression Grading Classification CS
£ =5 A ¥R Y0 7B
Grade 0 no regression 030

Grade 1 minor regression, fibrosis in only 25% or less of the tumor mass

Grade 2 obvious fibrosis in 26% to 50% of the tumor mass 020

Grade 3 | dominant fibrosis outgrowing of 50% of the tumor mass

Grade 4 | total regression, no viable tumor mass, only fibrosis 000
Modified Ryan Scheme for Tumor Regression Score CS
4 ¥ L & HR %E

0 Complete response: no viable cancer cells 000

1 Near complete response: single cells or rare small groups of 010
cancer cells

2 Partial response: residual cancer with evident tumor regression 020
but more than single cells or rare small groups of cancer cells

3 Poor or no response: extensive residual cancer with no evident 030
tumor regression
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e GIST ~ NETs% High grade dysplasia (Severe dysplasia) °
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Circumferential Resection Margin (CRM)
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o B MFE ATk % (CRM)A_jiF{s A $R 8% > EMpg R p s TSR ehE B F]F o
* 2 CRMi4p F F % 3 Circumferential radial margin ~ Circumferential resection margin - Mesenteric
(mesocolon) margin ~ Radial margin ~ Soft tissue margin -
e AFEFEEE =012 K (Mm); HAEH D 0.1% F KB 5001~ 1% 5 %A% 5 010 ~ 0.5cm i
#5050 -
o AP TSAEER AT L
o P EIRY G IEHECE %5001-979 -
AR ERBR AR E -;,;«,;ﬂ'#ﬁ:‘ i <lmm > ;ﬁa,,mom °
o R GEEHN R T i EpFE o A BEH %5 992-996 -
. éiﬁﬁﬁmﬁﬂﬁ%ww G SRS Ry
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o EURETRT AN Y Bk Z R RKHMBIOL; F G R FERFF R RIE Y FIEHEE K o
e BHRELXE zwif:}gaﬂf%ﬂxg 7% 478 5 (no residual tumor) & > & %8 990 o
o F e F14is 7 (Neoadjuvant Treatment) © = f i 5 I 4k & & A& 4275 % > o7 990 -
o Wi X B INE B “f » ] 4o polypectomy -~ EMR (endoscopic mucosal resection) ~ ESD
(endoscopic submucosal dissection) ... % /5B 2 % & * & 45 i CRM » 35075988 -
* FOREARE A{RRR GRS B L EEAR O 5raE999 o
. %”:J}%E_“e’_iﬁ%ﬁ it v B TR Mvery close® APt Mok Ry o R KR :J]%E_“J_% EF
e FHRLEFHERTSIEN (RiIvGEERERNE ZR) R%HBIIL .
s EHREFHBEELIBME (RA A% B E)°) 0 %8000 o
. —,{:..ﬂi,zFF,FQFRFFFEI G PR TR A 2 R 5999 o

Sl &

000 s EEFTGHBMSN IR HEBER
o eVl 2t Imm (<1mm) o

001-979 | ze43 bRk 5% > 12 0.lmm 5 ¥ (= -

980 B T 7 % =98mm o
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995 OB TR S <5mm ; >4Amm ;& 43 dmm Z 5Smm 20 B oo
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988 P F o

* GIST ~ NETs % High grade dysplasia (Severe dysplasia) °

e BERRAFEX Lo

o MUIRPEFETSR L B RFIRR T H TR

o WX B INHEE K,éft » )4 polypectomy ~ EMR (endoscopic mucosal resection) ~
ESD (endoscopic submucosal dissection) ... % ;% & & 45 it CRM »

©  REFLEEP TS ¥ (Notapplicable)

999 © EBTRT G
® }rﬁl_ﬁ_#\ga?\- o

*  JRILFL Wiy i 5 distal and proximal margins -
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BRAF Mutation Detection
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o OEBRRIE LR LR RRE AU LR R T R
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002 BRAF & 717 % % : 2 V60OE (C.1799T>A)% B -

006 Wit BRAFAFIR® » L2 TP A RmT %3 -

007 7817 BRAF A Fliesk - RdRd fp i 5 202 1 -

988 EIRT B
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. Wb TR A P E kRS o
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RAS Mutation Detection
W7 5 5 8.6
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R YRR Bk RAS AFIR RH%R S S -
ek P e
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Yo dp 3! ¢
o RASH ¢ KRASIeNRASHZ %+ 7 it BRI ¥ W% B - 7 %\ P % % KRAST-NRAS
AFFFEL AT %% P wRASY L g3 (codon) % £ 4o

« Codonl2

. Gly12Asp (GGT>GAT)

. Glyl2Vval (GGT>GTT)

. Gly12Cys (GGT>TGT)

. Glyl12Ser (GGT>AGT)

. Gly12Ala (GGT>GCT)

. Gly12Arg (GGT>CGT)

. Codon 12 mutation, not otherwise specified
o Codon 13

. Codon 13 mutation, not otherwise specified
o Codon 61

. GIn61Lys (CAA>AAA)

. GIn61Arg (CAA>CGA)

. Codon 61 mutation, not otherwise specified
o Codon 146

. Alal46Thr (G436A) (GCA>ACA)

. Codon 146 mutation, not otherwise specified

o

o HHEVFPBHETE AT REEE > FHBERFFNCAES L HEFL S
Tk AT S B RMINE o E- 3 FIRATFIRE GRS ATIRES S

. %%ﬁ@gﬂ%%%{ﬁ¥&@£ﬂ§&%@iﬁ%’Wﬂ?%%°
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. &wﬁéiﬁ’éi?é@W%&ﬁﬁéi“ 5+ KRASA FIR %% % ~ % = 75 - NRASA
FIRBREE S S5 50 B % 58)c Himbig i 4o !
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4 KRAS A %1% 2% | R¥ =3 # 4 - Bt Codon> ¥ 1> 5 - & Codon 12 ~ 13
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* GIST ~ NETs % High grade dysplasia (Severe dysplasia) -
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998 o R Al

it sk e
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Obstruction
e i B8 87
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. Uﬁ*ap 1R TR ST R T (S TR IS 3R o

s | TR

000 |BHiE-FHRAAFRSERLS LMY AFRPIEE -
010 BRiEz- BB AFRGIEEN LY FRFIEE o

988 g *

c BREEFE-FRRETEEL IR

* GIST ~ NETs %2 High grade dysplasia (Severe dysplasia) °
999 Vil M
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Perforation
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R E- BHRAFRG R TIALN FRG RPTI WA FFT RSEG Bk B

J<ék P e e
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Skl TR
000 BErE-PHBRAAFRS T8 L 8¢ 3 w;— 7L
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088 ZIRT B
s BREEFE-BHRATARI IR -
* GIST ~ NETs %2 High grade dysplasia (Severe dysplasia) °

999 PR AR
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Microsatellite Instability (MSI) Detection
e 1 =555 1 8.10

W s -
PR B5KicR B R MSI & MMR 5% @ o

ek B el
PRI RE T RS R RIS LR -

oG dp 3l ¢
. 4’#;& 7 #& =14 (microsatellite instability » MSI) » &_F|iw®2 o HiE42 7 > ‘w'e b i3 40 45380
DNAR 7|7 & 15 fdr Ko FRACE WM EF A 7Bt o
o Fhp&4H fe 2 4R (mismatch repair - MMR)A% % » ¢ 46 MLH1 ~ MSH2 ~ PMS2 ~ MSH3/6 § 7 DNA
2 4 pei24k 0§ MMR f%% & 4 (defective MMR > AMMR) ¢ 3142 MSI 7 & = }£* 8 (MSI-H) -
o FAMSHaERS% > e T SRS
e #5000 : Microsatellite Stable (MSS) ~ Stable ~ Negative - Low probability of MSI-H
e % 010 : MSI unstable low (MSI-L)
e #% 020 : MSI unstable high (MSI-H) ~ Unstable, NOS (no designation of high or low)
o #5999 : MSI-I (intermediate)
o F +MMREZS % » k™ 5| HiR%mg
e % #5% 000 : No loss of nuclear expression ~ MMR intact ~ MMR proficient (p(MMR or
MMR-P) ~ MMR normal
e Mm% 020 : Loss of nuclear expression ~ MMR deficient (dMMR or MMR-D) - MMR abnormal
o Y P HHEFETHY MSUMMRIESR S5 o 7 3 B 5 R 0 18 & A 30 22 AR 2 B
%0 97 %S o FMSIIMMRiSR S % ¢ > A8 E P - BRI S B FRAKSERE
e IR 5 EE o PSR 5000 -
. II}‘QMSIIMMR@ THL T HHE AR FL AR RV e
o FHEFA LD HELDEMILE - 'ﬁiiﬁb‘a" EHemw ek EE D FEICHD DR
5%3‘—;5—% v PR s E B B
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Yo 75 T
000 MSI stable; microsatellite stable (MSS); negative, NOS
R
Mismatch repair (MMR) intact, no loss of nuclear expression of MMR proteins
MMR proficient (p)MMR or MMR-P)
010 MSI unstable low (MSI-L)
020 MSI unstable high (MSI-H)
R
Loss of nuclear expression of one or more MMR proteins, MMR protein deficient
MMR deficient (dMMR or MMR-D)
988 IR S
 GIST ~ NETs % High grade dysplasia (Severe dysplasia) -
o MM TH A 0 X E e MSIIMMR # sk 5% o
999 * REAEFSAFE

eI R I
MSI-I (intermediate) ©
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Rectosigmoid, Rectum

C19.9, C20.9
C19.9 Rectosigmoid junction

C20.9 Rectum, NOS

T P Al i & SSFHY s %275 988

GIST (ICD-0-3 M-8935-8936)

NETs (ICD-0-3 M-8153, 8240-8242, 8246, 8249)
High grade dysplasia (Severe dysplasia)
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Carcinoembryonic Antigen(CEA) Lab Value

e i A5 8.1

T gk -
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Yedk B e
PORLREEGE S REY B RIATE LY -
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o3 Y N s CEAR R E 5 7 (ng/ml) - 3% 45070 -
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7% TR
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088 FAEHE o
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o MU RBArE AR EUIRRHKRE
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oo B a5 999 o
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o FRRABRZDH G HAMNETRELAFARLY R R AT - ARRE

AL
o FBEINF KWW PIRLT %ﬁ%ECEAJZ v P 545999 -
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¢ EFROPTE G L R RRAXTEES L
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010 B ximiriih CEAFZEFR /<1 § @ -

020 S miaiin CEARS R BEIEE/E ¥ & 5 & F &1 P\

030 Bximirdih CEAKSRE AR B 2 e il .

988 ZIRT S
* GIST ~ NETs % High grade dysplasia (Severe dysplasia) °
o MU IRBANE AR ARLT R iR E -
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999
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Tumor Regression Grade or Score

B W5t 8.3

gt -
.
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Yedk B e
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YoFGdp 3l -

o MF TR ERIHEAEN T - Tipfw o Faeww LR R o ehk KRR S A £eeh
Eyp o FIE B ARG B D ERINR 0 s 5988

s AFPETHGBREL S Ry FIMFBRRG R I(BRIELT) 0 AL
988 -

« Dworak Regression Grading Classification 8.7 -] T ELs4n 2E 5 - BLEo

+ ¥ 2 3 #7HModified Ryan scheme for tumor regression score » %% % = B % # -

Dworak Regression Grading Classification CS
£ =5 A ¥R Y0 7B
Grade 0 no regression 030

Grade 1 minor regression, fibrosis in only 25% or less of the tumor mass

Grade 2 obvious fibrosis in 26% to 50% of the tumor mass 020

Grade 3 | dominant fibrosis outgrowing of 50% of the tumor mass

Grade 4 | total regression, no viable tumor mass, only fibrosis 000
Modified Ryan Scheme for Tumor Regression Score CS
4 ¥ L & HR %E

0 Complete response: no viable cancer cells 000

1 Near complete response: single cells or rare small groups of 010
cancer cells

2 Partial response: residual cancer with evident tumor regression 020
but more than single cells or rare small groups of cancer cells

3 Poor or no response: extensive residual cancer with no evident 030
tumor regression
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Circumferential Resection Margin (CRM)
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BRAF Mutation Detection
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e BRAF I - BRARBAF  wie WL BER 7Y > H RAS AT T2 TF Ltgp &4
RER e - gt RE EMFf?ﬂﬁ%@meﬂ¢,mrﬁﬁ ﬁy
= 12 VB0OE (€.1799T>A) et Gl 3 o

\4-

e BEYEPDRETEY RBRES I HBIRAFNCAEA DL BEEL B T S

P2 ?%ﬁﬁﬁﬁuiﬁwmc’6~ﬁ%ﬁ£ﬂﬁ CHARS ATIR R R -
o FREREFILFARTBBECSRFLE40HW 0 P T 0

o FREFwAjrm e SRERIVEMLE BAFESETEL LR T ORRSS R FR ISR DR

B 0 BIERF ES TR

Yo ®h &

000 BRAF & F]1it % /& % % /wild type -

001 |BRAFZ T+ 2% : 2% ™% 71 V600E (C.1799T>A)% & -

002 BRAF & %] % % : 2 V60OE (C.1799T>A)% 3 -

006 | it BRAF A 512 % > LA e im AR+ R4 -

007 7 17 BRAF JA it s » R4 2 i 5 &2 23 o

988 EIRT B
e GIST ~ NETs # High grade dysplasia (Severe dysplasia) -
. 5> b y%«:ﬂ f;*ﬁ}é, » B I’j 1 Ffu%ﬁfﬁﬁ},‘%% o

999 |+ mEREPAIHE
® /Ay’fﬁ%\;
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ROEH TS 3G REY - 3k
SSF 6 kR 3
RAS £ % # 475 § ] © 008-988,998

RAS Mutation Detection
W7 5 5 8.6

W it

EREY LRSS SRk B RAS AR R REAL S -
fedp eh:

A A ﬁqbb"’-f—l" 5= %}%/r)%‘ Fis LB o

Yo dp 3! ¢
e RASHF? KRAST*NRAS:HZ %74 7 it BRI # % m% - A5 4 % % KRASINRAS
AFFH2 A% %K P wRASH L %8+ (codon) % & 4o

« Codonl2

. Gly12Asp (GGT>GAT)

. Glyl2Vval (GGT>GTT)

. Gly12Cys (GGT>TGT)

. Glyl12Ser (GGT>AGT)

. Gly12Ala (GGT>GCT)

. Gly12Arg (GGT>CGT)

. Codon 12 mutation, not otherwise specified
o Codon 13

. Codon 13 mutation, not otherwise specified
o Codon 61

. GIn61Lys (CAA>AAA)

. GIn61Arg (CAA>CGA)

. Codon 61 mutation, not otherwise specified
o Codon 146

. Alal46Thr (G436A) (GCA>ACA)

. Codon 146 mutation, not otherwise specified

o HHTHFPARFFTHY AFIRREE T HBRRFNEAEH I HRFL FE T
T F ST S B et B FERAFIRE S GRS ATIRRR R

o FRERERLLEEAHT BHECSAF L LM NI T KIS -

e EBEALpEHC 4_&???%-}2‘_@1%‘ RS ERI RN RS B R ISRT R
L R UE Ry P

o MHWEEZB D I LABEENFE D ¥ - BIKRASATFIZ RS S ~ ¥ - 5 5 NRASA
FRERE% ~ $ 2B 5520 B%AB 58) c dimbpB g o ¢

70



R 5 RIS

\rmL

3 eREY IR

$-/ | 1R
0 KRAS £ %]t % /& R % /wild type -
1 KRAS A 73 2% : R%¥ =% &> Codon 12 -
2 KRAS A %5 2% : ¥ =% & Codon 13 -
3 KRAS A %5 2% : R¥ =% & Codon61l -
4 KRAS A %1% 2% | R¥ =3 # 4 - Bt Codon> ¥ 1> 5 - & Codon 12 ~ 13
£ 61 -
5 KRAS A 715 2% : 2£Codon12 ~ 13 ~61 =¥ R % -
6 Wit KRASAFIR % L3 FEEFPARBT BB
7 717 KRAS A FHas% > 302 45 i 5 &% 23 -
9 A7 KRAS & Fl# 5% -
¥omB | 1A
0 NRAS A& #]it % /& R % /wild type -
1 NRAS A %5 2% : R¥ =% & Codon 12 -
2 NRAS A %5 2% : R¥ =% & Codon 13 -
3 NRAS A %5 2% : R¥ =% & Codon6l -
4 NRAS A%l R% @ REEHF A= B2+ Codon- ¥ T >3 - & Codon 12 ~ 13
& 61 -
5 NRAS A %15 %% : 2£Codon12~13~61 =% R % -
6 THAENRAS AFIR R L2 e P ARB+%¥E -
7 ?@FNWS%ﬂﬁﬁ’aﬁéaﬁéﬁéﬂﬁ°
9 4 217 NRAS £ Fl# 5% ©
F2B | 2A&
8 g H
N
RSl | K
988 EIRT B
* GIST ~ NETs % High grade dysplasia (Severe dysplasia) -
o MWHRBRHAFKRELEPENRERES -
998 * ARSI
s LG ¥k o
Bo)
kY |
008 KRAS# NRAS# Fl# 5% & % % & % (wild type) »
058 KRAS# Fl# 2% % % & ¥ » NRAS #]3+Codon 146 % % -
128 KRAS A& #]11%3*Codon 12 % % > NRAS# F] @ *+Codon 13% % o
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B EINETF B Rk SR

kY *

468 KRAS # #]*+Codon 1222 Codon 61% % > NRASH 5 it A FIR % » 2 4 /A TP fE % 45 +
22 -

478 KRAS % #]»+Codon 1222 Codon 117 % % > NRASZ Flig % 3F 2 f it 5 & 72 23 -

508 KRAS# F]+:Codon 11722 Codon 146 % % > NRASH Fl¥s sk 2 & & ¥ o

998 4 it T KRASZ NRAS A F# 5% ©
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|l
$
=

RO ST DT REY

SSF7 B =& A& : 003
Bk % # ) : 000,010,988,999

Obstruction
e R 1 8.7

-
R B R ARG FIREL SN FRG SR c RAFF Y RS PRBRER R
AR {8 R IR

1céx P e
R B L LI AR o

PREHIE

e E-RFHBAFTM PHIEELIY PR HIEE IHHE B EREFE > TUTRA
151"@'}?"@?’*7"?;4&"& e Rt TR AR AR SRR o

. {D§FE%F‘}$’}?‘%IQ fLeng & Q3 4 fFdr o

. Ufl‘{m 7 @f”}%lﬁipjf\&* E\‘Jﬁ”i"ﬁi”w?ﬁ g3 im o

ks | TR
000 (= Pl a AT Ry EEFS S j0? AFMYIEE o
010 %%E«%@ﬁﬁ%ﬁ%ﬁﬁﬁiﬁﬂ%ﬁ%mﬁo

088 g HE o

c BREBFE- BHBRAETEBEL LR

* GIST ~ NETs % High grade dysplasia (Severe dysplasia) -

099 | mE AR AT H
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Ty T A

Kp"q——)- :_E"

SSF 8
E% % 3L

Perforation

Wi R

%5 = ¥ * 000,010,988,999

e i 5% 0 8.8

W st

R - B AF R R TIAI Y FRF RY T
% ehAE 1R o

Ycde eh

PRIV RB LIRS AR o

E-2-H1IE

e E-FHRAFRGHTIALNY FRGF T LEHF

1E1¢)§!’;§*”ﬁﬁﬂ*7"$i,{h‘i i ik “‘”“}' Fin H g TR s kIR e

p%';"' F"}Eli’}%:u Lm‘L%E
éy‘ﬂ»‘ﬂ. | KE‘_f‘l‘ }%ﬁv[i’/\&‘ﬁ'ﬁ ,{h”il’,{h’|9‘?? |9FJ:1’ °

3 e -

oq‘par,}%%ﬁ;,éﬁ??l’z‘&t“

i

T R

RRFAICE o TR A

kY &
000 BRE-FHREAFRY T ALY AFRY T
010 BRE-FHKRAFRG T AL FRG BT
988 FAEF o

s BREEFE-FHRET BRI IR

* GIST ~ NETs # High grade dysplasia (Severe dysplasia) °
999 LN A
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REFINEFF DB G REY 5k

SSF9 WL R 3
BT AL v SR %5 # ) : 000-150,988,991,992,993,999

Rectal Tumor Distance from Anus

W E 55 1 8.9

W st -
WEHESRBEF IR RIB P o TRASEGRAFL P EBRT HEIIP C iR

12dk P e !
R R T GBI v R A TR BN R R otk BAR (S hE & TS o

sm#g%l :

HrE ST KB v RE S ¥ A F 45 L Y E %% 4(proctoscopy) ~ #icst Tk E O N ARAL

(erX|bIe sigmoidoscopy) ~ E % p 425 & (Endorectal ultrasound, ERUS) ~ 1% 2 = #&# & (magnetic

resonance imaging, MRI) ~ = F* 35 t& (digital rectal exam, DRE) - %3 & & 5 B ek & ¥ ik 4 >
EX SHEE Y PR RS R

CT Scan7 it i E R T SB[ v pEH | ET iRy o

s F-fBRATET S PRAS R BFEE Y EGT FIETPF b aT iR

=

001-150cn= g &2 W N £ B BB T S EILP v aedr U 2 A (MM)E R e 7 »B 1 %
F 5 FEEAE A 3Y0.130.9mm s Hsg 2000 (7 e AT ~) e BB b D 1o 4 Shig 5010~ 115
DL ks s 115 .

MF S R B IR ECE %AB001-150; p AT FHcE Y L TR AR Y Z 2% 13
¢ 13~ T L3R > & BE 505 991-993 -

kY28 &

000 % 1mm o

001-150 | 3643 % "8 T s 229 P v chpbdt > 4 lmm L 8 = o
988 F o

 GIST ~ NETs 2 High grade dysplasia (Severe dysplasia) -
Wt BEF ek 0 F A AR ARS

%o k&% (Rectosigmoid junction » C199) o
991 BEHHBEAE S F L3
992 BB E ST 13
093 Egﬁeﬁﬁn,’%%ﬁ*g—r 1/3 -
999 © pfEAzEA K

.‘}%“gﬂ;\ J'—;p o
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TR RINEFS B YRRy YR

SSF 10 WL R 3
3% EF & T %5 # I © 000,010,020,988,999

Microsatellite Instability (MSI) Detection
e 1 =555 1 8.10

| XS L
ERREY D RES B SRR B R MSI & MMR % @ o

Tadk P eh:
PR RBIES LS RIS TR AR o

oG dp 3l ¢
. 4’%;& 7 42 2+ (microsatellite instability > MSI) » 8 _Fim®z & B 42 ¢ > ‘w2 {3 4R 45380
DNAR 7|7 & 15 fdr Ko FRACE WM EF A 7Bt o
o PiE&4s fiz i2 41 (mismatch repair - MMR)% % > ¢ 45 MLH1 ~ MSH2 ~ PMS2 ~ MSH3/6 § % DNA
2 4 pei24k 0§ MMR f%% & 4 (defective MMR > AMMR) ¢ 3142 MSI 7 & = }£* 8 (MSI-H) -
o FAMSHaERS% > e T SRS
e #5000 : Microsatellite Stable (MSS) ~ Stable ~ Negative - Low probability of MSI-H
e % 010 : MSI unstable low (MSI-L)
e #% 020 : MSI unstable high (MSI-H) ~ Unstable, NOS (no designation of high or low)
e B 999 : MSI-I (intermediate)
o ¥ +*MMRZSZ % » ik ™ RS
e % #5% 000 : No loss of nuclear expression ~ MMR intact ~ MMR proficient (p(MMR or
MMR-P) ~ MMR normal
e Mm% 020 : Loss of nuclear expression ~ MMR deficient (dMMR or MMR-D) - MMR abnormal
. #ﬁéﬁ»—v‘ FPTHEFEFTHY MSIMMRES®R 5% > 2B R RN A @S2 HRFL S
0 ¥V 0B o FMSIMMR %R G5 ¥ 5 - A B H P - BRI G LiEe g s
fe & Iﬁﬁz?l’b =1 P%Eg %000 -
. I}‘QMSI/MMR@IE‘V_«?F B RBELSRF LW R S
o FHEFA LD HELDEMILE - ‘ﬁiiﬁb‘a"%}im%”"mﬁ% sk FAE IR
5%3‘—;5—% v PR s E B B
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NP SR )

Yo 75 TH
000 MSI stable; microsatellite stable (MSS); negative, NOS
R
Mismatch repair (MMR) intact, no loss of nuclear expression of MMR proteins
MMR proficient (pMMR or MMR-P)
010 MSI unstable low (MSI-L)
020 MSI unstable high (MSI-H)
o /s
Loss of nuclear expression of one or more MMR proteins, MMR protein deficient
MMR deficient (IMMR or MMR-D)
988 EIRT A
 GIST ~ NETs # High grade dysplasia (Severe dysplasia) °
o MM TH A 0 X E e MSIIMMR # sk 5% o
999 © plEAzE AR

o % KR o
e MSI-I (intermediate) -
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TR g T F S R

e

Liver

C22.0,C22.1

C22.0 Liver

(ICD-0-3 M-8000-8156, 8162-8175, 8190-9136, 9141-9582 % % 4+SSF1-8)
(ICD-0-3 M-8160, 8161, 8180 ¥ 7 & 4%SSF1-2)

C22.1 Intrahepatic bile duct

(ICD-O-3 M-8170-8175 % % 4+SSF1-8)

(ICD-0-3 M-8000-8162, 8180-9136, 9141-9582 % % 4SSF1-2)
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R 3N A T_F] S R

SSF 1 WL R 3
AFP ® |25 533-0 5% & %5 # ) A00-A99,000-099,100-987,

988,991-993,999
Alpha-Fetoprotein(AFP) Lab Value

e i A5 8.1

I g
BHFRBEE o BT 3B N ek AFP ek B & o

gk p ehl
AFP T35 6 0l i ok & 2 T 15 D E & F S ¢

Yo dg 5l -

. “*FIJE'P B X E ek G WRAFPY o S PR SR ek T 3B 1 P Arig RAFP Gk F
B X %\ T BTG o

o AFP# 5% féjﬁﬁ»ﬁ:‘éﬁﬂ‘l e §F%5F?u7§ BRI 4 frFPgF?LJEAFP%ﬁEéEm s
thine R F AR ¥ A& MR E > B SAS 5988 -

C FBRIARIIH -ESIFANERELSE P ARARE R P A ERT- SREFE

v N

\ﬁr

=

B g

=

ooy

ENE

© VETE2020# (7)) 2B R KieH P RKAFP > dog FOREEF 0 R BcE 2201-9879
ng/ml » 35/ AFPH& % 2§ "% fic (e " 1018 B~ FE (R m 0E 283 0 PR H0) g o
mj-lir' * AFP# % 5 % 7 " #cE 2 9 ng/ml > 3% #5000 ; AFPH& 2% &% % F “Z #c /& = 6005 ng/ml -

75600 5 AFPH 5 5 % § %% #ic & = 10350 ng/ml » 34075993 -

e 'u’?ﬁ 2021# (7 )A=2 Bk > | K ipf AFP%{%.%L%’ w2 Hicie >t 1-99 ng/ml—‘ﬁ ) ;J%-IE R i
B4 4% 5 A01-A99 ; —?AFP%&*E&EL‘? "% #ciE 27100-999 ng/ml - 3k 5 010-099 (2 B
¥c) o FAFPH S 2. F % #ici® 5 1000 ng/mlr + o> B - %@ﬂf 1078 B"ﬁrﬁi(%ﬁiﬂ- CREE SR S
) A o blde D AFPeZR B % 7 FHE S 9ng/ml v %8 A09 5 AFPHe S % % 7 " BiciE 5 123
ng/ml » %5012 ; AFP# % % % 9 “#c @ % 6005 ng/ml ' 35 600 5 AFPHe S % % F "R B e
= 10350 ng/ml > %5993 ; AFPH % %% % 7 "Z#icid 5 0.91 ng/ml A AOQ -

© BEFEISKTRAKAFP o F FHcEE 0 2 AFP%%%E Lé:ft’a_%@%% Potk sk & F 08 PR E
blde D AFPHSRAE S 5 < R PR EF 0 F 5~ A & 4 22400 ng/ml 2 6000 ng/mlz &
FmAB99L 5 F B < - E 4226001 ng/ml1 9879ng/ml v 35992 1 F B~ 1Y E A2 1E9880
ng/ml > 35375993 -

. ?AFP*”*’ BHE g b 5 )0 SO R RIS o blde D AFPHRER K % R R s
fo it 5 <2ng/ml > 3% A02 -
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R 3N A T_F] S R

ST &

A00-A99 | AFP th 5 2 F % dicid 5 <1 & 1-99ng/ml (i * » 2021 2 ¥74 1215 B %)

000-009 | AFP f %2 % " #icia & 1-99ng/ml % = 10 (Wi * 2020 2 #74 14 % chip & o 4 & %
Hi# o EER-

010-099 | AFP # 52 % % #icie 3 100-999ng/ml (3 *% B = #&) -

100-987 | AFP k%2 § % #icie 5 1000-9879ng/ml 4 v 10 (3 & if 24 > B HK) -

088 A o R B SR AR Bk E

991 AFP th 5 B A28 ¥ Fo k B b < AR 02 F 12k B4 AFP B % - 4 ** 400-6000
ng/ml z_ /& -

992 AFP 1o 2 E 42 8 F F2 h Bend < PR 2 F R E 0 AFP B % R 4 > 6001-
9879 ng/ml z & -

993 o AFP #52 § “#cie =9880 ng/ml -
« AFP ¥ % E’ii’é@%ﬁ Fo ik B ek A e 2 %51‘%% % 1 AFP .~ £i-ff £ = 9880

ng/ml -
999 A

* P Xichv A%k AFP ¥ -
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R 3N A T_F] S R

I T R R %ﬁ,@;%ﬁ ¥ : 000-008,988,999

Liver Fibrosis Score

T % P A B L 8.2

W gt
TR B AR R -

J2dk P eh e

AFALG BRI RPTR BRI

Yo dp 3! ¢

© AFETHBEEL LA CEFFEABERL TALHERL R EFRACBRD ST
G FWL o FAHTF LB (progress) & & 2 EF AR A T H -

o CFRANAER O GUREFF RS A o Frlshakik T R F R 0 FF 2 P T R
Eﬁ‘—’_éﬁ% ¢ R oaRIshak® % o B %75 000~006 /& ++ # 5 75

BREFLELTASBEEL BHEFHRAAR 0 FRARLI A THEA L P

%“ﬁﬁ’m 448 % 0072008 -
) ?%ﬁﬂ?§WHWMMmm’w¢ Fip T EEIEAR L 2 R A AR (G T
B &Pk etk 2) 0 P 5988 -

YRS | T&
000 | Ishak FO: No fibrosis -
001 | Ishak F1: Fibrosis expansion of some portal areas > with or without short fibrous septa -
002 | Ishak F2: Fibrosis expansion of most portal areas » with or without short fibrous septa -
003 | Ishak F3: Fibrosis expansion of most portal areas » with occasional P-P bridging -
004 | Ishak F4: Fibrosis expansion of portal areas with marked bridging (P-P and P-C ; P-P as well
as P-C) -
005 | Ishak F5: Marked bridging (P-P and/or P-C) with occasional nodules (incomplete cirrhosis ) -
006 | Ishak F6: Cirrhosis - probable or definite -
007 | @ pIZaF A pILAR £ E e PR AR ARR 0 RAZH R - TRETE S P Rk AR
24;_‘;:4}, al—;i; BF7g iL o
008 | M JpILaF+ e pILaF 2 By PR 2R - RAZF A TR A PRRRR AL
FERBEEFH
988 | # i * o
e MUBRRNARERLEEFIeE > LV RFRBHEN RPN ZETHE D ARSE
B~ AL A > TRETE & PRk FHRETN S wEMGTR o
*  FREY e FA I (cirrhosis) > fe R IRAR L 2 m BT R L (A2 A > T RETA &
PREERKA) -
999 |+ Ao

. + & * Ishak
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R 3N A T_F] S R

SSF 3
Child Pugh 4 #c

Child Pugh Score

W& & 3

Y% = [F] * 105-106,199,207-209,299,

310-315,399,999

e i 58 1 8.3

st -

gag‘,-u—f%.q; f&%«-— =% )%%33., R R &ﬁ— =X M3 A gzr»_fa'

fedp eh:

AJE P rrJF. —fl”‘ E'é—s"—}'?‘,?]ﬂi—:}%’:,v

YoBG gl :

M EF

o el R RIEXI0)

o & H AIFH LB R TR 4
(e %) -

?E'; °

I p¥ 3z $*Child-Pugh Score 2 4 ' -
= E'H%é*ﬁr“' FRF K 2
o T RAP RIS BE D A EFASABC2

c BRI d 2T ARP AT
e BANBCAN KL BBl 23

(R

SR S o

o~ #<05-1501 7 13455 fF + #r7z §* Child-Pugh Scorez 4 #cif &+ -
CHREL NG A D BIE SR 2B 599 ¢
* G4l - 5 A ze £ Child Pugh A > Child Pugh Score = 54 > J&¥mAE 5 105 -

* |42 : i a*r\Chlld PughB > e & #% %2 $|Child Pugh Score » ® & /2 353 I Pﬁﬁﬂ? v s
#5299 o
o ST Y B % > AR 5 Child Pugh A2 i d0p B+ F "% e £ b 5 105 ~ 106199 -
o §2Riv 5 His 4~ 47 (Degree of liver damage by LCSGJ) ¢ ¥ #F c3= 3% (42 MELD) % 7+ "% 5 F #
o A AP TR AR 2 Fat B PR BER Y - §3
* Child-Pugh Score? {1 % i % & F 5 *F ik ~ Sk o de b d Fod ~ RAPFRPFR B LT
bl B Sl el N N L= Hb#};‘]Jfﬂ s 1 I.,«-JH‘—}%F. I}—'&BJ—;&Q']‘:} T oo AT £
Measure / score 1 point 2 points 3 points
Total Bilirubin, umol/l(mg/dL) <34 (<2.0) 34-50 (2.0-3.0) >50(>3.0)
Serum albumin, g/dL >3.5 2.8-3.5 <2.8
n ’P I .
Prothrombin time prolonged, <4(<1.7) 4-6 (1.7-2.3) >6(>2.3)
sec (INR) % x fig o P& Y
Ascites % -k None _ Slight Moderate
(easily controlled) (poorly controlled)
Hepatic encephalopathy None Grade I-11 Grade IlI-1V
faal: (or suppressed with (or refractory)
medication)
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R 3N A T_F] S R

P ETELBEARESE 5645 AK;T945 5 B%;10~154 5 Cx o

Yls | A

105 Child Pugh A » Child Pugh Score 7 5 & -

106 Child Pugh A » Child Pugh Score 6 4 -

199 Child Pugh A » Child Pugh Score # 3% -

207 Child Pugh B > Child Pugh Score 5 7 4~ -

208 Child Pugh B » Child Pugh Score * 8 & -

209 Child Pugh B » Child Pugh Score 7 9 & -

299 Child Pugh B > Child Pugh Score # 3% -

310 Child Pugh C - Child Pugh Score 3 10 4 -

311 Child Pugh C » Child Pugh Score 3 11 ~ -

312 Child Pugh C - Child Pugh Score %3 12 ~ -

313 Child Pugh C > Child Pugh Score 5 13 %4 -

314 Child Pugh C > Child Pugh Score 5 14 %~ -

315 Child Pugh C » Child Pugh Score % 15 & -

399 Child Pugh C » Child Pugh Score 5 7 3% o

999 o N BEAdRE I

S A Et
° I)\P “zI‘l\:' o
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R 3N A T_F] S R

SSF4 HWiEk R 3
TR (FF) R E 7% 5 [ © 001-987,988,999

Creatinine (Cr) Value

e AR5 84

ﬁ’*ﬁ,{t" .
HOFR B RO RisR T 3 B ¢ N #rHk Sk creatinine ik % &

fedk B et
Creatinine 3L 3% & i ey * F] 3+ o

Ho 5 51 :

Creatinine (Cr)22 BUN (blood urea nitrogen) — 4= % 123=i § 7 iy o d >t Creatinine™ % > il @
SIRA > AARE ST S B A 2 R ATRE SR B Fpt ¥ % k3 ¥ Creatinine i
(creatlnlne clearance (CrCl)) » m % & F- i sk 48 B g (glomerular filtration rate (GFR)) ; {?g ﬁ

TR RRRG ?‘l’é Fr e ehdp ik o

AR R E HEsesn ¢ o2 i@ ohCreatinine - 12 mg/dL 2 H = ehicE o

Creatmme%&,‘fﬁ R 2 R :%*prl‘mp BRI :%*Ffl‘?aéicreatmme%ﬁ,ﬁﬁ BV Ry RE
FRRARLIoH GRS EfeREL Ep R ARE 0 A1 VAR P A BT KWk E
3o FRENUIRE KRB AL P AR E 0 B YS 5 988 ¢

R F w3 P PN e B B % Creatinine #kcig o 5 Creatininetz % & 5 0.5 milligrams per
deC|I|ter (mg/dL) F* - F-¥#g % 005 o

Creatininei* ¥ 2% 19 % 2 Fm £ » - dZ x> M ¥ & 505 to 1.0 mg/dL (45-90
umol/L) » ¥ i ¥ &5 0.7to 1.2 mg/dL (60-110 umol/L) -

Creatininetg % B = £ 7 » TP~ 3 | #icB{s — %4 > bl4-Creatininetg 2k % % F S #ciE 5
0.14mg/dL > # % #5001 » ¥ 3% & % F % # i@ 5 0.15 mg/dL - #5002 o fe = Creatininets %
%2 F R 0 G ) 2001 o RIAE T w T N E ‘ej—ﬁnli%OOl » 7] 4eCreatininets 2 &
%@ i 5 0.04 mg/dL - ’j‘ 5001 -

qJ ETIS

S ¥R T &
001 < 0.1 mg/dL -
002-986 | 0.2-98.6 mg/dL -
987 =98.7 mg/dL -
088 FAH oAb B AR ARY &Rtk Sk E
999 . }}%fﬁ#\ Fe A=A
s Hjtesk e
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SSF5 ik 3
LS 371014 Y785 = [F] + 001-987,988,999

Total Bilirubin (Bil T) Value
e i B8 1 85

ﬁ’*ﬁ’{t‘ .
FEETR B kTR i 3 B P Tk & total bilirubin B g E o

Jadk P eh:
& %% = % (Total Bilirubin, Bil T) § ik £ 3e 8% o edp 1

Yo dp 3! ¢
o # % (bilirubin)H Bl ERI 17w P2 % R o i 4= % (Hemoglobin) & iz i 3§ ¢ e & 39 > § i
ﬁ%ﬁﬁﬁgéi%%%’d%W@%oﬁwwmwﬁﬁ’%ﬁ%W L e T
;ﬁﬂﬂ'._;;ac‘ o_ﬁ”‘#f‘lr \q;'r,ﬂ_t‘rs‘v‘fgtm% f-§, !?Qﬁi\‘._“’._h;z Fp{ﬂ**n."ﬂ’l””":
gH 4o LK ZE D %R 0 A5 % m(aundice) -
o i 2% (Total Bilirubin, Bil T) #2 & (" mg/dL » E =) » & 32 & #(direct)*2 = % ~ ¥
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# % 46 5 0.04 mg/dL > 45001 -

kY TR
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International Normalized Ratio for Prothrombin

Time (INR)
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Anti-HCV
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Pancreas

C25.0- C25.9

C25.0 Head of pancreas

C25.1 Body of pancreas

C25.2 Tail of pancreas

C25.3 Pancreatic duct

C25.4 Islets of Langerhans

C25.7 Other specified parts of pancreas
C25.8 Overlapping lesion of pancreas
C25.9 Pancreas, NOS

91



92



T 0 g RF) S LR
SSF1 Pr—
oLk CEA R E 78 § )  001-988,999

Carcinoembryonic Antigen(CEA) Lab Value
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Carcinoembryonic Antigen(CEA) : Lab Value vs.
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-
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988 ZIRT S
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Carbohydrate Antigen 19-9
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hpe B F RAR 0 PRIt E 0 B s 5988 o
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000 0.0 U/ml -

001 =0.2U/ml -

002-979 | 0.2-97.9 U/ml -

980 98.0-99.9 U/ml -

981 100.0-199.9 U/ml -
982 200.0-299.9 U/ml -
983 300.0-399.9 U/ml -
984 400.0-499.9 U/ml -
985 500.0-599.9 U/ml -
986 600.0-699.9 U/ml -
987 700.0-799.9 U/ml -
088 FAEH o B g AKARD R R E -
989 800.0-899.9 U/ml -
990 900.0-999.9 U/ml -
991 1000.0-1999.9 U/ml -
992 2000.0-2999.9 U/ml -
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Ki-67
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s HORAY S0 A o5 (Neuroendocrine tumor » NET) 13 % s JL4F 4 #1 4 if] Ki-67 2 i % -
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* FREFLEESSUFRHE  MFEEFE-
o FURIMARL P R e AR R @ P R R JRH BB RS
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001-100 | & p LR £ Ki-6747p & vt o
088 FAEF o
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Mitotic Count
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3#.111%#?, 3l

o AEN LREZ _':1#« A i % 8150-8153, 8155-8156, 8158, 8240-8242, 8249, 8683 » 2t F it i %
A i PR S #% 988 o

o AR AR b S At S (mitotic rate) > & 10 B % BARTY (HPF) ¢ 5 ke A
RN EE F R B AR EE IR -

o HHET A NEE S PRI L A s/ i (grade) - T S B2 G 5 A R
F) > %45 110 ~ 120 ~ 130 -

* FREAFL L& AL AN R E R o R E R gy BT A

o A E wm EINR S Dy

© FAERXIMNE TR PRAE R P REFE L BEFL -

—

S5 TR

000 0 of mitoses per 10 HPF -
001 1 of mitoses per 10 HPF -
002 2 of mitoses per 10 HPF -
003 3 of mitoses per 10 HPF -
004 4 of mitoses per 10 HPF -
005 5 of mitoses per 10 HPF -
006 6 of mitoses per 10 HPF -
007 7 of mitoses per 10 HPF -
008 8 of mitoses per 10 HPF -
009 9 of mitoses per 10 HPF -
010 10 of mitoses per 10 HPF -
011 11 of mitoses per 10 HPF -
012 12 of mitoses per 10 HPF -
013 13 of mitoses per 10 HPF -
014 14 of mitoses per 10 HPF -
015 15 of mitoses per 10 HPF -
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017 17 of mitoses per 10 HPF -
018 18 of mitoses per 10 HPF -
019 19 of mitoses per 10 HPF -
020 20 of mitoses per 10 HPF -
021 > 21 of mitoses per 10 HPF -
110 <2 of mitoses per 10 HPF (Grade 1) -
120 2-20 of mitoses per 10 HPF (Grade 2) -
130 >20 of mitoses per 10 HPF (Grade 3) -
988 EIET B
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Glycated Hemoglobin (HbA1c)
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01 0.1%

02-94 0.2-9.4%

95 9.5-9.9%

96 10.0-10.9%

97 11.0-11.9%

98 >12.0%
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o A BRAERE P B RHRE S E BRRR L o

999 PR R e
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S5 % b

099 2022/1/23 Admission Note
Present IlIness: This is a 54 y/o female without specific past medical history. At TSGH, the
CT image showed a 2.4cm mass at pancreatic head with double duct sign; T2NOMO. The
biopsy report showed moderately differentiated adenocarcinoma. Under the impression of
pancreatic cancer, she was admitted for whipple procedure.

Past History: nil * -‘Iﬁﬁfﬁ“ * 3 HbAlc #% e -

162 Bk p WAoRE 0 3 A B 2021/3/15CTHF & it # = w4 » 2021/3/1975 3 Fa
R o & R R 2020/10/284% - i ¢ F 5 6.7% 5 2021/1/214% 1 5 4 & G 6.2% ;
2021/06/04%% - v ¢ % % 6.0%

185 B 3 F1HE Ao & BP0 6 B B 2021/1/4 3 5 5 SRALT>600 » 34 {7 7L 042 5 i
IHD,CBD and pancreatic duct dilatation » =z 8 A foiE - # TG o * it 7 A+P
CT+EUS: 1.biliary dilatation CBD and mild pancreatic duct dilatation. 2.peri-ampullary
lesion, pathology: pancreatic adenocarcinoma - 2021/1/21:& {= &+ j#=Whipple procedure -
J fit ke #HbALc (%): 8.5(2021/01/07) - 8.4(2021/01/20) - 6.8(2021/04/14) - 6.7(2021/5/14) -

069 20211215*+ *t FCT#z 3 pancreatic cancer with ometum metas » *F Feiz 3 45 i HbALcH:
P 77 & 4e DMy € 0 202112204 3 A fx > 20211222 S HbAIC © 6.9 - *+20211223
biopsy : adencarcinoma » 20220105 start chemotherapy > & B fif fo > #4535 4 3
DM:}% g o
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Lung

C34.0-C34.3, C34.8-C34.9
C34.0 Main bronchus

C34.1 Upper lobe, lung

C34.2 Middle lobe, lung

C34.3 Lower lobe, lung

C34.8 Overlapping lesion of lung
C34.9 Lung, NOS
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Separate Tumor Nodules / Ipsilateral Lung
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Visceral Pleural Invasion (VPI)/ Elastic Layer
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Malignant Pleural Effusion
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Sampling or Dissection of Mediastinal Lymph

Nodes (N2 Nodes)
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qr‘g' /%]—}\ L’!‘JQ '}\
A FAL

B3
. REMEF

AR S A

0 S ] D Z’ﬁt'fﬁ
o EWEBXL |
o .laal“’ s HPN2 2 Ja 3 3R 1 %

e By ez

ORGSR B

%?Fi"

KE BB

w Fe ”fﬁ }E'Pﬁ R REINETE

% R % B HURE

LR TRAR S S
7] %245 % 000 -

LY BIE e Fiop (ST AR S
A0 FEMT B AER

WEF o RIS 5 988

ORIV T BT BB il o doT

HTELSTR M BER L

Level 2 Upper paratracheal nodes

Level 4 Lower paratracheal nodes

Level 3a, 3p 3a:Prevascular nodes
3p:Retrotracheal nodes

Level 5 (Lt) Subaortic nodes

Level 6 (Lt) Para-aortic nodes (Ascending aorta or phrenic)

Level 7 Subcarinal nodes

Level 8 Paraesophageal nodes (Below carina)

Level 9 Pulmonary ligament nodes

7% TR

000 BT ROREM T BBk B B

001 Ptk 2 Brig SOR VA T J'll[%w_%,_ o

002 Ptk e B RURIEH T B2 B R -

003 Peik 8N rm%‘ﬁvﬁe“’)"# TREI3IPIE o

004 Pk B SOREM T B 4B o

005 Pt e BRGEAURIEHM T B OB IR -

006 Pofh N BF GOR A T R 6 B o

007 PR e BRGAURIEM T BT B R -

008 Pk B BRGFEORIEH T B 8B R o
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kY TR
988 B e
e | ¥z % g (ICD-0-3 M-8041, 8042-8045) -
© AEFRFEINEEEI L
999 . :}ﬁa)ﬁ%gaﬁﬁzgio
* FRFRIREHT BPRS T RREAP o
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SSF 6 WeER 3
EGFR # F1 % % A5 B 1 AAA-UXX,VVV,XXX,ZZZ,
999

EGFR (Epidermal Growth Factor Receptor ) Gene

Mutati
utation BE B 8.6

2 pcat -
o4 EGFR R .5 % » MFR B B R & ¥ i fuR oL ¢ R ILR RIS Aok

fed B e
PO R B R T R RUR B ok o FRR IR TS S aa iR
TR L F

Yo dp 3! ¢

o AFUHECGFRAFIATE X% P HRAFIRBERFHREEFSF LT 5L -

o WY RPDHFTHECFREKEE I FAHBR AR ERF LIS PR E o

. %bfl?#EGFRLf)ﬁiﬁﬁﬁ‘w%%{ﬁ”%‘)ﬁiff“‘“ﬁ’é’f"’ o F!’J7F“'.3M%°

e MHELRIB o d I A BFESF-BRR - FHEREF AR -

s FHLUFR-BRE OME TF BN > ¥ \;E%EJ%PW;’E REE XA FAREF

W A AR %ﬁ’ﬁﬁﬁ¢ﬂ1\um¢$ 8B Sk o

w4l © 3% 4 % 5 Exon 19 deletion— f& % % £2Exon 21 L858R R % » %m#§ = ABX -
wl4e2 o 3R 4 4 5 Exon 20 insertion f& R % £ Exon 21 L861Q % % » %#g 5 EEH -

e EGFRAFIZ %% X » 4o+ £ !

&
®

TR

EGFRZ F1# 2% % Exon 19 deletion® % (¢ 3 % fésubtypes) -

EGFR A Fl# 5 5 Exon 21 L858R % %

EGFR # F14#& % = Exon 18 E709 % % (|4 : E709A ~ E709G ~ E709V) -
EGFR & F]#& % = Exon 18 G719 % % (&4 : G719A ~ G719C ~ G719S) -
EGFR# 1tk % 5 Exon 20 insertion % % (¢ 7 % fésubtypes) e

EGFRZ )4 5% = Exon 20 S7681 % % -

EGFRZ )4 % = Exon 20 T7T90M % % -

EGFR A F1# 5 5 Exon 21 L861% %

EGFRA Fl# ok 5 H s BER B (X 730 it & 52 =8E) o
EGFRAFI#% %57 2% > LAKEPBIERE

EGFRA Flte % = & R % ©

7 i TEGFRA Flie sk - 2 &% &2 13 -

N X <|IClZI@omMmMmo|O|w|>
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ks | TR

999 | # avif % 7 EGFRA TR %% -

c 7 EGFR;&W?&%%&%igg@ e FFEARREL A BRALT G R
s Xy teE
)

Sk | R

EXX | Aninsertion in exon 20 of EGFR is identified.

ABX | EGFR# 1tk 5% % % I ¥ § Exon 19 deletion— f& % % 22 Exon 21 L858R % % -

AXX | A deletion in exon 19 of EGFR is identified.

BGX | Codon 858 mutation (c.2573T>G, p.L858R) in exon 21 and codon 790 mutation
(c.2369C>T, p.T790M) in exon 20 of EGFR are identified.

UXX | Codon 757 mutation (K757R) in exon 19 of EGFR - (7 & # 2t 5 Exon 19 deletion)

UXX | EGFR# F]#: 2% % % 3 Exon 21} 7K846R % % o

BXX | 2018#5* # % % LUL cancer stage4B » 2018/05/31 Lung biopsy EGFR £ F1# % 2
Exon 21 L858R % % » Afatinib sine 2018/06/22 ; 2018/12/10 CT showed a new grow
tumor of LLL » 2018/12/18 Peripheral blood EGFR & #1# % % Exon 20 T790M %
% » osimertinib since 2019/01/09 -

AXX | 2018 1* # %7 4 Lung cancer stage4B » 2018/01/12 Lung biopsy EGFR # #1# 5%
Exon 19 deletion % % » Afatinib sine 2018/01/26 ; 2019/3/4 CT showed mediastinum
lymph nodes progression » 2019/04/08 lung rebiopsy & #1# 2% = Exon 19 deletion %
% % Exon 20 T790M % % - start osimertinib on 2019/5/16 -

VVV | IR 875 % 0 5 48 > 2P AP o8 iy SEEGFR(H) A 5 AR M e k47 £ -

XXX | » No mutation on exon 18-21 of EGFR is detected.

e EGFR mutation unfound.
777 | 7 £ TEGFRA Flie sk » 3R L fy it 5 &% H)3 o
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ALK A Fl@ =% % S #5 $= [# * 010,020,030,999

ALK (Anaplastic Lymphoma Kinase) Gene

Translocation
e A 8.7

W ékit
ALK REEE 0 N RRBER Y R PURE ISR LR BRI o

J2ék P e !
PR REER R B R bR B SRk E AR o

BB dn 3!

c AMFEEREGALKAFLT X% 2 HRAFIREHARGFERF LI RE -

© BHYEFEPPRETACALKATIRES S 2 A ARE KRG ERRAS T LR
© FRAALKZ GRFLBF AR BB ELRFRLHBW - B 7 505G

kY T &

010 ALKA Flie sk e % > F 2% o

020 ALKA s % » B R % -

030 7 FALKA Flie sk o v it % &k 25 o

999 e A A EFALKAFIR R % o
© FALKAFIR %KL Fho LREALREL > FOBRLTF R
. g gk -
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= @;;]U% o B %85 = [#] + 000-007,988,999

Specific Component of Lung Adenocarcinoma

e i 5%l 1 8.8

2 pcat -
X -kl ’JTJ% BEomgex? > F e 7 s e 3] (micropapillary) ~ 7 4 A (solid) fr & % 3]
(cribriform) 3] i -

Jcék P et

M E AT A Ao R L R & TR R R R ST 4

$EL R BT RCE BB SR 2 ko

o5

o AMYFF AL RN fiié%-‘/%}‘l“iiiﬁ?é R ILAR 2 rde i 2 TR e S AR ] R MM F S R T
ﬁﬁﬁHH\ﬁﬁﬁ%ﬁﬁﬁﬁﬁﬁﬁ‘%%~w&@?w’% iR o W7%*°

o ZERALR M gﬁuﬁ"s(lnvaswe non-mucinous adenocarcinoma) . & 4| ik & 7 I #§ ° H‘](Iepldlc)
B]&,a 4] (acinar) ~ - &g 4| (papillary) ~ #%5* g8 4] (micropapillary) {= ¢ _%.if‘; | (s 0I|d) Ho Hﬁg e A
(acinar)s& & % & sk A (cribriform) & 45 & ’S‘f]L | (complex gland) 2 = » & "‘#f' RIS PA o

o FAlfL A > K& 7 Hcs e Al (micropapillary) ~ F %24 (solid)
(complex gland)iz = f& 3] f& » &S 5 000 o

o FARE AP A s g A (micropapillary) & %2 3] (solid) A Ak ik (%) § E & HAtER L ¢ gy
e 7L PEFEET M-

o FMBAE W E 7 st g Al (micropapillary) © S8 50015 e 7@ 4 ‘(SO|Id) ﬁﬁ% %002 ;
LRGN ](crlbrlform)* i & ’?;]L | (complex gland) » % %% % 004 & 5 *

TR Wm0 FR e £ ke o BlAei B e %‘ voow ’z‘i#&%’“:ﬁi‘l
(micropapillary) ~ 5 &8 2] (solid){- & 3| (cribriform) = % % § - R| %% 5 007 -

o AFEFAHLYEFRSLFYHFRETA ﬂJ" S IR e

e FBEZRITE > KW 588

e & I % 2L % invasive non-mucinous adenocarcinoma » & % #% 5 988 o

o FHEEWARLFL AT BB 988 -

3 (cribriform)/4g & 53

S 7 TR

000 A s A ¢ 7 #cst g8 3] (micropapillary) ~ 4§ 44 (solid)f- & i 4 (cribriform) -

001 oA L & 7 e 28 3] (micropapillary) o

002 "% i e 7 @ 487 (solid) -

003 R AL & 5 MTE J_ig] (micropapillary) - 42 3] (solid) -

004 %Al i ¢ 7 & sk Al (cribriform)/4F & %7 3] (complex gland)

005 g A Bk ¢ 7 Mk :r £¢ 4| (micropapillary) 4= & ;& 4] (cribriform)/ 4§ & ’ijl 4] (complex
gland) -
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kY K
006 5540 fi ¢ ¢ 5 &8 3] (solid)fw & % 7] (cribriform)/4F £ %7 4] (complex gland)
007 R A R ¢ 7 Aicst 28 4] (micropapillary) ~ 5 4 4] (solid) & 4 4] (cribriform)/3g & ’ijli‘t‘l
(complex gland) -
988 EIRT B
o R
« 2t invasive non-mucinous adenocarcinoma % % -
o BEHeNUNBRBFKT EARTR -
o AEX RPN fiié%}'ktiﬁfr CERFNRERF A TREBINCEHN T HLRS -
999 o REATISE
v

Yo Eald!

005 Lung, right lower lobe, lobectomy - Adenocarcinoma, micropapillary predominant.
Histologic type: adenocarcinoma, micropapillary predominant. Histologic pattern:
micropapillary (50%), acinar (45%, with 20% cribriform), papillary (5%).

Cell type: non-mucinous tumor cells.

988 Lung (RB4) biopsy DX: invasive non-mucinous adenocarcinoma, MICRO D:
adenocarcinoma growing in solid and acinar pattern.

988 Lung (RUL) ,biopsy DX: adenocarcinoma, MICRO D: Sections show tumor cells
arranged in solid and focal cribriform patterns.

988 Lung (RUL) , biopsy DX: adenocarcinoma, MICRO D: moderately differentiated
adenocarcinoma in acinar pattern.

001 Lung (right upper lobe) lobectomy DX: lepidic predominant adenocarcinoma, pT1cNO,
MICRO D: adenocarcinoma with lepidic (60%), acinar (30%), and micropapillary (10%)
growth patterns.

988 Lung (right upper lobe) lobectomy DX: Mixed invasive mucinous and non-mucinous
adenocarcinoma, pT1bNO, MICRO D: Mixed mucinous (40%) and non-mucinous
adenocarcinoma with lepidic (bronchioloalveolar) (55%) and solid (5%) growth patterns.

988 ¥ f7 %75 RLL lung cancer, cT2aN2Mlc » #:& (74 = %7 ¥ » p324E 4 Lymph
node (RS10) biopsy: metastatic adenocarcinoma -

001 2021# 3" Z %15 Lung cancer, cT3N2MO stage 3B > 2021/3/11 Lung (RUL) biopsy DX:

adenocarcinoma, MICRO D: adenocarcinoma growing in an acinar pattern » >+ 2021/4/12
-5/24 %< CCRTin > Flpmfize 2021/08/25 4147 Lung (right upper lobe)
lobectomy, DX: papillary predominant adenocarcinoma, ypT1cNO, MICRO D:
adenocarcinoma with lepidic (10%), acinar (35%), papillary (45%), and micropapillary
(10%) growth patterns -
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B

H b

988

2021# 1" #%r 5 Lung cancer, cTAN3M1c stage 4B » 2021/1/20 Vertebra and epidural

space (L3) excision: metastatic adenocarcinoma, IHC: pulmonary origin

adenocarcinoma - Afatinib sine 2021/2/9 ; 2021/10/15 F155 & 1 417 Lung (left upper
lobe) biopsy, DX: adenocarcinoma, MICRO D: poorly differentiated adenocarcinoma in
solid and lepidic growth patterns -

000

Lung, left upper lobe, wedge resection - Non-mucinous minimally invasive
adenocarcinoma, pT1miNO. MICRO D: Histology: adenocarcinoma with lepidic (90%)
and acinar (10%) growth patterns.
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SSF9 e
e %% # § : 002-021,988,999

Tumor Nodules

e F 5 8.9

2 pcat -
PRI B % 0-2 JF R B K

I<ék P N

(65 R o vk BTAL (53R 4h o

Yo dp 3! ¢

o HEIWHIFIMEZY FLIEL AP

o FREFNRIFIFYEIF- RFIET
o zl\ﬁ}“ff_uj, 7L
988 -
. ll}i.%p}% |
. *WWAwudﬁfhﬁi’“@ﬁfr

° I; _)Fu%" ]‘F,D

lﬁ%)ﬁaﬂiﬁ 4 2

> = =Ko

mJﬂ.FP

2R R
;f);ﬁ;mpg, %i\jxﬁgaﬁgi\:shwj h s %E B o
N %

FOREB U A F AN

F e oH I B 25 5 0-28 0 R SR

% TO (No evidence of primary tumor)z_ B % > & %5 % 988 -

Lo BT S R o

» B P RFORPE o PS5 988 -

002-020 | "z %p#c s 2-20 3 -
021 R Ap < Y 20 3p 0L ¢ oo
988 IR B
e TO (No evidence of primary tumor) i# % o
 ALBREPYUEF0-2HBR -
s AFRFIREER -
© WY Haprs
. zExs @ ;{[}%Ff’n?‘/’;; > B ﬁ sk ]:;‘Dﬁﬁﬁ,l o
999 PR AR S A
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D LR = A ) LR
B
2021/02/25 CT of Chest: multiple GGOs in Right lung - 2021/03/18 & {7 + jiv

e  Lung (right lower lobe) wedge resection, papillary predominant adenocarcinoma
(8260/3), pT1b(2)NO. Tumor A: 1.2cm and Tumor B: 0.8cm without visceral pleural
invasion

e Lung (right upper lobe) wedge resection, lepidic predominant adenocarcinoma
(8250/3), pT1aNO0, tumor 0.6cm without visceral pleural invasion

PR ASEERSTRALP|Z ¥ 3F 5 7 & ¢

002 % — 4 i Rule M7¥ #F C343/1(RLL), pT1b(2)NO -

988 % - 4 RuleM6¥ # C341/1(RUL), pT1aNoO -
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59

Breast

C50.0-C50.6, C50.8-C50.9
C50.0 Nipple

C50.1 Central portion of breast
C50.2 Upper-inner quadrant of breast
C50.3 Lower-inner quadrant of breast
C50.4 Upper-outer quadrant of breast
C50.5 Lower-outer quadrant of breast
C50.6 Axillary Tail of breast

C50.8 Overlapping lesion of breast
C50.9 Breast, NOS
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R e S R A

SSF 1 WeER 3
B ek 25 MR (ERA) 45 # I © 000-100,110-111,120-121,888,988,

999,100-199,S00-S99,W00-W99

Estrogen Receptor Assay

e E A8l

W st -
h B R REI L TR AR R RIS

e 32 g i
e 5 B e R R R TR L dy e

-1

AMF TR G REAEL A 0 R
F 0 S 5 988 -
RAIY - BEE A% - BORIEAPERE - - SRkt § R B RSB EFLRE LR
Flit g BRGERKRSR S : SHBEE o €453 BE AT ;’ri%g%‘fi Bej oot~ B & Mo e
P A RS fE S 2 Y 0 A B S ERF vt ) 2 Allred IHC score - 3-ik 47;:}}%12:#’12% Hrde I e
KA %2
ERF s bl = 8 » B/ = X w3 4o !
* % - 4 4 intensity of staining: S (Strong) - | (Intermediate or Moderate) - W (Weak)
YA E| A A WL BN+ 3 A
*  H- ~ZHENEAERF BB
o GldellopIARL KR 0 AT(F ¢ )R G 100% RS G SO0 -
© B2 pESFLKHHESH L AR(R I )RR S 1% RIS S WOL -
* FRENFRLAENTRE Y FABE o MESET L ERF BB e
Allred score = 7§ » Mg d = I - 3P 4T
e Allred score % 3t %05 & 4 #ic(intensity score » 0-3)¥2 ‘w2 b (] 4 Hc(proportion
score > 0-5) A F 4r BT R 2 HelE  F e A B 0-2AR G IR S o B 3-8 ARG
M4 o
* % - B A ELA R (intensity) 0 ik H % & A W/4E 4% S (Strong=3) ~
| (Intermediate=2) ~ W (Weak=1) ~ 0 (& 31 5.=0) 4 %] X £ 38 ~ ¥ ~ 334 ~ m 5L o
o % ~Z %N & el bi(proportion) o & H B4 ke e b i) (positive cell %)+ T Lo
BB e (AT R ABA
©  Bldrl:opIR4R 2 4y it 5 ERAllred Score=8 (3+5) » 1 % — £ 2 3 b S~ &
I NZHE %D %G s 84
©  Bl4r 2 pILsF 4 4 it 5 Estrogen receptor: estimated proportion of tumor cells
score 0, average intensity of positive tumor cells score 0, Allred score = 0 P'] 4 /5
% 000 -

h

EpILAR 2 T 0 @ £ 0ncotype % it (7 ER# i)
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R RS SR

F R A A E R Allred score » & 2 8 408 U558 B 22 fmie b B4 diepE o iR T
| R R S kS -

e Allred Score=0 > %#5% % 000 » [£ 4+ o

e Allred Score=1-2 > %% % 120> I > ER F it 52 B o

e Allred Score=3-8 » %% 5 110> 4+ > ER & 5+t &% B o

o N AEHS S R T RS R RS F - SR D8 F o RN Y 8

PR P A

@@”m“kgfﬁ”“%ﬂﬁfﬁﬂg’%iﬁbf‘)% Hoin 0§ RRR A AR
P PR 4R R EcE o
e BEE G R IR e A IR R IR L B R I B S S R4 0 4 R
WA PRI R SRS I EKE -
FOBEBRAEL  BAESHBEELEY c FHLBERMT ERF Y
Bl Z fp it BB/ EPE > PIIR LI ER F R B o
I3 ERF Jiuit )2 Allred scoredp 2 & > L& B4R 2 B % o FHR 2
P pE o BB REAERE B B o
gﬁwﬁﬁpﬁﬁ“@%’%*’??’ﬁ%ﬁﬁﬁwﬂéﬁ’uiw”%&%%
ERE
5 55

ik

% 1p

e TR A o TR 4 2 Bl
SaprET LH - B BEo %
BeF vt GlIRE 2 ok B -
FARE SR TR P RAY 0 R Y RILR L 2 B B o

FWH PR AT F 5 OHET AL E S BT F B bl B RS S
Bk

SRR A G BT A0 sk o BB A

e BAWEMWILRBR - BERVE SRV ORREE S L FEDEioR T 2 KE > PIFEL
L R R AR Y 2 B AR R M% L1110 b 5 121 ¢

e TR ERILRTZEEIEME  pREZ = B AS 5 888 ¢

* R BFEREERALELHML S *H&m%’ﬂ N R SRRy

. ?1]% DAL b ez F RN G R R R E E

* ¥ intensity of staining 12 ¥ B 45 it (G40 ® -5 %) > RI4E & intensity of staining #.% # -

©  4p 4 intensity of staining EA¥ > LEREF ot B SHIAR L L BA S R RIS B
H intensity of staining & o

ER £ B+ b

Sk T

000 ER 0% o

001-100 e fmTEAR L ERE et bl A R(L )RR AP F o
S00-S99 54 % ER F st b o

100-199 ¢ 42 ERF 6] o

WO00-W99 | 334 2 ER F i+t 6]
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Bt TS R

Allred score

0 0 None

w 1 Weak

I 2 Intermediate
S 3 Strong

00 0 0%

120 1 <1%

06 2 1-10%
22 3 11-33%
49 4 34-66%
84 5 =67%

. e > et (]2 oo
10 *  Allred score &4 3 3-8 » » A P 5+ Intensity 2 Positive cell -
111 Wy o Ep oty S
120 e e

e ERF BRI H<I%(F#HLF % A)-

e ERF B GIAP T o

e W& 5 ER()-

e Allred score ¥4 it 1-2 & » A P 5+ Intensity 2 Positive cell - -
121 W o Ep o Rt iy S .
888 WML nlcEd IAEE B
988 FAEHE o

« 12 Oncotype % i& {7 ER &kl 4 -

*  Phyllodes tumors (ICD-0O-3 M-9020) -

»  Sarcoma (ICD-O-3 M-8800-8936, 8940-9136, 9141-9582) -
999 P FERBIEFIHGE

. )%/ﬁ‘%;‘a Lo

o Ak o
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R e S R A

B

Yok * b

888 BE2Nphm > P A LEREME  AFESDELCE LR 2 &K R
Feu vk o piTie 2 pIEAFE S L ERBB P 25% -

005 ER positive < 5% -

095 ER positive > 95% -

010 HILr B 4FE ER B G 5-10% o

S98 PRFL 2 ERE S wE > ERI8Y% -

Wo01 PRIFL 2 HERHE 534 ER1% -

W85 F o B 5230 7 B < core biopsy 0 g 324 2 45 i IHC study: ER: positive , 85% of
tumor cells are weak positive ; 3 I ¢ 3F % Fe #] %)% F1& 4 £ £ £ X core
biopsy > J5324F £ + 45 i IHC study: ER: positive , 70% of tumor cells are strong
positive.

185 F R 1B 5830 v B < core biopsy 0 % 324 2 45 i IHC study: ER: positive , 85% of
tumor cells are weak to moderate positive.{s T ¢ #F FIRFIF R FlE YRR AER
core biopsy - J53Z3F £ F 45 i IHC study: ER: positive , 70% of tumor cells are strong
positive.

S84 5L B 1 % o5 TL4% 4 49 i Estrogen receptor: positive, estimated proportion of tumor
cells score 5, average intensity of positive tumor cells score 3, Allred score = 8

000 B P pEFL ks ERO% > 328 £ fnfk (s RS mEFL H it 5 ER

Negative o
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988,999,100-199,S00-S99,W00-W99
Progesterone Receptor Assay

B B 8.2

W st -
B R RIS iR R MR AR WL B o

e 32 g i
e 5 B e R R R TR L dy e

YoFGdp 3l -
e AFEFHBUBEELLIL FR
F 0 S 5 988 -
i BBl > BERY €% fﬁﬁﬂ.ﬁ%‘é%%ﬂk SPRIE - - BfpAk t € BB ERDBERELEFT R
Fltf BRAPRESRS R SHBEF > 407 BRAFEFT L B on s Bo) F fahing o
o WA A S 4 U 5 PRE Y B & Allred score - gik o ILAR 2 frds i e 5
oo
* PREBWHEZB MBI @R 40T !
* % - 4 4 intensity of staining: S (Strong) - | (Intermediate or Moderate) ~ W (Weak)
R 3 LA - A
* K- ~ZHALPRE RV
o GldellopIARL KR 0 AT(F ¢ )R G 100% RS G SO0 -
© bHr2t pEAEERHFELHBR 0 AR(FI)EAS 1% PGS S WOL -
* FREFLANTRE Y FLBG o RESRER L PRE B2 B e
e Allredscore: = 7% » B8 = 3 3P 40T @
e Allred score % 3t %05 & 4 #ic(intensity score » 0-3)¥2 ‘w2 b (] 4 Hc(proportion
score > 0-5) A F 4r BT R 2 HelE  F e A B 0-2AR G IR S o B 3-8 ARG
M4 o
* % - B A ELA R (intensity) 0 ik H % & A W/4E 4% S (Strong=3) ~
| (Intermediate=2) ~ W (Weak=1) ~ 0 (& 31 5.=0) 4 %] i* £ 38 ~ ¥ ~ 334 ~ m 5o o
o % ~Z %N & el bi(proportion) o & H B4 ke e b i) (positive cell %)+ T Lo
BT IE E e R TR RS A o
©  bl4cl:pIARL 5 it 5 PRAllred Score=8 (3+5) » A1 % - 7B ik 3 kb S~ %
I NZHE %D %G s 84
©  Bl4e 2 pILsF 4 45 it 5 Progesterone receptor: estimated proportion of tumor
cells score 0, average intensity of positive tumor cells score 0, Allred score = 0> }]
Sm#g 5 000 -

h

Eg T AR 4 F > @ ru0oncotype k & 7 PR iRl

125



RE RS R

*  FRAFTAEL R Allred score > & iz (7 mie 1t G 2L R A R 0 B R T
7 P Sk e
e Allred Score=0 > %#5% % 000 » [£ 4+ o
e Allred Score=1-2 > %% % 120> &1 > PR & B )% P o
» Allred Score=3-8 » %% 5 110> s+ > PR F B\ 6|2 PP o
e NMIAHKES AT RBEUT HRBRBAES D ¥ - BIEWE B ¥ ZLEAT R Z 8L

RS R LA

},%r’? MRy RRHE R CHBF > BALESEER B2 E8E > § ERBA IR
P PR 4R R EcE o
o pel 5 R It fed 45 30 R T IL3F PE o LR Rz BE G S kIR 0§ R
BN A BRI 0 BlAE SRS IV EKE o
7S BEREARL BARFSEBPELES - FRL LSRG PRE B 52
o B MEE > Bl BLIFEEPRE B 5
e pF 5 PRA &t 5] 2 Allred IHC scoredp 4 p% » iR A fE - H B AR 2 % 5% - B4R 2 2
SApkpF o BB AEEPRE Bt B o
FHIERBY CHE- R 2 B2 %7 S PBHE A VL J‘J.i,?,fﬁ-‘l?l‘,%},%vgfgfs
FYEi
K

Ritad

B % B RE AR B IAR S 2 ki

SaprET LH - B BEo % Wﬁﬁﬁw?ﬁﬁﬁﬁﬁ”%ﬁﬁ’mﬁi%
ek R Gl 2 ek B o

FABS SR Wr SR A 0 R P RILAR L 2 iR e

s FWRTERLZDEMRLEBE RMBELRDORPESLIA FEDELR T LK
B0 RIF &S T hm IR L 2 HolE o AR I LS 5 111 IA 1R G 121

o EFmEPLBRT BB LM SRS BELHBEE B¥%E L 888 -

c P BRERIRSRAELIEME WA HER > PIE R RKELE R -

* FREFL L L F B HINHERE 0 BESHERRE -

* % intensity of staining 14 % B 4 i (G]4c® -3 %) - R4 & intensity of staining R

. #ﬁfsrmtensny of staining . » LFBF ot b F FupILAE L G RA 0 RIS A
H intensity of staining & o

PR 5 i+ b

Yakh &

000 PR 0% -

001-100 P REEFL PRE B )0 @ L R(RE)AEAP T o
S00-S99 B E PRE BB o

100-199 ¥ AE PR K Do

WO00-W99 |34 % PR &~ gt i o
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Bt TS R

Allred score

0 0 None

w 1 Weak

I 2 Intermediate
S 3 Strong

00 0 0%

120 1 <1%

06 2 1-10%
22 3 11-33%
49 4 34-66%
84 5 =67%

. e > et (]2 oo
10 *  Allred score &4 i 3-8 » » A P 5+ Intensity 2 Positive cell -
111 Wy o Fp o Rty S
120 R o

e PRF et 5|<1% (3 %L d 5w R) -

e PRF BaMHIAP T o

e &7 5 PR(-) -

e Allred score 4 it 1-2 4 » A P 5= Intensity 2 Positive cell -
121 W o Fp e Rt ey S .
888 WML B IAEE B
988 FAEHE o

12 Oncotype % i {7 PR iRl

*  Phyllodes tumors (ICD-0-3 M-9020) -

»  Sarcoma (ICD-O-3 M-8800-8936, 8940-9136, 9141-9582) -
999 P FERBIEFHGE

. )%/ﬁ‘%;‘a Lo

o Ak o
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R e S R A

B

Yok % ol

888 BRI RT P A S PRIFIL > LFREHFEMFing o 2 BRIV
5L 5k o EIS 2 IR 5 PRI 25% ¢

005 PR positive < 5% -

095 PR positive > 95% -

010 HILr H4E 4 PR E 5 5-10% -

S98 PRFL2ZHEERTE %S > PRIB% -

Wo1 L2 Bt 5% 0 PR1% -

175 FU R B 5230 v B < core biopsy 0 Jm 34 2 4y i IHC study: PR:positive , 60% of
tumor cells are strong positive ; & 3 ¢ 3F FIRFIF R % % & £ =< core
biopsy - JzIZ3F £ 45 it IHC study: PR: positive , 75% of tumor cells are
intermediate positive.

175 FU o 1B 5230 v B < core biopsy v Jm 34 2 4y i IHC study: PR:positive , 60% of
tumor cells are strong positive.{s T ¢ 3F FIRFIF R F1Z 4 £ £ XK core
biopsy > J5324F £ + 45 i IHC study: PR: positive , 75% of tumor cells are morderate
to weak positive.

110 TR B R opILdE L 45 i PR 5 positive, Allred score=7 -

000 BEr P REFLRHEPRO%  FHX I Fskis NS HERLHE S PR

Negative °
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R e S R A

SSF 3 WeER 3
L RTY STRR P %75 # ) * 010,011,020,030,040,988,
990,999

Response to Neoadjuvant Therapy

e i 58 1 8.3

et -
REIMRBERE IR D ESISRE IR R -

Jcék P et
S AR A SR e X

Yo dp 3! ¢
o WHEFwRFRIPHFHENPFEAGERT - X p w0 BM R ST w s g 2 ot S 3
ey o LIERFEET T ¥ :}&L&frm" PR RE  — R R LR et 5 ik

B o
TPCRZ o 6 B F R i 2 kY TR BT KT TR ) i B h Bk
FRFFHRLEIN P REFEFL 2K EED BB BEHRTF LT FFTRRET R

i

P :;);51&75;; Ea F- S NL L T g%;‘.,]%-;é;;}%&:}%‘m:m#%@ﬂ °

bl4el t g o ILAE 2 4 it 5 Treatment effect (response to presurgical/neoadjuvant therapy):
(1) In the breast: Probable or definite response to presurgical therapy in the invasive
carcinoma.

(2) In the Lymph Nodes: No definite response to presurgical therapy in metastatic carcinoma.
FURE B 2 4k T S ¥tnoeadjuvant treatmentfy 2 # e 0 & i d o IRAR 2 gy i K] W
VEER L XD IV ER & Ak 2T SRR LS

)42 :ffs B B4~ 2 ¥rPFbreast SonosF £ f it MR~ -] 5 2.3 4 > noeadjuvant treatment
s £ HEZXMRM R o fi5is Iﬁsi‘"frﬁ $7 it 4cT :The size of invasive carcinoma: 3.5 cm.
Treatment effect (response to presurgical/neoadjuvant therapy): (1) In the breast: Probable or
definite response to presurgical therapy in the invasive carcinoma. (2) In the Lymph Nodes:
Probable or definite response to presurgical therapy in metastatic carcinoma - ¥Jnoeadjuvant
C/Tistumor size® « » &2 d JHILAR L 4y W 2w F1f 2 2 fre > B PRk 1§ ¥
Fr SR iE 2 fran s e oo

kY3 &

010 Clinical complete response(cCR) -

011 :JFGIE’.‘;”?;IL %z 7+ Pathological complete response(pCR) -
(No residual tumor ; no invasive component in breast tissue and lymph node - NO(i+) 7~ #
% PCR) °

020 Partial response(PR) ; Moderate response -
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R RS SR

kS K

030 Stable disease(SD) ; Minimal response o

040 Progressive disease(PD) ; Poor response ; No response o
988 FIEF o

o RFIFEFWEMERE
«  AMFIN

990 RS AR s R BARR AR HEP -
999 o FEFEHEBILR 0 RFRAP o

« R AEPA
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R e S R A

SSF 4 BER 3
FE M S kP %75 # ) : 000-089,988,996,999

No. of Sentinel Lymph Nodes Examined

e h 5 8.4

W sit -

eE B RARBI T S R Sk Rk

fedk B

LESEY TN i E

afBdp !
COREET LIRS L] R A T b
© AWEEERIAHTRRALTR AT ERT B R

Pl dE o s 55988 o
BT S S R B

B AP (BT A #2147 o
o EWREIHEHT ’l’ﬁlﬁ*a\iiﬁﬁ: /F,y\j\,mgf‘,, & 17 ol o

kG &K

000 P EEe T B e

001-089 | i=F "Fiw &2 vl Z = ¥ P 5~ o

988 IR B

996 s Rt EHKTBkE o ndkp AL
s EFEAANAWEMBT LB LREFLY APRHT Lo

999 G ERBIEFRE
o Ao

gl

Y S ‘;% B

001 SR B RBL B YT e B0 dR L f5 i 5 ¢ Sentinel lymph node, 17,
axillary, right, resection --- Metastatic |nf|Itrat|ng duct carcinoma (0/1) -

996 'R BEEITEHT EB4 H IR £ Fe i 5 ¢ Sentinel lymph node, "SN1",
axilla, left, permanent section of frozen specimen --- Unremarkable. No lymph tissue
find (5 32 te 1 & i = 2 %)

996 FPRBEREIWE KT .3‘5,3_9_.?%‘%%%% | @Iﬁii‘ﬁ% w it % Sentinel lymph node, "1",
axillary, right, resection --- Metastatic infiltrating duct carcinoma in soft tissue (;5 32
Wa M~ s i softtissue 7 Ak wie & )°) o
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Rl £ TS R

SSF 5 BWeER 3
BT BBk %% § ) © 000-089,988,996,999

No. of Sentinel Lymph Nodes Positive

e F A5 8.5

T gk -

B EAK R BN SERR

Jxékx P e :

Wk iR & T e R o

B dp 3 :

o AFLEHEBAEHT BREZTARBMRT BDELPFATIIN) B YT B2 R

E ’}‘7}7}:@’\35

ERHD RS R T SRR HD (RE A5 #2.15) -

o Fl E T %5 isolated tumor cell (ITCs) & §° P » J& %5 % 000 -
o RFRFEPTEHT BN CRLETERIR LT TSR B RAE 2 7 P A
Ty R e EHKT ﬁ;—szﬁiﬁ‘f v P % #5988 -

Yok &

000 e RpwWEHTRIERRE -
* T %5 isolated tumor cell (ITCs)& )= o
© FFFRFREAENT RPH RREHEL Y AFRHBT B A e

A E PR e R R o

001-089 R EREZ B RTS8 p E o

988 FAEF o

996 . @ﬁj%?ﬂﬁ#wﬁﬁﬁﬁmﬂ’ﬁﬁglio
. %”%Eﬂ?ﬁ? PEABHT Pk HIEFL P AFRHT Befo LR

AR R e )0 o

999 c FFEAEHTRAT IR
ey

B

S5 * v

000 R RS BT B ERPR I;s 1@ 3R 2 f5 it % @ Sentinel lymph node, "1",
axillary, right, resection --- Metastatic mﬁltratmg duct carcinoma (0/1) -

000 TR B kAR B kT BBk 0 HopIZap L gk 50 Sentinel lymph node, "SN1",
axilla, left, permanent section of frozen specimen --- Unremarkable. No lymph tissue
find (5 32 te 10 2 i = 2 e 5)

996 PR BRRLASE NS SR HopILAr £ 45 iE 5 ¢ Sentinel lymph node, "1,
axillary, right, resection --- Metastatic |nf|Itrat|ng duct carcinoma in soft tissue (732
WM~ Fes o i softtissue 3 A wie &) o
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R e S R A

SSF 6 WeER 3
Nottingham & BR &4 #ic/ 5k %5 # ) : 030,040,050,060,070,080,090,

110,120,130,999

Nottingham or Bloom-Richardson(BR)
Score/Grade

e I 55 1 8.6

375

33l

BFIRX # % modified Bloom-Richardson - Scarff-Bloom-Richardson ~ SBR 4 % - BR 4 & ~
Elston-Ellis modification of Bloom Richardson score ~ the Nottingham modification of Bloom
Richardson score ~ Nottingham-Tenovus ~ # Nottingham 4 ‘& o

Fe g erhRg B0 i 7 0T R R 1 (a) Bloom-Richardson score3-9 (b) Bloom Richardson
% %% (low - intermediate - high) -

BR 14 &%@{3-94\ o A D FIPR R RS R 2 e R e A R (T e
A B N T A B s R e A BRI R TR e 1 0 S A0 e A B o TR 4
Bk ;uj H c‘ - % % (low - intermediate » high)m % ¥ #k3 > 7 & FB#TE 3 prigfg &
A da (=

FRERL L EE AR TR L PSR G E -

B R RBREA R

Bhk3 LLS wERISR(2 2D KEREISR) > BlEY (5% 7 BR scoremfs » 7 #
* £ ks 2. BR score °

S F5 K

030 KA

040 4 5 o

050 54 o

060 6 & o

070 A

080 8 & o

090 94 -

110 Low Grade » BR grade 1 -
120 Medium Grade > BR grade 2 -
130 High Grade - BR grade 3 -
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PR L ILE L A ERE I 3

988 A e
*  Sarcoma (ICD-O-3 M-8800-8936, 8940-9136, 9141-9582) -
«  Phyllodes tumor (ICD-O-3 M-9020) -

° },%! fi[% o
999 o i BRgrade 7~ & BR score -
° 7‘ 33’— o

° }%)ﬁ'%gz—:;\‘ o
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R e S R A

SSF7 LR 3
HER2 £ % &3 ' £ 6o} Bl %75 # ) * 100-103,200-202,300-302,

_ 400-402,500-502,888,900-902,988,999
HER2 (Human Epidermal Growth Factor

R r 2) IHC Test Lab Val
eceptor 2) IHC Test Lab Value Bk BB 87

gt -
AR LB ._E'_ ok iv B x Arp| 18 HER2 2. F Sk #icie -

Jcék P eh
TR inRERELITE 'Z:‘JI)%»

YoRh 3
o MPFSHER2AA M F 2 ORRER S S RRRET g R we LF L ¥ e )
7 HER2/neu # %] & #c o
e Wk BEFRIEBRE EHFLPITAFINAETL > KRB -
e HER2%&L & '*‘F it B 4> % ¢ 7 ISH (In Situ Hybridization)2 IHC (immunohistochemistry) -
ISHF 2% #icie cnif L g B U FISH¥E B2 % 5 2 > CISH=x 2 » 5. 5 IHCH& Rl % -
Al %’IHC%&,EJ T5 L2+ % )@ Bers 5102 BAFERSFATE 7 FISHS 2 s &
BIAR 2 o F AR AFISHE H s & ppF > 4 7 % 5102 -
A R2: @ i 5 IHCHR BI% % 2 £FISH 2 i & P|pF > & ik 4 %5 101: 103 -
Plde B EREFES X FHRE - PIHCHR 23R ZHer2 (2+) > ¥ - IHCHR 447 % -
Her2 (1+)® & FISH¥&R| > J& s 5 101 -
* HIRIEUT i R A f&v"tﬂfﬁ%’r'
s EZERFBERTHETFRPIF BAFEERHLIEE FERFARRPIF 2T R
R R
o FRELG REINEES IV BT L P o RN B S b Ry 0 g RIS
W%’xlp»d‘ﬁ/? C R SRS IN B -
AR T RN oS I EE AR L F G H?}’ mEd* ISH F S#ici® > H gL A
w FISH#& P 2% 542 »CISH=x 2 » &1 5 IHC P2 % -
Glde : BERBINCBERBHT LE #%“* G —‘;]z v % HER2 35 % equivocal ; %
BHT %7 EEFISH&PIE & B 5 500 -
PLE-RFELBRFF P PARLE LG R IR b R R AR
k53 BAFEFISHKR RS % > CISHZ 22 > £ H & S IHCHKR Bl% % ©
R SH-RB2ZBREF FELRKER B ER&RE L L 0 BAEE&FISHER
BliE% > CISH=xz. » £ H=X S IHCHR BIE S -
© FAERXIMNE TR PRAE R P RIEF R L BEFL -
® i&xﬂgﬁ—/r)ﬁa"*ﬁ%\:‘ﬂ af’g‘f’}i’iw-ﬁ-‘aﬁ /{{‘H“l7",/f’-la‘-’ ’]‘ﬁ:%?wHER ngaf-é—'fiik‘
equivocal > JiEdE 45w F s w2 BB i iE o
o  FaHMIskwm HER2 ¥ % 5 151 ~ equivocal 42 Z w Sin ko AL » Jnk 2 Bl 5 15
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R e S R A

M R As 5 888 -

o EaEMnw HER2th5 5144 - equivocal &2 £ B T > o S BKiE LA
[ % equivocal » AR 3 5 4E 0 2 B R AE4FFISH #irl % % - CISH 2 » £ # 5 5 IHC
WRS S o Fink T s ikl R dp ke o BIR Y B RIS R TR o

e p 108 EA2 % > H HER2 5% 38 2 % &4k ISH (FISH/DISH/CISH)# Bl % % > k%
% 500-502 ; 35 ¢ 47 %% 5 200-202 ~ 300-302 # 400-402 -

YoF5 H

100 IHC, 0 (negative or score 0) -

101 IHC, 1+ (negative or score 1+) °

102 IHC, 2+ (equivocal or score 2+) -

103 IHC, 3+ (positive or score 3+) °

200 W 100-107 v Bxig* > p 108 TR 422 BXRAF* o

» CISH, negative -
» CISH, not amplified -

201 ¥ 100-107 2 ¥rE ki * > p 108 L¥TEA22 B X7 * o
» CISH, positive -
» CISH, amplified -

202 ¥ 100-107 2 ¥%rE ki * > p 108 L¥TEA22 B X7 * o
CISH, equivocal -
300 W 100-107 %7 kg > p 108 B %TEA22 B X7 * o

* FISH, negative -
* FISH, not amplified -

301 W 100-107 %7 kg > p 108 B %TEA22 B X7 * o
* FISH, positive -
* FISH, amplified -

302 W 100-107 ZérE Bxig* > p 108 %rEA22 BXAFH o
FISH, equivocal -

400 i 100-107 ZérE Bxig* > p 108 %A 422 BXRAFH o
Hv sk o Her2 A4t o

401 W 100-107 v Bkig* > p 108 LA 422 XA F* o
Hv sk Her2 5+ -

402 W 100-107 v Bkig* > p 108 LA A2 XA F* o
H v ¥ 5% » Her2 equivocal °

500 * ISH, negative -
* ISH, not amplified

501 * ISH, positive °
* ISH, amplified

502 ISH, equivocal -
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R e S R A

kY1 TR

888 o FHMILRKS HER2 e Ed Iafid 2 Bt o
o Awm EHILEwHHER2 5 0 e iR s HER2 #icim # 4 B i o

900 Her2 1444 » H ¥ &5 > N ?h g Bk = 58 72 36

901 Her2 I5 44 » H v g5k > 7\ & H‘fdfﬁ%" A

902 Her2 equivocal » H T # 5% = ;N & Pt B = 38 7 3o

988 3 r o
*  Phyllodes tumors (ICD-0-3 M-9020) -
e Sarcoma (ICD-0-3 M-8800-8936, 8940-9136, 9141-9582) -

999 s FpERBIETHG
« RED A
s RAF WwBl-

B b

kY * b

888 BENokm o PR A IHCH 6372 2 Her2 (1)) 7B v MV 808 » 2
R REAGEA S e BILF L 2 IHC G472 5 Her2 (34) -

100 BE>aFkmr 2 A IHC & 5382 5 Her2 (equivocal): &k 7 3% &0 4 1 58
oo 2 ERIAVERI Lok BIZEL 2 IHC R 4474 5 Her2(9) -

101 By Pk IHC 472 5 Her2 (2+) ) FISH(+) » 2 325433 25 5
EATRIZAE 2 2 IHC & A 4F 2 5 Her2 (1+) »

102 BERiG > P kh IHCH AR 5 Her2 (2+) -

300 BEARIO7T EZEE3 /oo P 4 IHC# 5384 2 Her2 (-) & Her2
(equivocal) » £ FiX W EMH L E 0 Rk 0 2 8L BX g s e o I TLAR
22 FISH¥ A4 2 %2 Her2(-) -

302 1!3“"“5& 107 2L %75 5 % 0 Jbz»)i%"’“‘f M s *T“Tﬁ:r }Iia 2 3r 2 2. IHC ¥ A 3F
4, Hm2@+)’@ﬁ§FBH%ﬁﬁiﬁ % EQUIVOCAL -

500 P& AK 108 # B %5 5V B > yp@? wr P e h IHC & A 3F 2 5 Her2 (-) 2« Her2
(equivocal) » & {745 0 Fll i B fr > 2 8L HEAVEILT 5 i LR
242 FISH# A3 2 % Her2(-)

502 B Ror AR 108 & LS R o R B BREAVR LS 5 2 kR AR 2 2 IHC g
%3R4 Her2 (2+) > i$ 4 FISH & & 47+ 5 EQUIVOCAL -

501 BEEF>PHRAEIHC KR A4 2 5 Her2 (2+) FISH(+) B %X w H M 05k 18 o

LREFVEES S iemIRdp 2 2 IHC g B4R 4 & Her2 (14) -
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R RS SR

SSF 8 WL 3
Paget S $f § ] © 988

e ¥ 5 5. 8.8
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Bf RS R

SSF 10 LR 3
Ki-67 %% # ) © 001-100,988,998,999
Ki-67

T % =55 8.10

W A
a1 kR IEAR & ik Rl KI-67 2 B % -

ek P el
FR R Rinh ek BT 2 kg -

P LA

AP TR G RIAEL Y R B i AR A o
"KI-67 sk 2 BclE P31 Bl e T o~ o
o B4l oBIZAE L et Kis67 3 14% > Hfs 5 014 ¢
© Blde 2 BILAR L e K67 3 8.6% ¢ %k 5 000 o
FORIR LT Skl R R R AR £
. 7ﬁ?ﬁ%ﬁ$%§*&%°
 RBHERTHTIRRAF BAFHZRFLEE D FRRERARRRFE > 2V LR
12 o i (B 4 4 o
PRl g RS e B N Cm IR AR 2 B o RN BE S b R 0 g ROE IS
r#\rpdﬁ/? » Pl S H 3N i dciE o
B 2B - RELBEET S PEL P R RIS b A B A
FHILAFEL SRS L .
%w@%ggﬁ—@%1%$¥éiiﬁﬁﬁﬁ JEdf&p ~ VB L BKE o
© FARILINSR TR PRAF R P REFE L BEFLS -
=N
A

o

© FREFLEESFSUFRHE R %%rﬁxr?
'F'}]% ggr,__ Lj%r'ﬂs—\’l,(—i‘s:éj—s’\‘!ﬂ F‘é’:

PIE Fikdp B Boim i (7 s o

kY21 )
001-100  [zz§ p3LaF £ Ki-67 cvf &1t o
7 1E * oo
* Phyllodes tumors (ICD-0-3 M-9020) -
988 e Sarcoma (ICD-0O-3 M-8800-8936, 8940-9136, 9141-9582) -
o ChE REFEGED g A RL R s g R R
998 F Sk RF AP o
o P EHAAZTHE -
999 ° A

ﬁ—‘ﬁ,};ﬁgﬁo

140



LR e ) L A

TR

Cervix Uteri

C53.0-C53.1, C53.8-C53.9
C53.0 Endocervix

C53.1 Exocervix

C53.8 Overlapping lesion of cervix
C53.9 Cervix uteri
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EINEH T TR

SSF 1 WL R 3
SCC #Lf 5 & %A% § ) * 001-988,999

Serum Squamous Cell Carcinoma Antigen
(SCC-Ag):Lab Value

W E 55 8.1

gkt

P HERREBENE R ET 3B ML F SCC-Ag ik F & -

J<ék P h

SCC-Ag #:% iz + § i fpic 7%k 2 {8 hE & F]+ o

LY -F ST

c APEFHUYEFRILFYEFRAKRK A BE NHRFREIRK I RRE

L E VAN L TR > B8 B T AL SAB

o iRPpT KRN Ny N NPT e LY R A #+SCC-Ag (™ng/ml 3 H )53 & > blde 1 5
R 3% ) N s FSCC-Agh# & 57 (ng/ml) - fi& 5070 -

e HAFi=SCC-AQtesk Bdw $£7 » T B3 /| #cBh{S — = ¥fg > »[4-SCC-Agie B & % 7 "F &
50.14 ng/ml > & %001 > £ 45k % % % =8 % 0.15 ng/ml > & %45002 - & &£ SCC-Agk %
H% 2P EEE 0 oS 3T001F 0 R T a‘@z *iE o %5001 > 5]4-SCC-Agh % & %
F = HciE 2 0.04 ng/ml > & %5001 -

* F B 4%# Riph G iR AN EfRES R G IGAEY R FPAERT- IRFE
=R

e FREAWHIRC GRLERT R L A RRRE > PSS 5088 -

o ERAE BB 0% o & B R 2 B % (M-Code §¢ 25 8050/3-8086/3, 8560/3) » 4r
F PR TR FE - R 5988 -

K-y 24 T &K
001 =0.1 ng/ml -
002-986 0.2 - 98.6 ng/ml -
987 =98.7 ng/ml -
988 R o
* FEHRITAE-
C R RTT I RASEALBRRLIRRREY
o LR B e R ALY &M iR E
999 COREREREE
* Atk o
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BRI ETFT T TER

SSF 2 LR 3
SCC #uk %% # ) * 010,020,030,988,999

Serum Squamous Cell Carcinoma Antigen

(SCC-Ag) : Lab Value vs. Normal Value

B i AE 8.2

W ékit
T T ER R BRI E KR T 3B P F SCC-Ag ek F En f EenL R oo
J2ék P e !

PRIWRBATEG I T EERISBIFLEALE o
FEH T w Bkl ; SCC-Ag & A e e AZRAPM - 80%11 F ha e B K 0 H
SCC-Ag EEIME ¥+ = o SCC-Ag "this B ¥ 7 M IF 5 jnf 222 J 18 Behy »adpthe

-1

SCCHLh th o i L& 45 B F LTl h » TR ALFERFRFYFLIE 07§ FH

T R TR (SRR o

s T TR TR T T 1 R

% RSCCH LR 2k Bk 1LiF § %k o

"‘*5‘3'“ FALY FFRG A FY EFRAKRR D A BRE N R FRESRA 2 RRE
EHENEREVHL T R R IR B UL st R R A

P %75 999 -

FREW RS SRLEE R P RS E 0 P %S 5988 -

I

© FBEABRELR SR A EfRE LA F Y R PRS- A R%RE
EER
© FIYFERBBENE RSHDIB PRGBS FSCC-AgE 0 45999 -
o mBAIE R BER e R S B UR 2 B % (M-Code 25 8050/3-8086/3, 8560/3) » 4r
FEHR R T T FE R RE988 -
Wil | LA
010 i % ¢hi F SCC-AQ fe ok 12/ % 01 4 {8 -
020 B % chi i SCC-Ag sk IS/ § & 5 & ¥ @ p o
030 i % ¢hi i SCC-AQ 5% 85 ol 85 7 FE B L& 142 o
988 Ag o
* FERRTE -
o RRE S PR R L BRSSO R -
o P BRBANE ARAEL AR E -
g9 | T PEAEEET
© ki i7i if SCC-Ag k5% -
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BeE AT S F R

+ ¥ W

Corpus Uteri; Uterus, NOS (excluding Placenta)
(Carcinoma of the endometrium and carcinosarcomas)
C54.0-C54.3, C54.8-C54.9, C55.9
(M-8000-8790,8950-8951,8980-8981)

C54.0 Isthmus uteri

C54.1 Endometrium

C54.2 Myometrium

C54.3 Fundus uteri

C54.8 Overlapping lesion of corpus uteri

C54.9 Corpus uteri

C55.9 Uterus, NOS

Corpus Uteri; Uterus, NOS (excluding Placenta)

(Adenosarcoma, Leiomyosarcomas and endometrial stromal sarcomas)

C54.0-C54.3, C54.8-C54.9, C55.9
(M-8800-8933,8934-8974,8982-9136,9141-9582)
C54.0 Isthmus uteri

C54.1 Endometrium

C54.2 Myometrium

C54.3 Fundus uteri

C54.8 Overlapping lesion of corpus uteri

C54.9 Corpus uteri

C55.9 Uterus, NOS
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BT FF LT PR

SSF 1 WeER 3
B ek 25 MR (ERA) 45 # I © 000-100,110-111,120-121,888,988,

999,100-199,S00-S99,W00-W99
Estrogen Receptor Assay

W 55 8.1

-

Fed i R OHILAR L TR RIE R RIS

Kits

Jcék P et
TR minh kBT 2 kiR o

Yo dp 3! ¢
AF TR REELZL > F R
ﬁ v PR #5988 o
c RRPIIOBEY EHFH- BEKFEATERE - RTRA Lt § RRBROSEELET IR
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SSF1 Wit Rk 3
Fw CALDS % E Y786 = ¥l + 001-910,920,930,931,988,999

Carbohydrate Antigen 125 (CA-125) : Lab Value
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Residual Tumor Status and Size After Surgery
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Wk R

Bladder

C67.0-C67.9

C67.0 Trigone of bladder
C67.1 Dome of bladder

C67.2 Lateral wall of bladder
C67.3 Anterior wall of bladder
C67.4 Posterior wall of bladder
C67.5 Bladder neck

C67.6 Ureteric orifice

C67.7 Urachus

C67.8 Overlapping lesion of bladder
C67.9 Bladder, NOS
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Lymph Nodes
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Muscularis Propria Pathological Samples
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Rt 2% i 4 S R

Ty
Prostate

C61.9
C61.9 Prostate gland
Note : Transitional cell (urothelial) carcinoma of the prostatic urethra is to be coded to primary site C68.0, Urethra,

and assigned Collaborative Stage codes according to the urethra schema.

VERS A
TR TR R
Transitional cell (urothelial) carcinoma of the prostatic urethra (ICD-O-3 M-8120, 8122, 8130-8131)
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Prostatic Specific Antigen (PSA) Lab Value
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988 FAEH o e MR AR AR R kR E

989 800.0-899.9 ng/ml -
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996 6000-6999 ng/ml -

997 7000-7999 ng/ml -
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Gleason’s Primary Pattern and Secondary Pattern
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029 A B2 AR BEAP o
031 ERE IS I S
032 1R BB3 KB B2
033 IR B#3 A8 B3
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Gleason’s Score on Needle Core Biopsy/ TURP
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. %’:fﬁaﬂﬁ% P Gleason= &4 & F M T IR2B HKF > PIAR 5 L & 5B L sl fphe T F
Gleason’s score °
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002-010 | Gleason’s Score °
988 7 OAg
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HE ST 2E 099,988,999

Gleason’s Primary Pattern and Secondary Pattern
Value on Radical Prostatectomy B E i A5 84

W st -

e a;]u;yp, BEx3iEie %5 B 1 f;i %X 9:11 Er L (Radlcal Prostatectomy) & < £ (% 3| & %8

Gleason = A %3 & 4| ik % ey 50 & 4 ik B #ic o
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¢ Gleason* % . ;# (Gleason grading system) & & et ™ #-le 7 B kg hm fe chpt 7] ~ A 14 X
Mo 25 - ﬁ;% P e 5 2B B W L ehlmie A58 K T lc oy S22 5T L A& biic
(primary pattern) £ =x & % #c(secondary pattern) > 2 i % #c4p 4c P| % Gleason =~ 4 & (Gleason’s
Score or Gleason’s Grade) » F]}* =* B & #8 shGleason * & % ¥ o £ > 424 (1+1) 3] & % e0104
(5+5) % & -

. %”:I}iaﬂiﬁ% P Gleason= & 5 T ERM2BH#F > PR Z LB BB R Blfic Aphe T
Gleason’s score °

. %”rfﬁaﬁﬁﬁ% P Gleason < ~ & F 5 RIBHF > ¥ B3N EAN5 PIARG A& sl B
TR BB 9o

*  FREAFL Y Gleasont AT EERLIBHF - ¥ E <35 B4R 5 Gleason’s score °

e 3 F I 4 ¢ % Gleason’s 3/10” > P F 1B #cF 3T 5 2 ‘5% 2_Gleason’s score 52 HcF
10% B+ A B (5+5) -

. %’%zﬁﬁ%éﬁ“ﬁta\_*ﬂfé% Bz o R %5 5 988 o

s EH F%éﬁ“ﬁi 27 E AR 0 IR 2 % L PINHI 2 No residual tumor » 2 g 35§
Gleason’s score » P %45 % 988 -

o FAjEm L EHGFDEMINE 0 P EY S g Gleason X & & o b 5 988 -

s EH ﬁ%%“ﬁii*ﬂf <] opIReR L %f‘ai‘ P FE % 999 o

© BB BEFRFHEIL EVEFRATE T ETARTRE
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012 |i&sdil =&5H2-
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021 AR T EBEl

022 AR TEBH2-

023 AR TEBHI

024 A REHK2 A& BHL

025 AR B2 KR &HS

029 RREECS SN S oy L

031 JE B#3 R EaEl

032 AR B#H3 KR aH2

033 RRE S -SRI S I

034 BRSSO S (i

035 4B %#c3 & &H5

039 A BB#k3 BB AP o

041 AR s#kcd BBl

042 AR s#cd R BB

043 4B s#icd B BB

044 AR s#icd B B4

045 RRE S R S I

049 A BEBcd R BEAP o

051 RRE S - R S ‘o A

052 AR %#b A& BH2
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054 RRE S - AR S o I

055 4B %#c5 X& &H5

059 RRE S - AN S 'y L

099 AR BEAP > KRB P o
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FAU 27 4 & 1231 Gleason < & % %75 # ) © 002-010,988,999

Gleason’s Score on Radical Prostatectomy /

Autopsy

e i B8 1 85

W sit -

P R B RO e F R R R 2 ‘% (Radical Prostatectomy)z 22| %8 Gleason
RA -

Jcék P et

o
i8R o

%ﬁ#p 3l e

M E“ﬁti*f *# (Radical Prostatectomy) s¢ f# 2/ B~ (¥ & #8 2_ Gleason = 4 & F 3 o
Gleason = 4 ‘& (Gleason gradlng system) 5 B &L T M-dm ke B ik dm e cht ) s 4 T B 4
M 5Bk - ﬁ;%éﬁ EH 2B BT L echme A kT 2B s AR Bk
(primary pattern) £ =x & % #c(secondary pattern) > 2 i % #c4p 4c P| % Gleason = 4 & (Gleason’s
Score or Gleason’s Grade) » F]4t & B & 8 cGleason < & &+ d & b 24 (1+1) 7| & % 0104
(5+5)* & -

FREAF L ¢ Gleason = &~ s T B R2B HcF > PIAR 5 1 & sodfedr 0 & Bl Apae TV 7
Gleason’s score °

FRILAF L P Gleason = 2 s T R MLIBHF - ¥ E A X5 PRG3R B o
¥ Gleason’s score % % 999 o

FRLAE 4 ¢ Gleason= A T W E LB HF - ¥ &~ 55 RIAL 3 Gleason’s score » i
B F YokB o

% F I 4 ¢ % Gleason’s 3/10” > P F 1B #cF 3T 5 2 ‘5% 2_Gleason’s score 52 HcF
10% B+ A B (5+5) o

Ty e FlF 48 3;-‘/5"-"“1' )%' ' F]FOR PR TR 0 Bl RSB LR F]FA4pen F o
FAHRGTHE Fﬁﬂﬁi\*f“ﬁ? R3] 0 P %AE 5 988 o

FRFHE E“ﬁii*?’ “ﬁ? 2= %“’ﬁ’ #10 i IR L %% 3 PIN NI 2 No residual tumor » ¥ & 3& 4
Gleason’s score » R 4% % 988 o

FEpEm e R E R LR 0 Pl A S g Gleason X & #ic 0 Kafh 5 988 °
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2y 8 gpv ¥ : 001-025,988,999
Number of Cores Examined

2 F 2R 5 8.6
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© BRAFBEZUHGT P (TRUSBX) Gk & 5 1 » pIZFL S -
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 TURPi% 5 A3 7% 2 (TRUS-BX) * 5 %75 5 988 o

© BEFUTHEFRTALL FUHRFRETE T EAYARTAE
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001-024 | & 1-24 % 5 5 -
025 A 25 &b Bk e
988 FAEHF AR FEE .
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012 i TLAR 2 Wit A iElch 1405w TRUSBX e B EE o b 7tk B ir e s 12 1% -
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28 ipc ] : 000-025,988,998,999
Number of Cores Positive

e R 5L 1 8.7
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© FREIA S s PR ERES Y ALk
o FHELIIR IR sl A Bip e o
o B EURIAEL F A 0 AR L T e B 5 TRUS-BX Ak 4F & #7417
BOFE PGP B R ORI TRk A F o F R I E RS 998 -
* TURPH:ZAF & o Julakb 5988 -
*  PINHIB % - i bnfs 5988
© fEEGUY HEFRTHEIL FYEFRETHE T AT ARTHE -

YR8 T &

000 s s T SRR ST
001-024 | 1-24 % % iE et JIB 12 o

025 25 & 11 b r 4 EHCE T o
988 A o

- AHET R

e« PINIIBZ -

998 R FER GBI R EE ke L3 M
999 o U R RIRHE s e P E A oo
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";.'s.f}lj :

Fakh

Eald

001

HIAF L LS 1 o A RS 14 0% > 2 TRUS-BX B i & 5 B 17
WhiEEE 120 o (B2 &5 - F S B 7 2 L3y FEF)

003

TURBX Procedure :

1.right peripheral*4

2.right parasagittal*5

3.left peripheral*4

4 left parasagittal*5

TURBXx Pathologic diagnosis:

1) 4 strips of gray white soft tissue, labeled as "right peripheral™--acinar adenocarcinoma.
(3/4).

2) 5 strips of gray white soft tissue, labeled as "right parasagittal”-- Nodular

hyperplasia.

3) 4 strips of gray white soft tissue, labeled as "left peripheral”--High-grade prostatic
intraepithelial neoplasia.

4) 5 strips of gray white soft tissue, labeled as "left parasagittal”--Atypical small acinar
proliferation.

JRILAR 2 e iF s 18 5 > TRUS-BX e B £ A 7 4e & 15 #c s 18 % » e {rdt
T hiER- R oo

012

FILAF A b I RCS 14 0 0 fe A iEHcS 14 i 0w TRUS-BX ik 4 & 45 44
Pt s 126 o (P23 dicd 5 Bt 1 TRUSBX AR 45 & # & fFlics 1) o

988

TURBXx Pathologic diagnosis:

1) 4 strips of gray white soft tissue, labeled as "right peripheral--Atypical small acinar
proliferation.

2) 5 strips of gray white soft tissue, labeled as "right parasagittal”--Nodular

hyperplasia.

3) 4 strips of gray white soft tissue, labeled as "left peripheral”--High-grade prostatic
intraepithelial neoplasia.

4) 5 strips of gray white soft tissue, labeled as "left parasagittal”--Atypical small acinar
proliferation.
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B

3

998

TURBX Procedure :

1.right peripheral*4

2.right parasagittal*5

3.left peripheral*4

4 left parasagittal*5

TURBXx Pathologic diagnosis:

1) 5 strips of gray white soft tissue, labeled as "right peripheral*--- acinar
adenocarcinoma.(3/5)

2) 6 strips of gray white soft tissue, labeled as "right parasagittal"--- acinar
adenocarcinoma.(3/6)

3) 4 strips of gray white soft tissue, labeled as "left peripheral™---High-grade prostatic
intraepithelial neoplasia.

4) 5 strips of gray white soft tissue, labeled as "left parasagittal”---Atypical small acinar
proliferation.

RILIE L E e F s 20 iF 0 TRUS-BX re B fF £ 34170 & il 18 % - e {rdt
i il - ) 2 g2 F e
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"

Hodgkin and Non-Hodgkin Lymphomas of All Sites

(ICD-0-3 M9590-9596, 9671-9680, 9684, 9687-9689, 9699, 9702-9727, 9735, 9737-9738,
9827(EXCEPT C42.0,C42.1,C42.4)) & % % 4 SSF1, SSF3, SSF7-9

(ICD-0-3 M9650-9663) ¥ 7 % 4% SSF1-2, SSF7-10

(ICD-0-3 M9597, 9690-9698) & 7 % 4% SSF1, SSF3-4, SSF7-9

(ICD-0-3 M9700-9701, 9731-9732, 9734, 9749, 9751-9759, 9761-9762, 9766, 9811-9826(EXCEPT
C42.0,C42.1,C42.4), 9831-9837(EXCEPT C42.0,C42.1,C42.4)) 1% % % 4% SSF1, SSF7-9
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BRARLAD 2RI R PRTEER 4k 45 ] * 001-002,988,999

Assessment Status of HIV Infection

BB AE 81

[ A U

GARY AR BT HIV B B AR mame g o e o
Jedk P i e

A FRE ST B S FEIEE Mo

Yo dp 3! ¢
s EHBEAGLAD 2pEHVE A RCEFHEE FEHT LR K FI B HET

ko K
001 A o
002 H o

988 A e
*  ICD-0-3 M-9811-9837 & C42.0, C42.1, C42.4 -

© REAREfA

> * A3 wEHIVe
B
B % B
002 B 201027 2P LE et EHHT K 2010 & 27 3 Al i%p

1’.'_]:;;»[}%f«ﬁ"‘l g\lﬂ’; fﬁ;"-,%—’}g HIVIE}—%-),E\:#I’%!{ , f@;;&?«g? 2010 £ 2 % 4 p .
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185



B it e LA M R

SSF 2 LR 3
BEPE 2 L2 Rk %75 # I * 000,010,988,999

Systemic Symptoms at Diagnosis

e I B8l 1 8.2

ﬁ""#’{_t" .
5 B4 31 7 e A & S T g (M-Code # ) © 9650-9663)¢h1 2 & ik eimm

‘FCﬁ‘E] el
f”\'}"’b’ff?ﬁm??lsvﬁlr)%‘ CEEETT M

YRG5l -
o BPFGLBFADERHFELT M T LS 2P 13 30 E Bk TELT

1. & g ﬁ’i%% Flervg ' WRAEHES 38 A o

2. REEF AL G AR -

S MERKE AZBBRATI I WEAZE A B P RiERERMEZ T A2 L o
o FROEERD RS £ s *ﬁﬁa RN ARG B
o FRUEERE  RRLEE (DB FAKE G ,it"rwgﬁ KoM EEREEA
o FRHUEFRE RMALEE LS FRRE T RMERE"S R RWERE -
e FHUESKRABMELE §L Y L ERZL "BIE_;I»L ’z&a#.B/i;k ' i #5000 -

S G T &
000 & Bougsk oo
010 3T E- Bkt
g o
"REEF o
E R o
088 FAEHE o
e ICD-0O-3 M-9811-9837 & C42.0, C42.1,C42.4 -
e ICD-0-3 M-9731-9732, 9734 -
e |CD-0O-3 #£ M-9650-9663 -
999 F o
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SSF 3 BWeER 3
IPI score £3® 5 %5 # ) : 000-005,988,990-994,999

Assessment of International Prognostic Index

Score (IPI) BEW A 83

[ A U

&g IPl T 38 F1+ 2724 A & ¥ B (M-Code gfrv ¥ : 9590-9597, 9671-9727, 9735-9738, 9827
(EXCEPT C42.0, C42.1, C42.4)) 2 IP1 score eF:&§ 27 2s4 o

IPl 835 Bkl 5 0T 733 LFF endep > * UIFRIA «‘Iﬁaﬁ?é :

1. &% 43 60 f& -

2. AnnArbor ~# 5 =& 5w 3 -

1 it % = (performance status) : i ECOG % & =2 4 -

& FR A w(LDH) B BB F & -

=2 BT BRI -

PRI EFFE B L - A0l AL HERG 245 MR 3AY BRG 454 LBRYG -

o b~ w

Jeék P et
A FAE B BT R SRR M

YoFGdp 3l ¢

o Mycosis Fungoides/Sezary disease£? i Z & ~ # ¥ B * g * » 4F 45988 o

o iRi{E#k = B (M-Code 95973, 96903-96983) i fr @ 4 IPI Score 17 ¥ &k » fe 7w b
FLIPI score® i 45 o

o FiREMMT B FLIPIscore » A= IPI scoreiﬁ" s U F B 5 988 o

o« PEBERUMEFIET AT ) AHRGA 0 FRHET BTG AEE B GA DT
Wo RIS BCLRA  EABLETRB AR E

SaFH T
000 0 ~
001 1~
002 2 4o
003 3 & e
004 4 r o
005 5 & o
988 EIET S

ICD-0O-3 M-9650-9663 -

« ICD-0-3 M-9700-9701, 9731-9732, 9734, 9749, 9751-9759, 9761-9762, 9766 -

e ICD-0-3 M-9811-9826 & C42.0,C42.1,C42.4,9831-9837 & C42.0,C42.1,C42.4,
M-9827 & C42.0, C42.1,C42.4 -

o mie tHH = B (M-Code 95973, 96903-96983) i ¢ i FLIPI score » * :* iz IPI score

990 Fref ik & (Lowrisk) -
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901 Fe i@ R % (Low intermediate risk)
992 Fie4 7 § k& (High intermediate risk) -
993 e % b % (High risk) -

994 et ¢ kb ' (intermediate risk) -
999 | BB AiEdt A ARG TR

B
003 - R A ESHT BB R R TS ER T0 &~ & LDH BEF R ¥ E

Ba gkl s ~ANnArbor 2~ 8 5 % =8 ~ mak T B iEjle iy o
002 % 283 i 3 M9I690 jk e 12 = & > sk i Acitt IPI Score 2 A
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Assessment of Follicular Lymphoma International

Prognostic Index Score (FLIPI) BE AR 84
TR B 1= o * .

W st -

i 5 FLIPI i {7 Jjg 3% 134 = #%(M-Code 4= [ : 95973, 96903-96983)2. FLIPI score 5% & 7 3e 4 o
FLIPI 3-8 Bk 2 § T 7 B3 LFF chllep > % UAERIB KL

1. #x 420604 -

2. AnnArbor ~# 5 %= & x e Hp o

3. HTEEEE> e

4. wjiped & S(LDH)#EAZELT ¥ & -
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004 4 % o
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999 FEAE B FENEG FR e
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Anti-HCV
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W st -
B RE R LR - B P p Y i - = Anti-HCV(2* HCV Ag ¢ HCV RNA)
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Jxéx P e :
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o NHRBOBERLYE > pLaEfxs
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Assessment Status of Acute Hepatitis Condition
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%% 4~ [ : 001-002,988,999
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BPpp TR T E I LR TR T e g B iekk o

Jxékx P e :
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MAFLE Ty 0 3 57

-

i

b uZi] %
oL B AL T
oo $ A 0
088 L
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A& NHT B FF ESREIPS
Prognostic Factors of Hodgkin Lymphoma:

ESR and IPS wE W A5 8.10

W st -

iz 5. ESR(Erythrocyte sedimentation rate)£2 IPS i& {7 i A &  i# = % (M-Code # [ : 9650-9663) 2
TRl B edk o

IPS B3 % B RATEF T = A LT ddep o * AER]A /B IR (L & i * T advanced
disease) :
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3§

4, L E 45 oo
5. Stage 4 disease °
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Leukemia
(ICD-0-3 M-9740-9742, 9800-9809, 9840-9874, 9876-9948, 9950, 9960-9968, 9975, 9980-9993)
% % 4 SSF1-2, SSF6-9
(ICD-0-3 M-9811-9837 & C42.0, C42.1, C42.4) % % % 4+ SSF1-2, SSF6-9
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Assessment of Chromosome Study in Leukemia
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R MG AIpBRFEE2 A Migh > N AR ARE S 0 B ER - AR
Bl E S8 d Mg AR HMBBMER » 4o F TE9rs| 4 MBI HiB2L x
- i Blde o P EISR S22 49 Mk A 5 1(8;21)(q22;q22) 0 R #5801 -

e MBAN R LA RRERF LT TR RA Y A RAFE LY F N
000 -

A WA AR AR RAn T R A HAFL P ET AR
- F mf;t:%%ﬁé%\»,m% a8 -

A¢ R AR %ﬂfwipw’“&m e Ay EWRAFE G- AR MAN
2L i 0014061m331§—‘ﬁ » P 405090 5 & = fE R 4 %Ml ¥R - @BV 2R L
FE o 7 HAS 20905 4o AR T 2 %4 %gsw—‘k s B S fB09L 5 4o = fE(F ) hRd
i Jz(z RN ks 2 L) %%j;;@@]@%@ JRER L > P %5092 o

A 4 gé‘qugﬁ % % No metaphase cells » £4p7 #4714 ix & 7 »clwie ¥ 24711 A] - R S0fs
998 -

FEERE LIS E RN

SR T

000 I S

001 AML with 1(8;21)(922;7922.1)

002 AML with inv(16)(p13.1922) or t(16;16)(p13.1;922)

003 Acute promyelocytic leukemia with t(15;17)

004 AML with t(9;11)(p21.3;7923.3)

005 AML with t(6;9)(p23;934.1)

006 AML with inv(3)(q21.3926.2) or t(3;3)(g21.3;7926.2)

007 AML (megakaryoblastic) with t(1;22)(p13.3;q13.1)

013 AML with t(9;22)(q34;q11)

021 B lymphoblastic leukemia / lymphoma with t(9;22)(q34.1;q11.2)
022 B lymphoblastic leukemia / lymphoma with t(v;11q23.3)

023 B lymphoblastic leukemia / lymphoma with t(12;21)(p13.2;922.1)
024 B lymphoblastic leukemia / lymphoma with hyperdiploidy
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kY3 &
025 B lymphoblastic leukemia / lymphoma with hypodiploidy (hypodiploid ALL)
026 B lymphoblastic leukemia / lymphoma with t(5;14)(g31.1;932.1)
027 B lymphoblastic leukemia / lymphoma with t(1;19)(g23;p13.3)
041 Mixed phenotype acute leukemia with t(9;22)(q34.1;911.2)
042 Mixed phenotype acute leukemia with t(v;11g23.3)
051 Chronic myelogenous leukemia > 1(9;22)
061 Myelodysplastic syndrome associated with isolated del(5g-)
090 o -FEF O HB FHEASZAIHBY -
e RV HY -2 ZIHEN -
e RV -V HE2ZZIHMEN -
091 Ppes @ a2 24 RREY o
092 ez R d MRV gz A(F) R MR o
8XX Chromosome study after chemotherapy or immunotherapy or target therapy
988 3T S
* ICD-0O-3 M-9811-9837 (EXCEPT C42.0, C42.1,C42.4) -
998 FRELS WG > g EE T
999 FREABP A FESNARGTLI RS -
6] :
Yo FB bt
001 AML % % 4 #3472 5 46, XY, 1(8;21)(022;,022) > ¥ F ¥t = ¥ A& 8 5L 21 5
A4 RE
090 AML B % 4 ¢ #3425 AML with 45 XY, -7 [20](r % ¢ %8 3cE & & 44 ¢ %810 &,
Lo ETELAS R L 2035 mE)
091 AML B %2 ¢ %8352 5 46,XY, 1(8;21)(922;922),inv(16)[20](T" 4 ¢ k& & ¥ &
ZIMEY, SHEEV R A8 E 21 LA ME =2 16947 Ml ki 20
3 fmre)
090 ET(Essential thrombocythemia)) =i % #& = Chromosome # % > & 4 3F 2 B % 5
45,XY,-22[5]/46,XY[15] -
090 Acute myeloid leukemia B % # < Chromosome % & ° & & 3F 2 % % 5 46,XX,
t(9;11)(p21.3;923.3) [5],add(11)(p15)[1]/46,XX[14] -
090 Refractory anemia with excess blasts i# % 3 < Chromosome # 4 » % A2 & % 3
45,XX,-22[2]/46,XX,1(3;12)(q27;p13)[4]/46,XX[11] -
092 AML-with multileage dysplasia i % 4 X Chromosome # & ° & & 3F 2 % %

44,XY,der(7;13) (p10;910),-9,rea(9p),-16,rea(21q),+mar[18]/46,XY[2] -
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SSF 2 BWeER 3
B PEEEE TS i s %5 # ) : 000-013,021-025,041-042,

L. . 051-055,090-091,8XX,988,998,999
Assessment of Molecular Studies in Leukemia

e I B8l 1 8.2

W st -
RRHBFETALE RS F L Tl b TR S et o

Yok p e
A FH B L o e 4~ AR (o ~inkitRly Moo

Yot dn 5l -

. Av\ﬂ:* 23 E b hdg B kIE2 A4 Rk 02 oh > 12 Southern blot ~ FISHZ PCR% 4 =+ 1k 5%
SR L e E o BRIk AEFL A HRAFL B ETAAEY - 5
FoRRHERL BB TAFS ARAFE S F 0 RS 000 -

o THRIFUR CALALMREELOREALRFDLTIASERADFESHEEFE 0 ot T iF
IS G A B AL ko i blde o CHAR A2 AT A S E kA L PML-RAR
A 4% #7803 -

o FAFAYFiHA G FLTIITDR R pF P AT E F#kp S ’1’”'3)@%1%@010 & 2t
090 091 -

o AFAFERAENT R AR %E——Ewip)é‘ﬁaﬁrwr'ﬁbﬁkﬁ%ﬁﬁi’ L B4R 2 7 i L i
001% 055¢:E 3% & » Pl 4% #5090 » & = faA + k% B ¥ - 29 - ﬁi‘#’ Bl isly o
7r S 5090 5 Aol PFZ r"’;iE(g)ll IATHREBREY THZAIASER LR ,L.+z s B oA
091 -

o RERRETHT EHEF - M HEHEI -

c GEBATAFERARHBHBE o b

S FG &

000 & F o

001 AML with RUNX1-RUNX1T1

002 AML with CBFB-MYH11

003 Acute promyelocytic leukemia with PML-RARA
004 AML with KMT2A-MLLT3

005 AML with DEK-NUP214

006 AML with GATA2, MECOM

007 AML (megakaryoblastic) with RBM15-MKL1
008 AML with mutated NPM1

009 AML with biallelic mutation of CEBPA

010 AML with mutated FLT3/ITD

011 AML with mutated FLT3/TKD

012 AML with MLL-PTD (partial tandem duplication)
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013 AML with BCR-ABL1
021 B lymphoblastic leukemia/lymphoma with BCR-ABL1
022 B-lymphoblastic leukemia/lymphoma with KMT2A-rearranged
023 B-lymphoblastic leukemia/lymphoma with ETV6-RUNX1 (TEL-AML1)
024 B-lymphoblastic leukemia/lymphoma with IGH/IL3
025 B-lymphoblastic leukemia/lymphoma with TCF3-PBX1 (E2A-PBX1)
041 Mixed phenotype acute leukemia with BCR-ABL1
042 Mixed-phenotype acute leukemia with KMT2A-rearranged
051 Chronic myelogenous leukemia BCR-ABL1 positive
052 JAK2 V617F mutation
053 Myeloid and lymphoid neoplasms with PDGFRA rearrangement
054 Myeloid and lymphoid neoplasms with PDGFRB rearrangement
055 Myeloid and lymphoid neoplasms with FGFR1 rearrangement
090 e -~ MBF¥ CHBFHEAFZAFIRHZET o
o ﬁﬁﬂﬁ _ﬂéﬂﬁﬂp'ﬁa/”\;%@g@ﬂﬁo
e CSRBF S AFRHEF
091 PRt A fa(F) 0t bk AR -
092 PG ZA(2)1 A h%B T o
o ZfA(F)MFIRF R - P AIRHBREY -
o Zf(F)MFBAN o wEIHZATIHRKFET o
8XX Molecular study after chemotherapy or immunotherapy or target therapy
988 3T S
* |ICD-0O-3 M-9811-9837 (EXCEPT C42.0, C42.1,C42.4) -
998 FTREAIASERSE > L E R L
999 ©ORpEAES
e AHNFEAIAFERE -
0]
$olB % b
010 % AML F p¥5 FLT3/ITD mutated 2 NPM1 mutated - M-code % 4% 9877/3 (mutated
NPM1) » SSF2 i % 4% 010 (mutated FLT3/ITD)
090 CLL(Chronic lymphocytic leukemia)erip 4% TPS3 & & " adFF 2 S5 2 B o
090 Refractory anemia with excess blasts & % % 3. MLL-PTD mutated -
090 ET(Essential thrombocythemia)s i 2 &% X CALRG A A2 2% 5B
090 Myelodysplastic syndrome with ring sideroblasts and single lineage dysplasia # %
# 3 SF3B1 2 JAK2 V617F % 7 mutated -
090 ET(Essential thrombocythemia)= it %4 <% CALR ¥ 4 ' B A2 2% 2 15
M > MPL # & % % % mutated o
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Stage
0 & 0 <2 0 <500
1 <25% 1 2-3 1 500-1000
2 25-50%— 2 3-6 2 1000 - 1500
3 >50% with-erythroderma 3 6-15 3 >1500
4 >500% with-bulaeor- 4 >15 4 Severe-abdomtnalpatn - —Heus-or
desquamation hematochezia
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BeE AT 6

SSF 6 HrER 3
E W% 54 g R RARER Y785 = [F] + 001-003,988,999

Assessment Cytomegalovirus (CMV) Infection

Condition FE 58 8.6

W e sit -

EHRBEBET T ADE R BAR LR FRIF LY L pEA L WP AT Y AP Lo
F TR BRI TE % o 4 A (CMV IgM)IS 122 F i s 4 428 (CMV ppe5 4 )i 2 E
‘e 54 dhyp 4 £ (CMV DNA copies)sif +e @ & B F 2 & J° % > R €& & CMV & % (infection) -
FFCMVEREHEEFT 2 G F(F Lot L5 X X)) AT 5 CMV 5 5 (disease) ©

Jcék P et

AIEFHLE G L IR G B

YoFGdp 3l -

o UBEEBELACMV R L ITE T b o
SR TR

001 2% F4 CMVE % o

002 #F4 CMV B % Aig A -
003 F 4 CMV R 47 i 35 o

988 A o

* ICD-0O-3 M-9811-9837 (EXCEPT C42.0, C42.1, C42.4) -

Y A e

999
« 2% 4% CMV -
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SSF7 Witk 3
B A& & é Rk %5 = ¥ * 000,001,010,011,020,988, 999
HBsAg

BB Wt 8.7

W st -

EEBRT LR P IR - B R LY b - S HBSAQ Pl B F 0 R KA T
£ mY o

e 32 g i

RN R Y EAEE R S

BB 3)

o NRHRNBEFEAYE R EPAL

© TRMBIEN2BAT BREIRIKRREERREE 0 ENBBAT LS

Yok &
000 i %o TR B R
001 s ke E G BEF R o
010 Wk k LN T ABFF R
011 Wk Rl RpEEL Y B R -
020 T
988 R
*  ICD-0-3 M-9811-9837 (EXCEPT C42.0, C42.1, C42.4) -
999 73

208



Rt FT 0L

SSF 8 FrER 13
C ]+ X #i8f S5 §= & + 000,001,010,011,020,988, 999
Anti-HCV

B 55 ¢ 8.8

st -
Rl R IR Lot - B R A Y B fs - = Anti-HCV(# HCV Ag & HCV RNA)
SRR o IR T S B

e 32 g i
RN R Y EAEE R S

-ﬁnﬁ%#ﬁ 5l ¢

. Mtk NEERAYE :jﬁax{é&f‘:’(i °

* TRARBIEF2EATBRATERIRERE EkREF  ZEIIBEATHLER -

e % Anti-HCV & ']i;_:}ﬁ,ﬁrj% LR (s 0 (6 sk HCV RNA 2 1AM pF > %5 5 0115 & 8
¥k HCVRNA i 5 B 1% > Bl %45 5 020 -

El] A
000 *F > TR CAPTRLRE AR -
001 G ERRERE G CAFLE S -
010 WS GEE LIRS D R CAFUR AT -
011 o E SN Ly CATLE S -
020 Hsk ik BB
988 R
* ICD-0-3 M-9811-9837 (EXCEPT C42.0, C42.1, C42.4) -
999 i
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SSF9 BWeER 3
N R i %75 # ) * 001-002,988,999

Assessment Status of Acute Hepatitis Condition

BB W AE 8.9

T gk -

A B AL (7 A T e B AR ek o

Jedk P eh
AEFAL Y w R R ELEF R ARG M

oG dp sl -

) g'l“i”*""é’% FHF AE L RAPEPALY P o itk A GOT(AST) & GPT(ALT)} 4
B KB UBRE o REE TEBLE T, -

© W BCOTAGPTAF A AL EE ¥ B "WBRF » TR TRERFLFF, » 7
Broed S @5 8 o

\\\?{.r

=
Y

P

b] &
001 Fl N e SN SR
002 F AL E T
088 FAEH o
* ICD-0-3 M-9811-9837 (EXCEPT C42.0, C42.1, C42.4) -
999 c R AEaE
e X3 GOT & GPT =- 7si &% °
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SSF 10 Wit Rk 3
Bif- KinRF B E R BR TG
Assessment of Latest Molecular Treatment Response

T E 48 A5 8.10

-
% :}7%;:}?5)3{{& F ST AR Y F BT - sk & o &3 * 3t Chronic myelogenous
leukemia, BCR/ABL positive (M-code  9875/3) i % -

J<dk P et
AT TGS L BT R IR R RG - PR FERRR Y B UAT B wE

#wE > TR ge,gj‘;}t;v;‘;:)% 3%k o

$oRh 3!

o MHRE LY R KL - XL FRERATED PR F BRI REG ~F %4 PCR 2
ORI EATIZ g% -

© RAFEHRER T BRISRESS FRREY o B AR BRI o RIS 088 -

o P EHIBod I ELWP AT

C F - BB VEIAIY FP R - A SRR D PR P L fL H
o AE- B REEERD -
o Gldrl: PBEP AT Y EA A - XA THRBIHZ TS 20X 5 Bl%HE 00 -
e BlAr2:p TP AT RNEUL- LA FIRKFIDP TR 115 BT o BB L 1o

¥ Z s E A~ H 5% logreduction 2 4% & %% 5 % E #k 5% log reduction #ciE 4 & I %
o isRpmre R UK > §HFA) N5 00 BaioRhF Braki i o

« % logreduction @4 it % undetectable ¥ 4 5 log reduction #ie > B % = /B % 5 6 ¢

o HEREMMmENSFKE O FIMABEPALIY EREAE- XL I RKZP D LTI RAZE
24" > FHRFREARE24 B PF PR L 3 HRE%BSES 0 BB S 999 o

¥ B | K

00-24 | SETP AT Y F R - A R P PP T e
98 A

¢ #.ICD-0-3 M-9875/3 «
© AR ERIG

99 Y N L
c PP Y WPEGE- AT HRKD DL FIRACE 24 B -
«  AHELITHKZ -
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AL L

Y TR

0 No log reduction (=0) or increase °

1 O<log reduction <1 -

2 1=log reduction< 2 -

3 2=log reduction< 3 -

4 3=log reduction< 4 -

5 log reduction=4 -

6 log reduction & # i % undetectable » ¥ X # it log reduction # & -

8 s 1§ * oo
e 2L ICD-0-3 M-9875/3 -
© KR ERILR -

9 1 S S A
c APETPAIY FRAE- A FRBRPHVLEFRAZE24 B o
s ARFLAFHE -

£

kY S Y

201 2018/02/22 ¥ %+ CML i % » 2018/02/24 BCR-ABL gene: positive p190
BCR-ABL(ela2) - 2018/03/01 B 4~ * Imatinib ;2% > ¢ FFEw ks - X2 F &% P
#p % 2019/11/01 > ® ;] BCR-ABL gene log reduction % 0.2 -

125 2018/03/28 # % CML # % - 2018/04/14 BCR-ABL gene: positive p230
BCR-ABL(el9a2) - 2018/04/28 B 4~ * Nilotinib /55 » ¢ 3F 7 & fs - X & F &
p ¥ % 2019/04/25 » ® ;p] BCR-ABL gene log reduction % 4.5 -

053 2018/07/26 > % CML B % - 2018/07/31 BCR-ABL gene: positive p210
BCR-ABL(b2a3) » 2018/08/04 B 4~ i¢ * Dasatinib /5% > ¢ FFw dfé — XA F % P
# % 2019/01/20 - ® ;p] BCR-ABL gene log reduction % 2.5 -

206 2018/02/22 ;% CML # % - 2018/02/28 BCR-ABL gene: positive p210
BCR-ABL(b3a3) » 2018/03/04 B 41 * Dasatinib j5 » ¢ $Fw ks — X &2 F 5% P
¥p % 2019/11/01 > * ;] BCR-ABL gene log reduction = N/A(Not available) -

988 2018/07/26 ¥ % CML # % - 2018/08/06 BCR-ABL gene: positive p210
BCR-ABL(b2a2) - 2018/08/14 ¥ fr & thicinf » AT HEFTHEAE ¥ o

999 2017/01/26 > %+ CML B % > 2017/02/14 BCR-ABL gene: positive p230
BCR-ABL(e19a2) - 2017/03/01 B 4~i¢ * Nilotinib ;5% » S Hm & T ¥ G FF v
%ﬁ%%’ﬁﬂﬂﬁﬁmﬁémk&’mwMWSE@ﬁ%%@iﬁwﬁiﬁﬁ’
# ] BCR-ABL gene log reduction % 4.5 -
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T e IR = F 2 7]+  SSF Schema

Cancer Site/Histology Factorl Factor2 Factor3
AP 2R Size-of-Lymph- Extracapsular Levels I-111,
Nodes-(Iavelved) |Extension, Lymph |[Lymph Nodes for
Node(s) for Head |Head and Neck
and Neck
Head and neck
C15.0-C15.5, C15.8-C15.9 PET-CT MIE-CMinimally- (Tumor
C15.0 Cervical esophagus Examination invasive- Regression Grade
C15.1 Thoracic esophagus esophagectomy-— |by pathology

Esophagus

C15.2 Abdominal esophagus

C15.3 Upper third of esophagus

C15.4 Middle third of esophagus
C15.5 Lower third of esophagus

C15.8 Overlapping lesion of esophagus
C15.9 Esophagus, NOS

EXCLUDE :

GIST (ICD-0-3 M-8935-8936)

Sarcoma (ICD-O-3 M-8800-8936, 8940-9136,
9141-9582)

MR GE G R SSF T fF

Stomach

C16.0-C16.6, C16.8-C16.9

C16.0 Cardia, Esophagogastric junction (EGJ)
C16.1 Fundus of stomach

C16.2 Body of stomach

C16.3 Gastric antrum

C16.4 Pylorus

C16.5 Lesser curvature of stomach, NOS
C16.6 Greater curvature of stomach, NOS
C16.8 Overlapping lesion of stomach

C16.9 Stomach, NOS

EXCLUDE : GIST(ICD-O-3 M-8935-8936)
21 % F % % R SSE et i

Carcinoembryonic
Antigen(CEA) :
Lab Value

Carcinoembryonic
Antigen(CEA) :
Lab Value vs.
Normal Value

Helicobacter
pylori

Colon

C18.0-C18.9 Excluding Appendix (C18.1)
C18.0 Cecum

C18.2 Ascending colon

C18.3 Hepatic flexure of colon

C18.4 Transverse colon

C18.5 Splenic flexure of colon

C18.6 Descending colon

C18.7 Sigmoid colon

C18.8 Overlapping lesion of colon

C18.9 Colon, NOS

EXCLUDE :
GIST (ICD-O-3 M-8935-8936)

NETSs (ICD-0-3 M-8153, 8240-8242, 8246,
8249)

PLb B R r SRR SSF arg

Carcinoembryonic
Antigen(CEA) Lab
Value

Carcinoembryonic
Antigen(CEA) :
Lab Value vs.
Normal Value

Tumor
Regression Grade
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T e IR = F 2 7]+  SSF Schema

Factor4 Factor5 Factor6 Factor7 Factor8 Factor9 Factor10
Levels IV-V Levels VI-VII |Parapharyngeal, |Measured Depth|Measured- Extranodal Extranodal
and and Facial Parotid, and in Pathology  [Surgical-Margin|Extension Extension
Retropharyngeal|Lymph Nodes [Suboccipital / |Report inPathelogy- [(ENE) (ENE)
Lymph Nodes |for Head and  |Retroauricular Report Clinical Pathological

for Head and
Neck

Neck

Lymph Nodes,
Lymph Nodes
for Head and
Neck

Tumor
Regression
Grade after
Radiotherapy

Measured Depth |Lymph-vessels-

in Pathology  |ervaseular

Report invasien{b\Vh

Circumferential |BRAF RAS mutation |Obstruction Perforation Microsatellite
Resection mutation detection Instability
Margin (CRM) |detection (MSI) Detection
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T e IR = F 2 7]+  SSF Schema

Cancer

Site/Histology

Factorl

Factor2

Factor3

Rectosigmoid,
Rectum

C19.9, C20.9
C19.9 Rectosigmoid junction
C20.9 Rectum, NOS

EXCLUDE :

GIST (ICD-0-3 M-8935-8936)

NETSs (ICD-0-3 M-8153, 8240-8242, 8246,
8249)

WP BEAGFEF BB RES - B % SSF AT
7w

Carcinoembryonic
Antigen(CEA)
Lab Value

Carcinoembryonic
Antigen(CEA) :
Lab Value vs.
Normal Value

Tumor
Regression
Grade

Liver

Liver

C22.0,C22.1

C22.0 Liver

(ICD-0-3 M-8000-8156, 8162-8175, 8190-9136,
9141-9582 % % 4 SSF1-8)

(ICD-0-3 M-8160, 8161, 8180 ¥z % 4%
SSF1-2)

C22.1 Intrahepatic bile duct

(ICD-0-3 M-8170-8175 Z % 4% SSF1-8)
(ICD-0-3 M-8000-8162, 8180-9136, 9141-9582
W% % 4% SSF1-2)

Alpha-Fetoprotein
Lab Value

Liver Fibsosis
Score

Child Pugh
Score

Pancreas

C25.0 Head of pancreas

C25.1 Body of pancreas

C25.2 Tail of pancreas

C25.3 Pancreatic duct

C25.4 Islets of Langerhans

C25.7 Other specified parts of pancreas
C25.8 Overlapping lesion of pancreas
C25.9 Pancreas, NOS

Carcinoembryonic
Antigen(CEA)
Lab Value

Carcinoembryonic
Antigen(CEA) :
Lab Value vs.
Normal Value

Carbohydrate
Antigen 19-9

Lung

C34.0-C34.3, C34.8-C34.9
C34.0 Main bronchus

C34.1 Upper lobe, lung

C34.2 Middle lobe, lung

C34.3 Lower lobe, lung

C34.8 Overlapping lesion of lung
C34.9 Lung, NOS

Separate Tumor
Nodules /
Ipsilateral Lung

Visceral Pleural
Invasion
(VPI)/Elastic
Layer

Status-before-

Breast

C50.0-C50.6, C50.8-C50.9

C50.0 Nipple

C50.1 Central portion of breast
C50.2 Upper-inner quadrant of breast
C50.3 Lower-inner quadrant of breast
C50.4 Upper-outer quadrant of breast
C50.5 Lower-outer quadrant of breast
C50.6 Axillary Tail of breast

C50.8 Overlapping lesion of breast
C50.9 Breast, NOS

Estrogen Receptor
Assay(ERA)

Progesterone
Receptor
Assay(PRA)

Response to
Neoadjuvant
Therapy

Cervix Uteri

C53.0-C53.1, C53.8-C53.9

C53.0 Endocervix

C53.1 Exocervix

C53.8 Overlapping lesion of cervix
C53.9 Cervix uteri

Serum Squamous
Cell Carcinoma
Antigen
(SCC-AG):Lab
Value

Serum Squamous
Cell Carcinoma
Antigen
(SCC-AgQ) : Lab
Value vs. Normal
Value
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T e IR = F 2 7]+  SSF Schema

Factor4 Factor5 Factor6 Factor7 Factor8 Factor9 Factor10
Circumferential |BRAF RAS mutation |Obstruction Perforation Rectal tumor Microsatellite
Resection mutation detection distance from  |Instability
Margin (CRM) |detection anus (MSI) Detection
Creatinine (Cr) |Total bilirubin |International HBsAg Anti-HCV
Value (Bil T) Value  |Normalized
Ratio for
Prothrombin
Time (INR)
Ki-67 Mitotic Count  |Glycated
Hemoglobin
(HbA1c)
Malignant Sampling or EGFR ALK Specific Tumor Nodules
Pleural Effusion |Dissection of  |(Epidermal (Anaplastic component of
Mediastinal growth factor  |[lymphoma lung
Lymph Nodes |receptor ) Gene |kinase) gene adenocarcinoma
(N2 Nodes) Mutation translocation

No. of Sentinel
Lymph Nodes
Examined

No. of Sentinel
Lymph Nodes
Positive

Nottingham or
Bloom-Richards
on(BR)
Score/Grade

HER2 (Human
Epidermal
Growth Factor
Receptor 2 )
IHC Test Lab
Value

Paget-Disease

Ki-67
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T e IR = F 2 7]+  SSF Schema

Cancer Site/Histology Factorl Factor2 Factor3
Corpus (Carcinoma of the endometrium and Estrogen Progesterone Percentage-of-
carcinosarcomas) Receptor Receptor Non-Endometrio
C54.0-C54.3, C54.8-C54.9, C55.9 Assay(ERA) Assay(PRA) id-Cel-Type-in-
(M-8000-8790,8950-8951,8980-8981,9700-9701) Mixed-Histology-
C54.0 Isthmus uteri Fumors
C54.1 Endometrium
C54.2 Myometrium
C54.3 Fundus uteri
C54.8 Overlapping lesion of corpus uteri
C54.9 Corpus uteri

Corpus C55.9 Uterus, NOS

(Carcinoma ~ Corpus Uteri; Uterus, NOS (excluding Placenta)
adenosarcoma ~ ; ial stromal
sarcoma ) (Leiomyosarcomas and endometrial s

sarcomas)

C54.0-C54.3, C54.8-C54.9, C55.9

(M-8800-8933,8934-8974,8982-9136,9141-9582)

C54.0 Isthmus uteri

C54.1 Endometrium

C54.2 Myometrium

C54.3 Fundus uteri

C54.8 Overlapping lesion of corpus uteri

C54.9 Corpus uteri

C55.9 Uterus, NOS

C56.9 S A e 18 B 1% Residual Tumor

C56.9 Ovary Carbohydrate Carbohydrate Status and Size
Antigen 125 Antigen 125 After

Ovary (CA-126) : Lab [(CA-126): Lab |Cytoreduetion-

Value Before Value After {Debulking)-
Treatment Treatment Surgery

C67.0-C67.9 WHOHSUP- Extranodal Muscularis

C67.0 Trigone of bladder Grade (Extracapsular) |propria

C67.1 Dome of bladder Extension of pathological

C67.2 Lateral wall of bladder Regional Lymph |samples

C67.3 Anterior wall of bladder Nodes

C67.4 Posterior wall of bladder

Bladder  |C67.5 Bladder neck
C67.6 Ureteric orifice
C67.7 Urachus
C67.8 Overlapping lesion of bladder
C67.9 Bladder, NOS
C61.9 Prostatic Gleason’s Gleason’s Score
C61.9 Prostate gland Specific Antigen |Primary Pattern |on Needle Core
Note : Transitional cell (urothelial) carcinoma of |(PSA) Lab Value|and Secondary |Biopsy/TURP
the prostatic urethra is to be coded to primary site Pattern Value on
C68.0, Urethra, and assigned Collaborative Stage Needle Core

Prostate codes according to the urethra schema. Biopsy/TURP

TR AL TS U
Transitional cell (urothelial) carcinoma of the
prostatic urethra (ICD-0-3 M-8120, 8122,
8130-8131)
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T e IR = F 2 7]+  SSF Schema

Factor4 Factor5 Factor6 Factor? Factor8 Factor9 Factorl10
Gleason’s Gleason’s Score [Number of Number of Clinical-Staging-
Primary Pattern |on Radical Cores Examined|Cores Positive  |Procedures-
and Secondary |Prostatectomy / Performed
Pattern Value  |Autopsy
on Radical
Prostatectomy
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T e IR = F 2 7]+  SSF Schema

Cancer Site/Histology Factorl Factor2 |Factor3

Hodgkin and Non-Hodgkin Lymphomas of All Sites Assessment status of HIV Systemic  |Assessment
infection symptoms |of IPI

(ICD-0-3 M9590-9596, 9671-9680, 9684, 9687-9689, at (International

9699, 9702-9727, 9735, 9737-9738, 9827(EXCEPT diagnosis I;’rggn;)stlc

ndex) score
C42.0,C42.1,C42.4)) &7 % 4 SSF1, SSF3, SSF7-9
(ICD-0-3 M9650-9663) i % % 4~ SSF1-2, SSF7-10
Lymphoma (ICD-0-3 M9597, 9690-9698) i % % 4+ SSF1, SSF3-4,

SSF7-9

(ICD-0-3 M9700-9701, 9731-9732, 9734, 9749,

9751-9759, 9761-9762, 9766, 9811-9826(EXCEPT

C42.0,C42.1,C42.4), 9831-9837(EXCEPT

C42.0,C42.1,C42.4)) &7 % 4 SSF1, SSF7-9

Leukemia Assessment of chromosome | Assessment|Assessment-
study in leukemia of to-response-of

(ICD-0-3M-9740-9742,9800-9809,9840-9874, 9876-9948, molecular linduction-

9950, 9960-9968, 9975, 9980-9993) ¥ Z % 4% SSF1-2, studies in  |ehemetherapy

leukemia
Leukemia |SSF6-9

(ICD-0-3 M-9811-9837 & C42.0, C42.1, C42.4) &3 %
4 SSF1-2, SSF6-9
(ICD-0O-3 M-9875) &% % 4 SSF1-2,SSF 6-10

220




TR =4 £ %]+ : SSF Schema

Factor4 Factor5 Factor6 Factor7 Factor8 Factor9 Factor10
Assessment of  |Assessment Assessment- HBsAg Anti-HCV Assessment Prognostic factors
FLIPI status-of- cytomegalovirus- status of acute  |of Hodgkin
(Follicular HTLV-1- {CM\)-infection hepatitis Lymphoma:
Lymphoma infection— condition— condition ESR and IPS
International

Prognostic

Index) score

Assessment- Assessment- Assessment HBsAg Anti-HCV Assessment Assessment of
acute-graft chronicgraft  |cytomegalovirus status of acute |latest molecular
versus-host versus-host (CMV) infection hepatitis treatment response
disease disease- condition condition

aGVHDB} (cGVHDB}
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SUTETEALIARI7E 129 BIREP BB UEHE -

FH R
2019/11/8

VEL= 3 fé-iﬂlj',ﬁ% Malignant Melanoma of Hard Palate : (p.3)

Site Sub-Site Code 7 B4 SSFF =
Oralcavity|Floor of Mouth C04.0-C04.1, C04.8-C04.9 SSF1, SSF7,
& Palate C04.0 Anterior floor of mouth SSF9-10
C04.1 Lateral floor of mouth
C04.8 Overlapping lesion of floor of mouth
C04.9 Floor of mouth, NOS
Hard Palate C05.0 SSF1, SSF7,
SSF9-10
ofHard PRalate SSE9-10

Soft Palate, Uvula C05.1-C05.2

SSF1, SSF9-10

C05.1 Soft Palate, NOS

C05.2 Uvula
Other Mouth C05.8-C05.9, C06.8-C06.9 SSF1, SSF7,
C05.8 Overlapping lesion of palate SSF9-10

C05.9 Palate, NOS

C06.8 Overlapping lesion of other and unspecified parts
of mouth

C06.9 Mouth, NOS

Cheek (Buccal) C06.0-C06.1 SSF1, SSF7,
Mucosa, Vestibule C06.0 Cheek mucosa SSF9-10
C06.1 Vestibule of mouth

SSF3 g% I-1Il %k~ Rz M

$okGip3 B - BV h¥ = 8L Flf FAEZR ) 2 F R ¢ (p.12)
o  F RN RIF M T FE(TL eI (incisional/excisional biopsy, core biopsy) &t 34 =%
(aspiration) & - HIle % Z 11T 5 Skl 295 o
bl4e @ AR B R AR X T YT R A AR & it level /INEE A5 > T 3 level 1
aspiration:p; LU S £ e S, ?EEFF Z_i% 4 level /N4 > B ﬁ%%ﬁﬂ; Z 011 -

o

a.JJgr:gzeﬁs:tﬁ%@‘##&éi%%%%Mﬁ $a it level WINEEF - 35X level 1I/111+
l{-]-}_}——k): K% }ﬁzﬂ_‘l_ é';% :‘% P_L_é\_lt’:}' f@z ﬁ]&—% - OOO °
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SSFO Tl * St BRIP R

AT TSSF9, 2 3/ (p.24)

SSF9 Wik &R 3
ok # " 5% RIRE
Extranodal Extension (ENE) Clinical
2 W A5 8.9

SSF10 pmaHt ™ B Rk

HEALATH TSSF10, 2 3 /% ¢ (p.29)

SSF 10 WA 3
FRH T S RIR R 678 § ) 1 000,101-120,199,210,221-298,
Extranodal Extension (ENE) Pathological 299,399,988,998,999

w2 iF R 5 0 8.10

B gt ? pisg r"’%ﬁ_#ﬁlﬁ-“ﬁ)ﬁﬂfiﬁ“ ToMT R RIRE L BE TREHT S
2 HBE R EL SRk - 4 (p.29)

B gt

ST AR TV T TV T OFVR S R R ERURR) B 0 ¢ §RE P 2 g
W T EH 2 2 55 % (Cervical Lymph Nodes and Unknown Primary Tumors of the Head and Neck,
C76.0)# Mucosal melanoma of head and neck » == i T ? i '
BEMT B S (F L SAE R

YofBW KR 0 FTH T8, 23R (p.30)
Yo 7 &

088 . =X M T B2 8~ excision & dissection ¥ 5 pNO -

o AEMT B F - excision 2 dissection o

*  FiE{FHM T % excision 2 dissection: e IR L Fp it A G B RS D &
f 2 (pNX) °

998 WO R BT B P A S BRI T B ek A o
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L.
2019/11/8
SSF2 %2k CEA & ¥ &

Yo% = 22 5 010 ~ 020 ~ 030 : (p.40)

SSF2
BrFil CEA %1 ¥ &

Carcinoembryonic Antigen(CEA) : Lab Value vs.
Normal Value

WieE R 3
Y75 = [# + 010,020,030,988,999

B2 W B8 8.2

25 %
2019/11/8
SSF2 724k CEA

FALATH THR%E ¥ &, 2 F R (p48)

SSF 2
BrbuR CEA#S%E ¥ &

Carcinoembryonic Antigen(CEA) : Lab Value vs.
Normal Value

Wik Rk 3
Yn#§ 4 ¥ * 010,020,030,988,999

e 5 8.2

Eu}a}k%a} ~ _-g*_a;;)%
2019/11/8
SSF2 #%$uk CEA

AT TH%E ¥ e, 23 (p.60)

SSF 2
BorFih CEAH#ST ¥ &

Carcinoembryonic Antigen(CEA) : Lab Value vs.
Normal Value

Wi R 3
Y% 4= : 010,020,030,988,999

B R 5 8.2
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SSF 6 KRAS &% &

FoRG i 2099 ¢ itk T iaiF 2 F R (p.66)

Yol | TH

999 . }?ﬁfﬁ'% i\' F3E o
° }‘;‘l’ﬁ-ipkﬁ"" P o

a#—:}ﬁr
2019/11/8
SSFL1AFP ¥ 3522346 R &

$oBdn 3| § = BATH TAFP %2 %R R 5 10350ng/ml 0 %48 993, 2 % F : (p.73)

o BEHE ok RKAFP > dog F “’Sﬁtm & o E B iE 37 1-9879 ng/ml > 3 AFPg B 2
Ry 1010 P (R R T S %fgﬁz) Sl o Dlhote SR K% R R EE S 9Ing/ml R
$245000 ; AFPk % % % 9 " 8@ 5 6005 ng/ml > % #5600 ; AFPH sk 55 % 9 8@ 5 10
350ng/ml > 353 #5993 -

$afBipsl s e ,!H!]‘f FEik+ # 1% EA24E 6000 ng/ml s2 - o sk 992, 2% F 5 X ATH r
B+ 4 /422 6001 ng/ml I 9879ng/ml - 3j-3n#g 992 5 F 3+ 1} EA2:E 9880 ng/ml > -3k
993 ;2% F :(p.73)
o BERF R IAHTIRFAFP  drm F R e > HAFPR R @ i@:@%ﬁ Prte s & B ehd < fFfE -
I/}IJ'Q\." : AFP# 56%:%*? SRS i lﬁﬁ » E §x ﬁrﬁ i /i %400 ng/ml x 6000 ng/mlz. F’EUFT J
5991 ; = P mA992 | F # = ¥ & 4 76001 ng/ml
2 9879ng/m| T mAB992 1 Fh < P E :ta59880 ng/ml B 993 -

B SmF  t (p.73)

Koy &
992 AFP & %% fﬁ_éfg:‘@% P ik B e £ ﬁﬁ? R %5 Fo ik B e AFP £+ ﬁ%—%ﬁ @ 4+ 6001-
9879 ng/ml z_ fF¥ -
993 * AFP 52 7 % #cie = 9880 ng/ml -
e AFP &% fﬁi’gﬁ@%ﬂ%fi Bk =+ ﬁr%ﬁ (R %F%fj’g ® e AFP & = ﬁrf# 2 =9880
ng/ml -

SSF 3 Child Pugh 4 #

Child Pugh # 84 ¥ 3¢ 9 F9 > g/L 33 g/dL : (p.75)

Measure / score 1 point 2 points 3 points
Serum albumin, g/dL >3.5 2.8-35 <2.8
i Feo
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i B 1 SSE £ { ATT P

&
2019/11/8
SSF1 I % i 2bi b eh¥ 7 o niog

SRB W R AT T RiR, 2 F R (p.8D)

Yois | &

000 |+ iRF MIF bR E () o
[ ] };;1 l:'_)%‘ o

2019/12/31

SSF6 EGFR # F1% %

%75 § B 010 ~ 020 ~ 030 i #  AAA-UXX,VVV,XXX,ZZZ : (p.91)

SSF 6 &R -3
EGFR & F1% % 75 5 B AAA-UXX VVV,XXX,ZZZ,
999

EGFR (Epidermal growth factor receptor ) Gene

Mutation HE B RE 8.6

W gt Y Bg e mmeiffiRpl, 230 (p.91)
fﬁ"“’ﬁ:{w‘l’

PEGFR R 2 % % MR BE B k@ * Rl PR B o R 2 S R 2 51

BRI RSB XATH R BT B (pI))

o HFEY DT HEFETHY ECFRESK SR A RBM AR ERF AL FL R S o

« #BHRECFRZBEFLHFEHT FpLn *ﬁ’i B2 et BT B o

o M E3E ] LI LA NRELS - AR PR FZARE -

o FHAEHFR-BREAEAE-BP B ;/F.%EJ%FL REBE UXGls  FHRLH

G A R MBBERINNEL FAER GG -

wl4el @ 3R 4 3 5 Exon 19 deletion— #& R % £ Exon 21 L858R % % » %#% : ABX -
wl4e2 o 3R 4 4 5 Exon 20 insertion #& % % £ Exon 21 L861Q % % » %#g 5 EEH -

o EGFRAFIZHE A » 407 4 °
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i B 1 SSE £ { ATT P

B SR 2 TR IR KRB 1 (p.91)

s
3

&

EGFR# F1# % 5 Exon 19 deletionk % (& # % fésubtypes) -

EGFR & F]# 5% = Exon 21 L858R % % -

EGFRZ F1#: 2% % Exon 18 E709 % % (&]4- : E709A ~ E709G ~ E709V) -

EGFRz F1# % 5 Exon 18 G719 % % (|4 : G719A ~ G719C ~ G719S) -

EGFR# F1# % 5 Exon 20 insertionk % (¢ # % f&subtypes) °

EGFR & F1# % % Exon 20 S7681% & -

EGFR L Fl# 2% 3 Exon 20 T790M % % -

EGFR A F]# % 5 Exon 21 L861Q % % -

EGFRA& Flta 5 5 2 4 B2 (2 710 1 if 4 5]2 (28) o

EGFRA FlHesk %% 7 2% > LAKHEPBIERE

EGFRA F1# 5% » & 2 % -

N XIK|ClZ|@mmo|O|w|>

} & (FEGFR I FIk ok » it % % 4 2|3 -

999

+ v 87§ EGFREAFIZ %% -
. FEGFRZ{T#\ B2 %“%’lefﬁifﬁ%;iﬁfﬁp’lff'ﬁd‘{@ o
b Ed ’fﬁ%}

kY

* 5]

EXX

An insertion in exon 20 of EGFR is identified.

ABX

EGFRZA Fl#& 2% % % ¢ p¥ 5 Exon 19 deletion— #& X % £ Exon 21 L858R % % -

AXX

A deletion in exon 19 of EGFR is identified.

BGX

Codon 858 mutation (¢.2573T>G, p.L858R) in exon 21 and codon 790 mutation
(c.2369C>T, p.T790M) in exon 20 of EGFR are identified.

UXX

Codon 757 mutation (K757R) in exon 19 of EGFR - (7 & * 2t % Exon 19 deletion)

UXX

EGFR i T4k % % % 4 Exon 21} :7K846R% % -

BXX

2018# 57" # %t % LUL cancer stage4B » 2018/05/31 Lung biopsy EGFR £ | 5% =
Exon 21 L858R % % » Afatinib sine 2018/06/22 ; 2018/12/10 CT showed a new grow
tumor of LLL » 2018/12/18 Peripheral blood EGFR £ F]# 5% % Exon 20 T790M %
s » osimertinib since 2019/01/09 -

AXX

2018+ 1* # %t % Lung cancer stage4B » 2018/01/12 Lung biopsy EGFR £ F# 5% &

Exon 19 deletion % % » Afatinib sine 2018/01/26 ; 2019/3/4 CT showed mediastinum
lymph nodes progression » 2019/04/08 lung rebiopsy £ #1# % % Exon 19 deletion %

% % Exon 20 T790M % % - start osimertinib on 2019/5/16 -

VVV

IR ET R ’JJTLI%%? Afp > AP P W EGFR(+H) A 7 40 M e 2k 3F &

XXX

¢ No mutation on exon 18-21 of EGFR is detected.
¢ EGFR mutation unfound.

77

7 8 FEGFRA Fltese > 2L fo i 5 @2 23 -

230




4 B 1 SSF £ f A7 dcp

2019/12/31
SSF7ALK 3 Fi#§ =% %
W imgcit? I TR AR, 2 3P (pO2)

T gk -
o b dm 2 PFALK 288 % ) U Br B i bR sh2 LB M2 IEE

3L o

-F"'J'f YorBdp 3l % = B TATH S B (p.92)
. ﬂ\ﬁ}g fad Wﬂ(fz‘ALKéW&@ B A fﬁﬁ»'ﬂx%ﬁﬁ’uﬁﬂfwﬁ«f" {?ETE\:

o = A
el -

. a‘%ér:r“' FPORFTHY ALKA TSRS > 2P 2Rl RR: e Fhr b F R o
© FRAALKZ HREFLZFIAH* BHECLSREF 2R R 7 %0 -

I

2019/12/31

SSF 1 # % & % #kR|(ERA)

BB insl % = B (p.95)

o MF A XA %A S A u LERF vt k) 2 Allred IHC score » 3 ik d5 i JLAR 2 #14y if e
3 N o AR e T o

B YoBipsl S B2 - [ B (p.95)

* ERFABWHXZH/ > RBIKSI LR AoT L

3 4 : =% — 5% 4% 4 intensity of staining: S
(Strong) ~ (Intermedlate or Moderate) W (Weak)/w\ IR AR SN F 1 A

RSB F I8 RS T B 52 B0 (p.95)
e Allred IHC score: = 7% » %fEd = T + P 40T !
e Allred IHC score = FTL 55 & 4 #ic(intensity score » 0-3) ‘m %z b 5| 4 Hc(proportion
score > 0- 5)6 Fhe MR IR PikiE AR A 02 LIEN o e B A B 3-8 5
s o
o % - 7B 455 B (intensity) o & % & A B[4 4+ S (Strong=3)
I (Intermediate:Z) ~W (Weak=1) ~ 0 (220 5.=0)A %] X £ 55 ~ ¢ ~ 334 ~ ML o
*  H - ~ Z 5N & fmre s b(proportion) o ik H B4 fmre vt k] (positive cell %) b T L s
I E s LT AHENEE o
o Bldr 1imIRIR 2 4 i 5 ER Allred Score= 8 (3+5) > Bl % — #% & 3 % #% S~ % = -
*5%135 nFG 5 84
©  Bldw2: y53LaF 2 4y if 5 Estrogen receptor: estimated proportion of tumor cells
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score 0, average intensity of positive tumor cells score 0, Allred score =0 > B %5
% 000 -
FRAT TR R Allred IHC score » & 72 7 40 H U 5La5 & £ vz vt G| & P > P ik
TR R R A
e Allred Score=0 > %#5% % 000 » [£ 4 o
» Allred Score=1-2 » %#% 5 120 > 1542 > ER ¥ B 5|3 P o
» Allred Score=3-8 » %#% 5 110> B4+ > ER ¥ B 53 P o

B3 BB T B ¢ (p.95)
© NI A N R T HE R RAS - RN B ¥ BEN iz
L ade

RABEINEY G EREZE2 RCRF > BAFSEER2ZEE > § ZRBARRPIFF
Rl B -

k%ﬂﬁ@%mw#ﬁﬁmw@ﬁﬂﬁﬁ’U&%%&iﬁﬁé%ﬁ@%’ﬁﬁ
IR R RIPE > PRSI B o
p 5 IE‘..L_.A«’I‘%—j‘éF? ’ 'ﬁ»iiﬁﬁ‘ﬁ [P eI
Fo BB PE > RIIBAELEERF B 6 o

I 5 ER” vt ) 2 Allred IHC scoresf & p » B AIES-H B4R L 0% - F4F 2 8
Aple o BB AGEEERE BV 4 o

FEIERE 2 H- RELBE O ET 5 PBET A AL Lk R

”5

ﬁ\F

S oE4EL %R ERF B 62

i

e S R B IRAR 4 2 B
SRR ZH- R B R
Bk RV PIRE ZIREKE -

ER
WA U S G B AV ok E o RIELAR

i3 sx %ufB W = 0 3 373 Allred IHC score %% - (p.96)

ER F B ]

YoFB T &

000 4t ER 0% -

001-100 ORI L ERF Bant b B AR(LF )RR AP T o
S00-S99 w42 ER K RO

100-199 P4 Z ER K RV B o

WO00-W99 | 334 % ER & B 5] o
Allred IHC score

¥ - 75 L . .

Intensity score Intensity

0 0 None

wW il Weak

I 2 Intermediate
S 3 Strong
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¥ =5 — . .
Proportion score Positive cell,%
00 0 0%
120 il <1%
06 2 1-10%
22 3 11-33%
49 4 34-66%
84 5 =67%
£ * Yaid &
e B R BHIAP
110 . Allred IHC score 45 it 3-8 & » & P 5+ Intensity 2 Positive cell -
111 W w AR lE T Ao
120 et o
e ERF Bent 6<1% (# %4 ¢ i R) o
e ERF B GIAM T o
. 47 & ER(-) °
e Allred IHC score @ #; it 1-2 » » A P 7= Intensity 2 Positive cell - -
121 MRS aiiEr ZIEE

#73 % 6] © (p.96)

2 * B
S84 F' % B % o I24F 4 4 i Estrogen receptor: positive, estimated proportion of tumor
cells score 5, average intensity of positive tumor cells score 3, Allred score = 8
000 BERo P REFLIHE L ERO% » #X 2o o NS BEF L HiE Z ER
Negative °
2019/12/31

SSF2 ¥ #jr# £ % Wik RI(PRA)

i3 umbdp 3l % = B (p.97)
o WA A fEKE N A5 APRE & B2 Allred IHC score » 3 lﬁﬁiﬁf’agfﬁ‘é ERECRUSE
5 N

BB S B2 ¥ - L8 (p.97)
o PREBVOHIEZMH  HMBA I LR AT $- BRSNS B $ RS =g
R A

Js33 4255 — 76 3 4 intensity of staining: S
W (Weak) A ] s £ 55 ~ ¥ ~ 354 o

i

r Moderate)

(Strong) ~ I (Intermediate 0
AT B R B RF I BT AR (pI7)
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o Allred IHC scorex = 78 » B = 3 + P 40T

Allred IHC score % Fm B & 4 #c(intensity score » 0-3)£2 ‘w2 b (7] & Hc(proportion

score » 0-5) J‘Mc TR BiE ; BAc A 024 S A 0 Ao o B 3-8 AL

[ X et

¥ - B & B a A (intensity) - ix H % & & |44+ S (Strong=3)

| (Intermediate=2) ~ W (Weak=1) ~ 0 (2 5.=0) 4 %] X £ 358 ~ 7 ~ 3534 ~ @ MEL -

% - ~ Z BB % 4 fmre b (proportion) o ik H B 4w f2 vk B (positive cell %)+ T F s

BT IaE F4k o LT AR AE L o

o Bldr 1imIZIR 2 45 i 5 ER Allred Score= 8 (3+5) > Bl % — #% & 3 % #% S~ % = »
Z %5 Mg s 840

o Bldr2ipz AR 4 4 i 5 Progesterone receptor: estimated proportion of tumor cells
score 0, average intensity of positive tumor cells score 0, Allred score =0 > B ¥ f5
% 000 -

R T AR R Allred IHC score » & i (748 e bt Gl L5 & A #cps > BT

TR R R kS e

e Allred Score=0 » %#5% 5 000 > [& 4 o

e Allred Score=1-2 » %% 5 120 > I&+ > ER & 5t 6% B o

e Allred Score=3-8 > % %8 5 110 - 5+ > ER & - 572 P o

Bl RE I B (p97)
o M A fERAET N F AR T A R AR AR

BRERE R BAESERE R EE > § ERBA KRR PESR R

Big -

I P p@@mwﬁ%ﬁmw@ﬁﬁﬁﬁ’u&%%&iﬁﬁé%%@%’ﬁﬁ

IR A G R PF o RIS A IR i o

1K rﬁ;..:,.ﬂ%ﬂ\f?ﬁ?  BABEHBRRL LS FRL SRR ERE B 62

FE AR > BB A EPRE B 5

P53 PRE it &% Allred IHC scoredr 2 p% » i A g4 H BB R 24 2 % - B4R 2 3

AR PE o Pl B A EPRE B B o

FEAEEY D - RELBEFT S OB A AR B S R
53

i

o B & PR R A S TAR 4 2 B
SRR SH- R 2 BE o F
Gk B GIRE LR E e

BN
AR A B Y G BILE A Rk BB

3 3 Yok 1 1 > I X738 Allred IHC score S5 1§ i : (p.98)

PR F J& ' &

Yo Fh &

000 4 PR 0% o

001100 | 3§t itdf & PR A et bl » it 4 (49 )i A AR 7 -
S00-S99 WAL E PRE BB o
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100-199

¢4 Z PRF I G| o

WO00-W99

5342 PRF Juit o o

Allred IHC score

¥ - B et : .
Intensity score Intensity
0 0 None
wW il Weak
I 2 Intermediate
S 3 Strong
- ~ = ,ﬁ% ii
- Proportion score Positive cell,%
00 0 0%
120 il <1%
06 2 1-10%
22 3 11-33%
49 4 34-66%
84 5 =67%
£ % kb &
o B KA .
110 e Allred IHC score @ #; it 3-8 4 » A P! 7+ Intensity % Positive cell -
111 Wy mE R hEiE? B
120 FEfd o
e PRFE Bewt <1% (2 %A B AR) -
e PRFE BV HAP T o
e 47 5 PR(E):
e Allred IHC score &4 it 1-2 4~ » A P 5= Intensity 2 Positive cell -

#oH % ) ¢ (p.98)

k) Ed|

110 R B ‘;.%:}I%IEJjJ;’% w it PR % positive, Allred score=7 -

000 BEr P REFLHEPRO%  FxX L iFofkis  iFts pEIFLHE S PR
Negative °
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2019/11/8
SSF 3 % $i R 2 2 2%k

i3 22 % s% 4~ B © (p.100)

SSF 3 WiER 3
L RUY STRRy P %75 # ) © 010,011,020,02,030,031,
040,041,988,990,999

Response to Neoadjuvant Therapy

e B A EL 1 8.3

%m#ﬁal%?igﬁ:%’&g:%éiéﬁf}_%(ploo)
© %I PCRz 7t - H i R E 2 BT TRA TR G BL o

Yo% = 011 # 1% Texcluding NO(i+) y 2 F /% > B33 TNO(i+)™ 2 4R 3 pCR, 2 3/ ; %
010 ~ 020 ~ 030 ~ 040 # 1% g T ET 4 2 F P § 1% %f% 021 ~ 031 ~ 041 : (p.100)

7B TR
010 FrA—5—+kg-Clinical complete response(cCR) °
L F LA Pathological complete response(pCR) -

011 (No residual tumor ; no invasive component in breast tissue and lymph node » NO(i+) 7= #
% pCR) °

020 %e%—?—’wﬁ%—Partlcal response(PR) ; Moderate response °

9_2_]: x‘,\ ©

030 %@%—?—’wﬁ%—smble dlsease(SD) Minimal response -

031 A :

040 q;?-%—;»—;%-&eﬁ—;‘p—Progresswe dlsease(PD) Poor response ; No response °

2019/11/8

SSFosia k> B8P
SoRBip 3 ATHF B BB - B 5 =8 (p103)
o Fwl &% 3 isolated tumor cell (ITCs) & j° B » J& %45 5 000 -

Sl 0004 TH 5 - B R¥ - Bt i ¥ =% (p.103)

Sl &
000 o BT EEE .
e BT B3 isolated tumor cell (ITCs) & J° o
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B &

RFA BT BB fpEAE L Y AE T B Ak
B % 2 -

a

2019/12/31
SSF 7 HER24 # & 8 i 8 % i} Sl id

Ya#5 § 17734 500-502 » 900-902 : (p.106)

SSF7 LR 3
HER2 ## =3 1t £ % chl Sl %% § F) * 100-103,200-202,300-302,

i 400-402,500-502,888,900-902,988,999
HER2 (Human Epidermal Growth Factor

Receptor 2) IHC Test Lab Value B E AP A 1 87

B3] $ - 82 = 8 (p.106)

s kB k7 ¢QA¢IE;+&5§ v fedRE Y AR N HE L R s e B 05999 -
e HER2%& & ‘,f‘ it B> 2 & 7 ISH (In Situ Hybridization)£2 IHC (immunohistochemistry) -
ISH 2 fic & chif £ g B 12 FISH%ﬁ/P | % 521 > CISH=Z 2 » &8 5 IHCHBlE % -

B R B B2 LB LAY LB R¥ e ol BcE T L8 (.106)

. ﬁ@%”T%ﬁ@ﬂ%i%%'

o BRRRERCKRYFRRF BAFLSRRRLEE D F RRRAIRRF 2T LR
iy B (B4 45

o FRELG REINEES I BT L P o RN B S S Ry 0 g RN
PR KR o P A 2R B o

o Hoprigt DE- RE2ZBREG P OAFL R SR RISk R
@gﬂ%%%gﬂ,%¢@ﬁ$5mﬁﬂé%’CBH?*’Eﬂﬁéwm%ﬂé%o

c SAMEY RE- RBELBREG SEARRER UBMRHREL L BAFEFISHE
w%%,m&ua,ﬁ¢4ﬁwmﬁﬂ$%o

$oRGdn 3! 5 1 BEZ % B9 H 4 Tequivocal ; 2 F % ¢ (p.106)

e BXTHMLIETHRZKZELW H.—‘F% JESN IR "$ v L X FH sHER 2 5 &8
equivocal > JidE 45w F s A 2 BB i iE o

e  FaHMskm HER2# 2% & I£ 1 ~ equivocal 2 44 2 0 sk AL ISR L E GBI
BF o A% 5 888 -

HoRGdn 3! %~ BEHf 4 Tequivocal ; ~ TRARZ HdE ) 2 F % 1 (p.106)

o Fa Pk T HER2# 5% 5 1442 - equivocal 2 44 £ 3 Fin ok w TR Ja R S 2 BiiE B A
£ % equivocal > BAR 5 KA > T B AR A FISH &% % > CISH=x2 » £ # = 5 IHC #&#|
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(TR

A7H %G 4751 5~ B ¢ (p.106-107)

. B 108 2 ¥r& A=2 B % » H HER2 #& % 4% < % & 45 ISH (FISH/DISH/CISH)# Bl 5% % » & %75
= 500-502 ; 37 ¥ 4F %§ = 200-202 ~ 300-302 2 400-402 -

i3 3% Yo 78 # 1.200-202 ~ 300-302 ~ 400-4022 % & - ¥ #73#{500-502 ~ 900-9022 % &% : (p.107)

7 &

200 ¥ 100-107 Z¥rE Bt * > p 108 %7422 BR3¢ o
» CISH, negative -
» CISH, not amplified -

201 #100-107 47 B * > p 108 %TEA22 BX AT o
» CISH, positive -
» CISH, amplified -

202 ¥ 100-107 2 4%rE ki * > p 108 L¥TEA22 B X7 * o
CISH, equivocal -

300 #100-107 Z%r&E Bk * > p 108 L éTEA=2 BX A * o
* FISH, negative -
* FISH, not amplified -

301 W 100-107 %7 kg > p 108 Z%TEA22 B X7 * o
* FISH, positive -
* FISH, amplified -

302 ¥ 100-107 érE B ki€ * > p 108 L¥TEA22 B X7 * o
FISH, equivocal -

400 ¥ 100-107 érE B ki€ * > p 108 L¥TEA22 B X7 F* o
Hv e Her2 1& % o

401 ¥ 100-107 érE B ki€ * > p 108 L¥TEA22 B X7 F* o
Hv e o Her2 B4 o

402 ¥ 100-107 érE ke * > p 108 L¥TEA22 B X7 * o
H v ¥ 5% » Her2 equivocal -

500 * ISH, negative -
* ISH, not amplified

501 * ISH, positive °
* ISH, amplified

502 ISH, equivocal -

900 Her2 A4 » B U B > N8 b pathsh > V7 3o

901 Her2 i3+ » B ¥ 5% > ;tgww;o*g,%;% Pl S A

902 Her2 equivocal » H v 5% = ;N & ate sk = 47 3% o
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it B 1 SS

F = {ATE oip

i s ¥ 373 % b ¢ (p.107)

B % v

100 BER>ipfkar P4 A IHC & 2474 % Her2 (equivocal)> £ 74 < F 21t 5
B 2 (5 R BEAVES ;»*ﬂfﬂar FEAF L 2 IHC# 974 5 Her2 () -

101 BxEiF PR A IHC & A48 2 5 Her2 (2+) » FISH(+) » 2. s & ;F\,% e A

EERILAR L 2 IHC e & 47 4 5 Her2 (1+) -

300 BRI 107 &£ L85 3 % 0 o f w2 Hﬁﬁ IHC & & 4r £ 7 Her2 (-)& Her2
(equivocal) » & {7 4% 5 o Flh it By > 2 18 L HEAVEILT 5 i LR
42 FISH#% 2482 5 Her2(-)

302 BE2ARL07 & LE 5 5 25 AN R e A R IEAR S 2 IHC & % 3R
2 Her2 (2+) > 4 4 FISH # A48 2 % EQUIVOCAL -

500 BANARLI08 ELE S S B o T P h IHCH 542 5 Her2 (1) & Her2
(equivocal) » & (745 5 FdLi“ Fipfy > 2 B R JREAVEIT S 7 p i I
22 FISH¥ 484 % Her2(-) «

502 BEAR 108 EZET5 S % o & ff%ﬂxfw L5 *ﬂf;ﬁ;}%ggp:‘;i IHC ¥
#3542 Her2 (2+) 5 {4 5 FISH #& 248 2 5 EQUIVOCAL -

501 BxEE> P8 A IHCH A2 5 Her2 (24) FISH(+) » B %452 w0 S0 15
£ RIAVERI S epRR L 2 IHC R 6372 5 Her2 (14)

2019/11/8

SSF 10 Ki-67

;;zsm#ﬁ%l%?—w S B FAMET B RYT P EEEE A B (p.110)
o R Srh BB L

s A L

LIPS R X e REY/ 30 fﬁﬂvb‘? °

ERFRERCFET T RAIF BARSEERBEZIEE D FRRBEARBRE T R
I”'}i‘%ﬁtm#%%r

PRl g RN e A IR Cm IR AR R B o RN B S b Ry 0 g ROE IS
I“#\lp»d‘ﬁ/? -l #%b‘ﬁ%? M+ Peim o

H - ¥F"?ﬁ«f‘*”? RE-REZBRFF PR I A RIS A R
P ILAR 2, %éio

%%E’?ﬁ«fé’;; RH-RF2ZBREF SARHRER ) RIFSE AV REZEKE -
FAEX IR TR A E 0 R R ORIRAR L 2 HE A

FRLFL P EES AU TF AL PSR E -

FORILAFL P EED AU AR R E R o R E Rk ip BB A e

2019/12/31

SSF 1 # % & % W RI(ERA)
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i3 YoBdp 3l % 2 B 0 (p.117)

¢ FF ‘2:;}7%»'1’1 S #% R R '%’t:}ﬁff AL"Q&»'&’}’/\“’ I i ﬂh%"“‘g‘ha DR~ F

BEREE R R RS R R R il
#icig o

FPEE G RE 2N e fedg 30 1 WAFL pF > U RFINE2 BB G B R § R
B3N K R 0 R A N el
;;@&%%iﬁ?’%i%ﬁﬂ%ﬁ$?¢%;¥$%$%k%$Ewﬁwﬁﬂ
Fo B IE R Bl RAEAERS B b o

FEIERT S H- RE2 B *’@%ﬁﬁﬁﬂﬁ%%’“iﬁh%&%%
b AR s AF 2 2 dc i
PRERE S H - Rg 2 Bk o
BF b DIIRE 2 ek E
FARABEX ISR Wi %‘%&ﬁﬂﬁ SRR RS LR 2

FWER SR AT G BT AR SRR B R R
i X

ol A BOERIPE > IR

SR A B R G BT A % o B LR

*ﬂ'\' \rr_rl\r
vw ETRS

B3 & FIR ISR F R 1 (p.118)

Yo7 &
000 £t ER0% o
273 % & * (p.118)
S FG * bl
000 BE P REFLHEERO%  FX Lok (s > e mIEFL ik 5 ER
Negative °
+ ¥ WA
2019/12/31

SSF2 % Mk & iR

i3 %S dn 3] 5w B 1 (p.119)

o FEmART Gdh BB BL 4 A

BERRE R R BARSERRLIEE 0§ ERRA KR PIF RESR R
#icig o

PP 5 F OB IS e A 3 PR IR 2 P 0 RN e S AR R 0§ R
2R lf_%lpk*ﬁ/? 5o PR SRS INEKE -

FrBeREAEL > BAFHEBRELLE  FRL SRR PRE K 62
fo B MEPF > PR ALFEEPRE B 5
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4B 1 SSF £ { ATE i

e <
¥

» R EAERT S M- M BR L ED 5 BT AR SR R
g % R R AR R IRAR L 2 B S A e
¢ SRR G OH - };1")%7 [N T A TR EEE AV e E R %i#ﬁ

Bk v bIRE L e E o

o FABI ISR W SR AE 0 RI P 2 HILAR L g A

s FERTIRAET G IOBERT AVELR PSS TER R B bR dE 2
PRk

s o PGB TR (p.120)

Yo B &
000 #£4E PRO0%

#5361  (p.120)

7% * b
000 BEr P REFLHEPRO%  #X Lokt > I HmEFL HE S ER
Negative -
33 5k R
2019/11/8

SSF2 % # = & &t iz 3

75§ F1010-030# # % 010 ~ 020 ~ 030 * (p.132)

SSF 2 kR 3
T B R 475 % B : 000,010,020,030,988,999

Extranodal(Extracapsular)Extension of Regional

Lymph Nodes BB 8.2

i Ry

2019/11/8

SSF6 *r % ik dct & ¥ P

BBl kit o I T F et VEARL Y | 2 3 (p.147)

Pl R B R I e F R et Ropalip L0 T R Y iR Bl B deP o
YoRdn3l = ~w > T B> pig Tiwgt | 2 F R ¥ T B4 4 (TRUS-BX)2 F B @ (p.147)
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o EHT S ded B ek B RS E RS F A2 Ak
B R R AT it o T 2RO

e TURP % % 3 (7 4e4L(TRUS-BX)*> ¥ + Jiu %45 5 988 -
© B RFRTELL FYBFRATHE T AT ARTH

HoFG 2988 2 999 %k et | 2 F R 1 (p.147)

s &

988 A AR (T o

999 . jf{f?_‘@_&.l___kyl;l , leyl;lﬁ;{ﬁi*ﬁﬁﬁi%—%‘fo
. * o

2019/11/8

SSF7 2 {E#cH 4 P
B it p i Timgt ) 2 3R 0 (p.149)
SRR R ROR B R E P F RS e PRI L Y R R 8RR R

WBBigilF -~ 2 2 T BIS Mgt | 23 % @ (p.148)

o ol B RS G5B R EH dha 0l BN A S D B R
#ie o

o FRE IRV E Gl P RSP EES 2k hHE

o FRE A S Gy R Sedlr B Y o iRk & ol 4 o

* TURP#Z A fTdmdlr ¥ %A% 5988 -

Yo% £ 000 ~ 988 ~ 999 P %4 smd+2 3 F : (p.148)

S ¥R TR
000 Y e al AN AT S S = Y A
988 3T S

o A Tl 5o
e PINII % o

999 o Imély PR e P iEEcHE A o
L] 7\ T‘;""I’_ o
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*

2019/11/8

i 30td %atb i F ¢ (p.153)

3R

Hodgkin and Non-Hodgkin Lymphomas of All Sites

(ICD-0-3 M9590-9596, 9671-9680, 9684, 9687-9689, 9699, 9702-9727, 9735, 9737-9738,
9827(EXCEPT C42.0,C42.1,C42.4)) & % % 4% SSF1, SSF3, SSF7-9

(ICD-0O-3 M9650-9663) i % % 4% SSF1-2, SSF7-10

(ICD-0-3 M9597, 9690-9698) & Z % 4% SSF1, SSF3-4, SSF7-9

(ICD-0-3 M9700-9701, 9731-9732, 9734, 9749, 9751-9759, 9761-9762, 9766, 9811-9826(EXCEPT
C42.0,C42.1,C42.4), 9831-9837(EXCEPT C42.0,C42.1,C42.4)) & Z % 4% SSF1, SSF7-9

v oR R

2019/11/8

SSF10 Buif - isf X B R A A HiTh

BB EHE PG (p182)

B

% b

125

2018/03/28 ¥ %+ CML & % » 2018/04/14 BCR-ABL gene: positive p230
BCR-ABL(e19a2) - 2018/04/28 B 4;~i * Nilotinib ;5% > ¢ a0 & s — =X &~ + & 5%
p ¥ 2 2019/04/25 - ® ;p] BCR-ABL gene log reduction % 4.5 -
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4 B 1 SSF £ f 37 dc

SUTHRAEBEARLI08E 129 B3RP TG LB

BRI
2020/9/30

LS A ;)F‘i;_ﬂzl_”s}ﬁ—‘;”é HERER L (p.20)

SSF 7 &R -3
EESE ERE L E T %7 f ) : 001-980,987,988,990,997,998,
999

Measured Depth in Pathology Report

e R 5 8.7

B9 %
2020/9/30
SSF4 BTk 4

;ﬁig,gg,,gg;};, S =8 RE = Bhit i S B 4R (p5l)
e 2©CRMi4p F F % 3 Circumferential radial margin - Circumferential resection margin ~ Mesenteric
(mesocolon) margin ~ Radial margin ~ Soft tissue margin -

FH BB =2k (p52)

Yok &
999 © BRI G

. };ﬁ}_ﬁ‘;\ga i\‘ °
*  JRIFL Wiy it 5 distal and proximal margins -

ERLRES CESRK
2020/9/30
SSF4 Bk

A GBI F B RBP =BG S B U (P.6I)
* 2CRMi4p F F % 3 Circumferential radial margin - Circumferential resection margin ~ Mesenteric
(mesocolon) margin ~ Radial margin ~ Soft tissue margin -
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R SR P T (p.64)

YoFB TR
999 s HRBRIRTIgAGE
©OREAER
*  JRIsFL Wiy it 5 distal and proximal margins -

u-‘r-:)%
2020/11/13

# z2 Child-Pugh Score # #p % : (p.75)
Measure / score 1 point 2 points 3 points
Total Bilirubin, pmol/l(mg/dL) <34 (<2.0) 34-50 (2.0-3.0) >50 (>3.0)
PE 4 %

L%
Serum albumin, g/dL >3.5 2.8-3.5 <2.8
P
Prothrombin time prolonged, <4(<1.7) 4-6 (1.7-2.3) >6(>2.3)
sec (INR) 4w fis o P&

o Mederate Slight Severe— Moderate
Ascites g -k None ;
(easily controlled) (poorly controlled)
Hepatic encephalopathy None Grade I-11 Grade IlI-1V
aal: o (or suppressed with (or refractory)
medication)

5 Ay
2020/9/30

SSF2 ¥ sl &% Wik RI(PRA)

$okBip3 BT A B2 F =B D% - BLE S BOP FR 5 B2 F = BRER R

PR : (p.101-102)

e Allredscore: = 8% » % it 2 3 L3P 40T

e Allred score % =

1558 K& 4 H(intensity score » 0-3) ¥ fm#z v ] 4 #ix(proportion score »

0-5)7 F 4e b ATE 2 #eld | FAeiba #0-2R 5 1L > 4o A B 3-8 AR5 L -

* % - B A ELA A (intensity) 0 ik H % & A W/4E 4% S (Strong=3) ~
| (Intermediate=2) ~ W (Weak=1) ~ 0 (& 3 5.=0) 4 %] i* £ 38 ~ ¥ ~ 334 ~ m 5L o
e &= -~ ZF N4 et b (proportion) o ik H EE 4 me vt B(positive cell %)+ T T o
BT IE A R T IR NS A o
o blde 1iEIAR £ 45 i 3 PRAllred Score= 8 (3+5) R ¥ - 5 ik 3 %afb S~ % =
ZHERS s 84
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45 B 0 SSF £ AT F B

score 0, average intensity of positive tumor cells score 0, Allred score =0 > B % #5
% 000 -
*  FRETIELIR Allred score » &2 17408 tw iz 1t GBS R A P 0 B R T 5
e Allred Score=0 > % #5% 5 000 » f& 4 o
o Allred Score=1-2 > %uf5 5 120> [&4 > PR F i 62 B o
* Allred Score=3-8 » %#§ 5 110> F51£ > PR F &\t )3 PP o
e NIAFHE T RBEUT R RABEAES D S - BRI R DB 5 - BT R Z 8
RS F A
. }%ﬂ;\ My RRFE2 REFEF BAESELERZEKE S §F TR B A BKRR
P Bl R R B o
c FREG REINC|EHICHEFLP > URFINELHKES BBER 0§ R
IR R RIPE > R RS A I Bl o
© FIBEREAFL RBARFEEBPERLEE FHRLEERFEGPRFE B )2
fo IR IEIERE > PR L AE8PRE vt &)

SSF 3 %% H I i% 2 2%
BoRGAn 31 5 2 BY VTRA TRVHE VTRR FRE LA ORE L thk &7 (p.105)

o R PORZ v B # T ENR LRt AR TRR F £ R R ) thi
B -

Yo% = 010 P4 TR TR 817 5 020 i % Partial 3 % : (p.105)

YoB &

010 FrA—5—+kg-Clinical complete response(cCR) °

:/,%If'.l_? 2 &g 51 Pathological complete response(pCR) -

011 (No residual tumor ; no invasive component in breast tissue and lymph node - NO(i+) 7= #
% PCR) °
020 Partial response(PR) ; Moderate response °

SSF7HER2 &2 gk it £33 ch} Sk &

Brmmindl ¥ - g2 p 7 (p111)

e FaEMInKw HER2 5% & 1512 ~ equivocal 2 44 £ w0 ik o A ISR S L BB F A
& % equivocal > JEAR 5 & > ® R AGEEFISH #B|5% % > CISH =t 2 » £ H = % IHC # P
B oo Fiohw SRR Nk o Rl B E ISR W HF R o

e ST

2020/9/30
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SSF 2 smgtr ¥ &% R 05 HHl Gleason < & 3 & 31 sl X & 31 ik
R YRR Ip 3 F - B RE S BEIE N R (.14D)

s &P Ao RRFwEs A @@%‘ﬁﬁm |75 ot 8 3] enGleason = 2_ #cig o
SSF 3 fméter ¥ z‘*.&i%{é%ﬁﬁ{%d'}f%ﬁﬁ Gleason = 4 #&

A eI F B R BRI S B R (p.147)

* HEP IR DG e 5 G R LR T ] fnGleasont 2 #ciE -
SSF 4 #ik " 22714 & X M f2 )4 Gleason X A 53 R Y B oA X2 A/ 2k
$oRBin 31 B N BATHOTX?2 F PR ¢ (p.149)

s FHA Figr]l}_*ﬂ* 2 < AR 0 e mIZAR L B % 5 PIN I 2 No residual tumor (TX > TO) »
2 @z Gleason’s score - R %% = 988 -

$oBB I - ATH AT PTX”2 3 R ¢ (p.150)

Yokl | &

988 7igH
° %%ﬁf—?%?‘%ﬁ?i*ylff ‘«‘,Eflﬁ”“'l °
e PINII & No residual tumor (TX » TQ)

909 |+ UEHESRE RS RS MER IR S A ke -

L] 7. ;{_o

SSF 5 R 27 % & f2 311 # Gleason < &~ ¥
M%#,a 51 % 4 BLATH"TX”2 F P : (p.151)

L FE“T\}_*?“f B REfER] 0 e EIZAR 2 B % 5 PIN I 2 No residual tumor (TX-TO) -
x ;E: i Gleason’s score » 7 % 7% = 988 -

BB CATH ATHOTXY2 2 P ¢ (p.152)
%rb | Tk
088 | * %

© R FHGE R R A AR
e PIN I & No residual tumor (TX » TO) °

999 |+ AL DTG SRR L REE L A ke

° Zgﬁf_o

b
2020/9/30

SSF1v sk ¢ Wik & e
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%itd B 1 SSF £ f A7F Hmp
Yo% = W74 013 : (p.175)
SSF1 WeER 3

FETYE TS ies %% # ) * 000-007,013,021-027,041-042,
051, 061,090-092,8XX,988,998,999

Assessment of chromosome study in leukemia
BE A 81

oG = #73 013 : (p.175)

kY T &
013 AML with t(9;22)(q34;q11)

SSF1v s ¢ Wik & em=e

$uF% §¢ BIATH 013 : (p.177)

SSF 2 WL R 3
AR R & ¥R %275 ) © 000-013,021-025,041-042,

L . 051-055,090-091,8XX,988,998,999
Assessment of molecular studies in leukemia

BE WA 82

SR8 = ATH 013 : (p.178)

Skl &
013 AML with BCR-ABL1
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SRTHRAEH/SARL09E 128 BRI TH O MEREE
ok 5 1 2 S0 k% R P
2022/1/10

BITE - B F PR VFR O AAOLRRE - (p.1)

@ J e 38 4 #_F)+ (Site-Specific Factors » f#§ #LSSF)Jc4kr ¥ ~ 4 HLE B g > ¢ 32 R H
T~ SER 3R BGORE DGR T RHOR R R TR R
CE T Ty S ER M T R P B e

SR
2022/1/10
SSF 4 % btin F 18 ik &

B3 SB35 - B (p.36)

o AR lﬁﬁffﬁfﬁjﬁ ?FFFF"; CAaEF c?‘ TSR AP B3R 16 P H”T?r’ﬁ‘%
EHT’I—IF.}%!’?"'KW&/‘\ T T RS 2 ok s fE DRy o WA A R AP TiRdR
ML %P XA -

2022/1/10
#Ha

AL LS 28 0 (p4b)
2. EFEHEE A SSFI A Bk SSFO T o B E 988 (F E ) -

SSF 5 BRAF # 7% %

WL AT o 28 BRAF A FIR % o B3 5T R 2 1 (p53)

SSF6 RAS # F]% %

Wit KRAS % s RASAFIR® » £ cfedep % > #iop 35T R 2 © (p54)
SSF 10 #c % 2 7 & T ik Rl

AT Il SSF10 MR W2 TR BIWF > Fop FH2F P 2 1 (p57)
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4B SSF £ { #7F B p

ERLREN LK

2022/1/10

SSF5BRAF # F1% %

i ATEC? o scfcdr BRAF R FIR R P FiFEE R ¢ 1 (p.65)
SSF6 RAS £ F1% %

Wt KRAS sk macs: RASAFIR® » ¥ isfashp 5 > Fwp 3323 M 2 1 (p.66)

SSF 10 #ck 48 # 4& <45 Rl

ATt SSF10 e B W2 R LRBIWF > Fop 524 2 1 (p.70)
“"ﬂ?

2022/1/10

SSF1AFP ® A|75523%-9 &3 E

i % %% # B 3 A01-A99,010-099,100-987 : (p.73)

SSF1 WL R 3
AFP 9 4]25 5235 5% & %75 # ) A01-A99,010-099,100-987,

988,991-993,999

Alpha-Fetoprotein(AFP) Lab Value

e R EL 81

3 B3 F 45678 (p.73)

2
"z

PETE2020E () w2 Bk o F Lo R T BRAFP > b F R HE Y 0 F FHciE 010879
ng/ml > ’ﬂ—uAFP%ﬁ%\:v 7 B e “/f 121018 P~ BB (3R & 1E H 383 0 B S dh o
mHir DAFPHE R 2 % F Sl iE 59 ng/ml > A5 000 5 AFPHe = &% 7 % #ciE 56005 ng/ml >

475600 5 AFP 5% & % F % ficid 5 10350 ng/ml » 3475993 -

5 ur & 2021 # (7 )Az2 B R 0 B =X ,p;z;‘ T AFPHE % 2§ 5 B 220 1-99 ng/ml o ik Rk
lgigﬁm A01-A99 ; #AFPHe % 2 § "% #ic ® =2+ 100-999 ng/ml-§ > 33075 5 010-099 (3 4 B =
#c) o FAFPY& % 2. F “Z e 5 1000 ng/mlr2 + > - f‘a‘;l‘f 10f P~ B R (R A TR H 3 0 B F
) kG o blde D AFPHR SR 5% F F8cE S 9ng/ml v 555 A09 5 AFPHe B o % 7 "F B E 5 123
ng/ml > #%45012 ; AFPH % & % 9 % i@ 5 6005 ng/ml > 3% #5600 ; AFP%&%%“L%‘”’”"%'E
= 10350 ng/ml » 340785993 -

Bk E ik %ﬁ%%AFP g FREE Y HAFPRR E i&ﬁpg Fete % &k B b < fFlE -
blde @ AFPHR 4R 2 5~ W A R EE o ;g = #f# & 4 »>+400 ng/ml 2 6000 ng/mlz_ & 4 -
B9l 5 F B < Hff E 4226001 ng/mlx 9879ng/ml v 35992 1 F B~ 1Y E A2 1E9880
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4 B 1 SSF £ ATE B

ng/ml >

73993 ©

° %AFP—? K;‘%&fﬁ_ﬁﬁ- ;‘?:" ’J‘ ‘%&E\‘ J\ ‘%"ﬁ?ﬁ’{@_ﬁ& ) E]IJ J‘j Ezﬁ'{@_“ﬁn% o f}]l.&rv . AFP%%%%.’? Kf‘%&fﬁ_
o i 5 <2ng/ml > 3% 8 A02 -

BB = (p.74)

Y78 TR

A01-A99 | AFP ¥ 5 2. F "2 c i@ 5 1-99ng/ml (15:F * +t 2021 Z #7& 11 {8 B X&) ©
010-099 | AFP #% 2 § % #c & & 100-999ng/ml (& % i = 3k) -

100-987 | AFP &% 2§ "Z#icid = 1000-9879ng/ml *4 14 10 (¥ & i 2 53 » P~F )

SSF8 C 3|+ =l

A9 YofB 331 5 381 (.81)
* FAN-HCVH L gimpm 4 Fd o 0 2 % HCV RNAZ IS WP - 5/ 5 0115 £ 15 f e
S HCV RNA™ 4 15 1P » P4 5 020 -

o

2022/1/10

ATH sk SSF 1 B2tk CEA 5 & ~ SSF2 %241k CEA &% it ¥ & ~ SSF 3 Carbohydrate
Antigen 19-9 ~ SSF 4 Ki-67 ~ SSF 5 Mitotic Count » 3% % 3 TP (p.83)

2022/1/22

SSF 3 Carbohydrate Antigen 19-9

%8 W - 981-997 13 < ¥ = ng/ml % U/ml : (p.83)

S FB TR

000 0.0 U/ml -

001 =0.1U/ml -
002-979 | 0.2-97.9 U/ml -
980 98.0-99.9 U/ml -
981 100.0-199.9 U/ml -
982 200.0-299.9 U/ml -
983 300.0-399.9 U/ml -
984 400.0-499.9 U/ml -
985 500.0-599.9 U/ml
986 600.0-699.9 U/ml
987 700.0-799.9 U/ml -
988 P AN Bk F AT Btk E
989 800.0-899.9 U/ml -
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Ki’]’ﬁﬁ:‘B :SSF £ p { %%—Fﬁ‘ﬂi;ﬁuﬂ’?

Yok | TH

990 900.0-999.9 U/ml -

991 1000.0-1999.9 U/ml -

992 2000.0-2999.9 U/ml -

993 3000.0-3999.9 U/ml -

994 | 4000.0-4999.9 U/ml -

995 5000.0-5999.9 U/ml -

996 6000.0-6999.9 U/ml -

997 >7000.0 U/ml -

G

2022/1/10

SSF 8 4 T My iy 1o

#7H fcdk SSF 8 ¥ TRB LB S > Fwp FHFFTR 2 1 (p.94)
SSF 9 % % 37 #<

FTH el SSFO MR dc > Famp BT R 2 1 (p94)
2022/1/26

SSF 9 *f % 47 #ic

B ket ® RIEA N F 12 HF 5 0-2 4 ¢ (p.94)

Wit
BRI E 02 9 R B % R IR S 2 B R A o -

B3 2 B CRED UL F L2 024 ¢ (p.94)

o AFEMFREIID FOREH NS L FARGE IS FEP L EL 5028 > A A
988 -

_
i

e TO (No evidence of primary tumor) i# % -
o S RHEH N R 0-2H B K -

o AHRGFIIER X o

o Wy HIpWRE -

s ANV HIFRYR P EIRTH -
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%145 B 1 SSF £ p { AT #emp
a;-aﬁé:)ar
2022/1/10

SSF3 H} vob K HELift

B mdn il % 38 ¥ BB =& ¢ (p.138)

* ¥ &34 {7 R "% 4 i(transurethral resection of bladder tumor, TURBT) # TURBT i 3 # #f
M RE 0 B 5988 -

o ¥TURBTHAFLf5 it AF ok Ko L & F X BAEKRET P PARIES 52367 > DL %A
988 -

$%rh | TA

000 |RmIEfEA4 & 3 FFop K
010 |pmiEsj e ¢ AF Ik -
988 | A * -

e  A#{ TURBT -
st *hage TURBT > ¥ @ I pande & T4 -
e TURBT &% 2 $4 EE o

v °

o

Bk A

2022/1/10

SSF2 mé->r v &% 5 i if S OR 05 1 A Gleason X 4 53 & 3| i il % & A i
A BRI F OB RY OB F 108 1t dEde ¢ (p.144)

e FREIFXmé R AL REHRL ’ﬁlé'} ",f i > 2 Gleason’s score'd 4p Ir > Rl 4531 & e
(primary pattern) % # -

*
2022/1/10
SSF8 C 3|+ & 48

A Sufbdp 31 % 3 8 (p.167)
* FAN-HCVH figdupm+ F4 o 16 0 (8 F1eRHCV RNAG £ 140 - b 5 0115 1 e
FHCV RNA™ & 15 pF > B %8 5 020 -

R
2022/1/10

SSF2 ¢ i i+ 2 F Fiah =iy
A3 oG 1= 092 2. 2 & © (p.176)
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4 B 1 SSF £ ATE B

S fh T &

092 PR =f(F) » 3 R%ET -

e ZR(F)MFIREF AT -2 ASHREFRY o
o ZH(F)UBF o HEIE2LATHRBREF o

FTH SFB I3 % 3 Bk (p.184)
© FANM-HCVH . gdipm 4 #4505k 15 0 & FH#%RHCV RNAZ IS 128 > %8 5 0115 % (6 F ik
SHCV RNA ™ 5 B 1£5% > R S 5 020 -
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it B 1 SSF £ 0 { 7 Ho

SUTHETEALIARI0E 129 BRI p BB UEHE -

BRI
2022112121

#73 %48 000 2 # 2 & © (p.20)

SSF7
FRAEL P SRR R

Measured Depth in Pathology Report

WeLR 3
4% # ) : 000-980,987,988,990,997,998,
999

e R 5 8.7

Y X Tk

000 FREMEEFAE S Omm e

LR K
2022/12/21
SSF4 +cbfin B 18 hTRA 5 Jb

RTH Yo% 1 1 988 2. T &K : (p.36)

¥R &

988 3T S

o R F RIS o

o WFHREIFILE -

o ’ﬁ EL R ",% B

e GISTZ Sarcoma -

o WIH FIBI[IVEATH ISR o

ERCREY IR
2022/12/21
SSF3 migs sl ¥ 5 2 i

Bl gt BRYHRIZER L REF L H ¢ (p.65)
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ek B 1 SSF £ I AT B

gt
ETRET Do RSN~ BRSO e R 1 2 R R et A e

SSF5BRAF £ 71 % #
gl it > BRI EF L REF LY (69

W A
EPREY 25 RES DS Rich B BRAF AFIR ek Sk -

SSF5RAS & 7% %

EHLkEH -2 (p70)

£

i§ P At o B9k

) A= d L
R BN RS BN RICHEB R RASAFIRERE S+ -

SSF10 fck %7 R TIe R
Bl st BB EEH e KL% B (p.76)

W g
fRET LS REY DS ESRIR B R MSI & MMR % & -

P Smdn 3 5 1 827127 F R ¢ (D.76)

o BEY DT RETHY MSUMMRIER B % + 7 3% B 5 B8 38 e A 20 2 IR 2
5 H T o EMSIMMRESH S S FF - A A H Y - FRBIE B RS
fe 3 I H Rl E 5 KA 0 B SRS 5000 o

x#-:)g
2022/12/21
SSF1 AFP ¥ 3]7:323-v #h% &

T3 Ym7g A0 2 000 : (p.81)

SSF 1 WL R 3
AFP ¥ 4725230 H% & %75 # ) : A00-A99,000-099,100-987,

988,991-993,999
Alpha-Fetoprotein(AFP) Lab Value

BE A 81
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45 B 1 SSF £ { #5T Hep

$BiAp 3 5 I BATHP % (p.81)

P E 20218 (5)de2 Bk o F F sk APPSR 2 F R B 2201-09 ng/ml o ik d ke
B 4% & 5 A0L-A99 ; FAFPH B 2§ “% #icie =%+ 100-999 ng/ml—"ﬁ ) ’Liﬁnﬁj 010-099 (= f i i
#c) o FAFPY& %k 2 F “Z i@ 5 1000 ng/mlr + > - %“f 101 BB (R A TS E’»ig
) kG o blde D AFPHR SR S % F F8cE S 9ng/ml > 555 A09 5 AFPHe o % 7 " Bic® 5 123
ng/ml » 575012 5 AFPHe 2 % % 7 "% #ice 2 6005 ng/ml » 3% #5600 ; AFP& = & % 7 'F i (&
= 10350 ng/ml A 993 5 AFPHR . *%%’ i@ 2 0.91 ng/ml > 35428 A00 -

i X AT SodB W 1 ¢ (p.82)

Yo7 T &

A00-A99 | AFP ¥z 5k 2. 7 " ie 5 <1 & 1-99ng/ml (i:g * »+ 2021 ¥r& 11 {8 B X&) o

000-009 | AFP #5252 § 2 #ciE 5 1-99ng/ml %*:‘ 10 (3§ * *t 2020 2 r& 2w i ko B OE TE

E¥2d o PR -

A
2022/12/21

SSF6 #&1 & ¢ 4

FTH W SSF6 i s & % > fimp %Y SSFLP : (p.100)
"
2022/12/21

SSF8 # 2B Ay b

i SrB 3 % - 80 (p.114)

M T F R R g 3 I*"Jr”ﬁ ER Iﬁﬁ'ﬂ; + gy i

2 M e AE A k28 F L AR
W Er P EEBTCREFHERE %%Mb*ﬁﬁg

B minsl % 0 2 0 I B (pll4)

ZEAE R 9$%§1(invasive non-mucinous adenocarcinoma)i & | i ¢ 7 7 #§ : Kqu/_éeE"_ig](Iepidic) >
Hﬁ,a’ 4] (acinar) ~ #* £¢ 4| (papillary) ~ s 5 2 3] (micropapillary) {= % %2 2] (solid) ; # @ H'@;‘é 4]
(acinar)s& # % & sk A (cribriform) 2 48 & 5:11 3] (complex gland) %= » i ﬁ;’ RIS PA o
FALEST > ke g st 3] (micropapillary) ~ 7 # 2] (solid) ~ & % 4 (cribriform)/4g & 53
(complex gland)iz= 4] & > & %% 5 000 o

F AR W E 7 et g Al (micropapillary) @ %8 5001 ; & 7 F 4 ‘(SO|Id) ’ %1% %002 ;
e 7 &% A (cribriform) 2 45 & H:ll Al (complex gland) » % %% 5 004 &5 F

VAR R A B R e L K i\ o B4R Al Ry B P o @ 22%?@1’]
(micropapillary) ~ 5 # 3] (solid){= & ;i 3| (cribriform)= + & 3 - A1 %% &

257




i B 0 SSF £ B ATE P

BB TR ¢ (p.114)

Yo T T &

004 MEAl R T g sm;l*f'; (crlbrlform)/w; & "¢ 3l (complex gland) -

005 o A B ¢ 7 dk 5t g A (micropapillary) v & s A (cribriform)/4g & H;j‘@; (complex
gland) -

006 B3 i ¢ 7 F W3 (solid)fr é ik 3] (cribriform)/4F & * 3] (complex gland) -

007 g A fE ¢ 7 Acst B¢ 2] (micropapillary) ~ 5 %8 4] (solid){e & & 4] (cribriform)/4g & H;i@
(complex gland) -

988 ZIRT S
o« B

« 2L invasive non-mucinous adenocarcinoma i % -

LI ) BN

° |I§—'§ e A }F,D’/‘

o ARERFIEISBUELI TRFIERA S ETESB IR T HEE G -

i s At AT H B &) (p.114-115)

SakB X

002988 | Lung (RB4) biopsy DX: invasive non-mucinous adenocarcinoma, MICRO D:
adenocarcinoma growing in solid and acinar pattern.

006-988 | Lung (RUL) ,biopsy DX: adenocarcinoma, MICRO D: Sections show tumor cells
arranged in solid and focal cribriform patterns.

000-988 | Lung (RUL) , biopsy DX: adenocarcinoma, MICRO D: moderately differentiated
adenocarcinoma in acinar pattern.

999988 | ¥ F* %75 RLL lung cancer, cT2aN2M1c » &3 734k = 52 ¥ > 5 324F £ Lymph
node (RS10) biopsy: metastatic adenocarcinoma

999988 | 2021+ 1" # %5 Lung cancer, cTAN3MI1c stage 4B » 2021/1/20 Vertebra and epidural
space (L3) excision: metastatic adenocarcinoma, IHC: pulmonary origin
adenocarcinoma » Afatinib sine 2021/2/9 ; 2021/10/15 ﬂ:)ﬁ'ﬁ‘—g it 3 7 Lung (left upper
lobe) biopsy, DX: adenocarcinoma, MICRO D: poorly differentiated adenocarcinoma in
solid and lepidic growth patterns -

000 Lung, left upper lobe, wedge resection - Non-mucinous minimally invasive

adenocarcinoma, pT1miNO. MICRO D: Histology: adenocarcinoma with lepidic (90%)
and acinar (10%) growth patterns.
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i B 1 SSE £ { ATT P

5%

2022/12/21

SSF7HER2 4. & 8 I £33 ehP Rk

BB S A B ¥ D ) B AT LR R % 1 (p.135)

o iRIRMT g R f%v’ﬂ%érs’r'
s BERBERTHRYTT RS E R R EE R RBEAGRRIFE SV R
1 T B LA 45 o
. wé? FORE IS oA 3N AR 2 P R N 2 B S Al g 0 F RS
AR BIFE > PRSI E -
AR RFFNEAoE S IV EIRAEL T F o MRHET ISH F RdkiE > £ BALEA S
FISH# B2 % 523 > CISH=t2z » & 2 IHC & p&% -
blde D BRAFINCEFBHT BT T f ) —‘V v % HER2 35 % equivocal ; %
T %3 LEFISH &R ZEM )@ﬁnﬁj = 500 -

+ ¥Rk
2022/12/21
SSF1 SCC #uhthe &

i3 Bdn 3l % 2 B 1 (p.143)

}

2 fi 220 Bk v R X BRSO 2 % (M-Code 125 8050/3-8086/3, 8560/3) - 4c :

w3l 7
2
FHR AR F IO 1] 50m988

K2
3
SSF2 SCC #=R

B rckambin sl 5 B (p.144)

o AN AR BER 0 o & B U2 B % (M-Code § 1255 8050/3-8086/3, 8560/3) » 4r :
FE AR T IOUR 0 7] 60A5988 -

Bk R

2022/12/21

SSF4 MM 24 & 4 HWFEIHA Gleason < A 51 R Y[ oA X2 AR ok
f'%?iéﬂuﬁiﬁél’ﬁf\#é:%‘rig’%ﬁ%:}ﬁélﬁ’:t##’ R4 BCEE B 2R (pIT3)

‘f%&”ﬁ’\i‘” R < MR opIAR L % & PINII 2 No residual tumor (RX—=F6) -
ﬁ' 7= 3¢ Gleason’s score » P45 & 988 °
CE e m R Fw F Nk 0 B A FR (s g Gleason R A ik o YafE 5 988 o
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i B 0 SSF £ B ATE P

i B TR (p.174)

Yol | L&

988 P
o« AT %EH;?&*)”?‘\}—"{%}’;”;M 0
e PINII & No residual tumor{4>%—F8} -
o EiFmi e HH T EMILR o

SSF5 #EM 275

2 < HiZ 2] 8 Gleason * 4 ¥
LB RS L BE R - B gt gEde  (p175)
« No residual tumor >%—F6) -

YorBdp 3l 5 4 B ATH Mmdpil %

. :‘g f Ea;]l}_._kyu/* »1@‘7){;’ y fe }]';‘5;\1'{1;{; ;‘;%FP|N|||
2 @z Gleason’s score » R %gﬂ; % 988
o EAEwm L EH T EMILE 0 A (S g Gleason X A & 0 g 5 988 o
i3 e S FB W 2& : (p.176)
k1 K
988 T
° #\‘s*#‘]'—r Eﬂyl‘l\ilyﬁf ‘—\rgéﬁﬁ”“"l °

e PIN I & No residual tumor{4>%—F8} -
= ISR o

'-‘Q;

° g
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a5 C © SSF ¥fB B - T 4

261



262



Tk # AN F 5 D SSF s R F - T4
SSFiF =R & - 4
WP L ARATERG EHLER
FFIR -
FFIR
B4 ¥ 4R E R
xS 2012 # 2013 = 2014 = 2019 = 2023 &
(2011 # #7547 | (2012 £ #7% (2013 # #7& (2018 = A7 %t | (2022 £ X7 47
i 5) i %) i %) %) i %)
SSF1 000-997,999 P2 SnAf 989
SSF2 000,001,005, FTH S #h 002 EIREE =0 s
988,999 20 Sk
988
SSF3 000,100,010,00 | #73 Sf% ATH S b8
1,110,101,011, | 800,080,008, 018,081,108,
111,999 088,880,888, 180,801,810,118
988 181,811,188,818
881,808
SSF4 000,100,010,00 | #73 m#s RTHE Y 7
1,110,101,011, | 800,080,008, 088,808,018,
111,999 880,988 081,108,180,
801,810,118,181
811,188,818,881
888
SSF5 000,100,010,001 | #73 s #8 RTHE S 7
110,101,011,111, | 800,080,008, 088,808,018,081
999 880,988 108,180,801,810
118,181,811,188
818,881,888
SSF6 000,100,010,001 | #73 %5 RTH kB
110,101,011,111 | 800,080,008, 018,081,108,
999 088,808,880, 180,801,810,118
888,988 181,811,188,818
881
SSF7 000-980,987, # “f n#% 000 | A7H %% 000
988,990,998, FTH g 997

999
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Rk A0 FF D SSF s BB - A
B Y 3R E R

s w2 2012 & 2013 & 2014 & 2019 & 2023 &

(2011 # 372 %7 | (2012 & 372 %7 | (2013 & 372 %7 | (2018 # 372 %7 | (2022 & 372 7

%) %) %) %) %)

SSF8 000-980,987, 375 s 990 F s

988,998,999 0 Yo 1 uF

988
SSF9 988 ATH AR
SSF10 AT B
S K
B SR E R

A 2012 & 2013 & 2018 & 2019 &

(2011 & 372 47 %) | (2012 & 372 #7 B %) | (2017 22 #7B %) | (2018 & 72 47 B %)
SSF1 000,010,011,988,999 J*"J“ﬁv‘. S5 010,011 DT AR 0 kB

A7H i . 2F 988
020,030,040
SSF2 000,010,988,999 FATE W 0 A
i 2F 988

SSF3 010,020,030,040,988

990,999
SSF4 010,011,020,021,030 | #1% 4n#%

031,040,041,988,990 | 011,021,031,041

999
SSF5 988
SSF6 988
SSF7 988
SSF8 988
SSF9 988
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T AR = F] 5 1 SSF g B B - A

1%
B SR & B
# 2 F S 2012 & 2018 & 2019 &
(2011 & 573 % B %) (2017 & 37 71 %) (2018 & 47 713 %)
SSF1 000-988,999 P %A% 000
SSF2 001,010-030,988,999 P A% 000
SSF3 000-008,010,988,998,999 P A% 000
SSF4 988 T HE i
000-980,988,998,999
SSF5 988 T HE i 3 i P o ol B uE
000,010,988,990,999 988
SSF6 988
SSF7 988
SSF8 988
SSF9 988
LY
B f & B
TS 2012 & 2013 & 2019 & 2022 &
(2011 & 37 8715 %) | (2012 & 572 4B 2) | (2018 # 372 473 %) | (2021 & 372 4716 %)
SSF1 000-987,999 379 475 988 #1775 000
SSF2 000,010,020,030,999 | #73i ¥ #5 988 #1% 7% 000
SSF3 000,010,020,030,988,
990,999
SSF4 000-980,990-996,988,
999
SSF5 000,010,988,999 37 #5990 R ekl F o RS | I RTECY 0 ATH
i 725 088 %% 000-002,006,
007,988,990,991,999
SSF6 000,010,020,988,999 #1% %75 000 i 3¢ %75 5 000-988,
998
SSF7 000,010,988,999
SSF8 000,010,988,999
SSF9 988
SSF10 3T
000,010,020,988,
999
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Rk A0 FF D SSF s BB - A
LA AL AN A
B deY 3R E R
P 2012 = 2013 # 2015 # 2019 # 2022 =
(2011 & (2012 = (2014 & (2018 & (2021 &
AL ETH ) AT R R) Y ETR k) AT R R) FLETR k)
SSF1 000-987,999 FTHE Y #G 988 #*%z Sass 000
SSF2 000,010,020, FTHE Y #G 988 'J“f ¥ %5 000
030,999
SSF3 000,010,020,
030,988,990,
999
SSF4 000-980,
990-996,988,
999
SSF5 000,010,988, FTH g 990 HofThR 1= & 378
999 0 SokB WL | 0 RTH AR
988 000-002,006,
007,988,990,
991,999
SSF6 000,010,020, i 2 kB S
988,999 000-988,998
SSF7 000,010,988,
999
SSF8 000,010,988,
999
SSF9 988 R TR
000-150,988,
991,992,993,
999
SSF10 ATH TR =
000,010,020,
988,999
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Rk A0 FF D SSF s BB - A
g
B aee 3R E R
o ES 2012 # 2013 # 2019 = 2022 # 2023 &
(2011 # #7% | (2012 & 37 | (2018 & 372 | (2021 # 372 (2022 # 372
9 iE %) g ip ) LD, %) %)
SSF1 000-993,998, # 'J“f Ky i3I KRG 5 FTH S ACO
999 989,990 A01-A99,010-099 | # 000
100-987,988,
991-993,999
SSF2 000-008,988,
999
SSF3 000-003,999 13T S
105,106,199,
207-209,299,
310-315,399,
999
SSF4 000-987,999 ATHE Y 7G 988 | # “,lrt g 000
SSF5 000-987,999 ATHE Y 7G 988 | # “,lrt g 000
SSF6 000-060,999 ATHE Y 7 # ",% A% 000
997,988
SSF7 000,001,010,
011,020,999
SSF8 000,001,010,
011,020,999
SSF9 088
W
Bde? &R
FEFS 2022 # 2023 &
(2021 & 37 %718 %) (2022 & 372 #7 1B %)
SSF1 001-988,999
SSF2 010,020,030,988,999
SSF3 000-997,999
SSF4 000-100,988,998,999
SSF5 000-021,110,120,130,988,999
SSF6 088 FTHE T 8AF = 001-199,988,999
SSF7 088
SSF8 088
SSF9 088
SSF10 088
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T AR = F] 5 1 SSF g B B - A

W%
ERRAE -
P 2012 = 2013 = 2018 = 2019 = 2020 # 2022 &
(2011 = (2012 = (2017 = (2018 = (2019 = (2021 = 37
FMLETBR) | FPERR) ATZEBRER) | MMPBEBR) | ATBERXR) | BEBR)
SSF1 000,010,020
,030040,999
SSF2 000,010,020
,030040,988
,999
SSF3 000-005,998, F Tkt
999 o kg
L 2F 988
SSF4 000,011-013, | 7 Sn#g
988999 014,015
SSF5 000-008,988,
999
SSF6 000,010,020, | #1 ",% Sk # ‘J",’TT S 75 # ‘J",’TT S 75
030,988,999 | 988 000 010,020,030
ATHE S 78
AAA-UXX,
VVV,XXX,Z
7
SSF7 088 ATH ATEAF | H 'J"f oy 4:8
[had 000
000,010,020
030999
SSF8 088 ATH T oA
iz 000-007,
988,999
SSF9 088 TR iR
i+ 002-021,
988,999

268




T AR = F] 5 1 SSF g B B - A

R -
Bie? SRE R
P 2012 & 2013 # 2018 # 2019 # 2020 #
(2011 & (2012 = (2017 = (2018 = (2019 =
3L ET R %) FTLETR %) L ETH %) FTLETR %) FTLETR %)
SSF1 000-100,110,120, i3 2T A
130,988,999 000-100,110-111,
120-121,888,988,
999,100-199,S00-
S99,W00-W99
SSF2 000-100,110,120, i 2|4 Y FG
130,988,999 000-100,110-111,
120-121,888,988,
999,100-199,S00-
S99,W00-W99
SSF3 010,011,020,021, A EL
030,031,040,041, 021,031,041
988,990999
SSF4 000-089,988,996,
999
SSF5 000-089,988,996,
999
SSF6 030,040,050,060,
070,080,090,
110,120,130,999
SSF7 000,100-103, FTH iR | ATHI Tk Y g 888 | ATHI Haid
200-202,300-302, 988 500-502 >
400-402,999 900-902
SSF8 000,010,988,999 | # Jcdk it 1= -
Yo kB T L 2F 088
SSF9 000,010,011,020, | # 1'% 7% TR
021,030,999 011,020,021,030 Yo #B W L 3F 988
FTH
988,990
SSF10 088 988 988 FTH AR

001-100,988,998,
999
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T AR = F] 5 1 SSF g B B - A

TR
Bind SFE R
#H A 2012 & 2019 #
(2011 & 375 %7 B %) (2018 # 372 & B %)

SSF1 000-988,999 1% $ax5 000

SSF2 000,010,020,030,988,999 1% $x5 000

SSF3 088

SSF4 088

SSF5 088

SSF6 088

SSF7 088

SSF8 088

SSF9 088

+ PR

BinY S E R
e+ 2012 & 2014 & 2019 #
(2011 & 37 4718 %) (2013 & 372 %7 1B %) (2018 # 37 %7 1B %)
SSF1 000-100,110,120,130,988, 13 T b Y B
999 000-100,110-111,120-121,

888,988,999,100-199,
S00-599,W00-W99

SSF2 000-100,110,120,130,988, 13 T b Y B

999 000-100,110-111,120-121,

888,988,999,100-199,
S00-599,W00-W99

SSF3 988 FTH T 1 FOACEE P (0 YRS T

001-003,987,988 988

SSF4 088

SSF5 088

SSF6 088

SSF7 088

SSF8 088

SSF9 088
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T AR = F] 5 1 SSF g B B - A

L W
BaeY 3FE R
FELF S 2012 # 2019 =
(2011 # 272 %7 %) (2018 # 372 & B %)
SSF1 000-910,920,930,931,988,999 #*z Snss 000
SSF2 000-910,920,930,931,988,999 #*z Snss 000
SSF3 000,010,020,030,040,988,990,991,999
SSF4 988
SSF5 988
SSF6 988
SSF7 988
SSF8 988
SSF9 988
3%”)5}%» .
e 3FE R
FEF S 2012 # 2014 # 2019 #
(2011 & #7227 1p %) (2013 & A7 B %) (2018 & AT %7 B %)
SSF1 010,120,988,999 FOTE P 0 Skl e 3F
988
SSF2 000,010,020,030,988,999
SSF3 988 RTHOATEAF =
001-010,988,999
SSF4 988
SSF5 988
SSF6 988
SSF7 988
SSF8 988
SSF9 988
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T AR = F] 5 1 SSF g B B - A

Pk R
B e & R
#FEF 2012 # 2013 # 2017 & 2019 #
(2011 # Z75 ¥rip %) | (2012 # 72 % ip &) | (2016 & A72 7R %) | (2018 & 3735 %71 &)
SSF1 000-980,999 A7H 7% 988 A7 Yok 9BL-987, | #1% s 000
989-998
F Y A% 980
SSF2 011-015,019,021-025
029,031-035,039,
041-045,049,
051-055,059,099,
988,999
SSF3 002-010,988,999
SSF4 011-015,019,021-025
029,031-035,039,
041-045,049,
051-055,059,099,
988,999
SSF5 002-010,988,999
SSF6 001-025,988,999
SSF7 000-025,988,999 A7 %% 998
SSF8 000,010,020,030,040, | #1% % 988 F e B o kB
050,988,999 i 2% 088
SSF9 988
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T AR = F] 5 1 SSF g B B - A

TR
Baev 4FE R
FFF 2012 & 2013 = 2014 = 2019 &
(2011 = Rre5 ¥rip %) | (2012 # R72 %71 %) | (2013 # A72 7R %) | (2018 # 3725 4718 %)
SSF1 000-002,988,999 #1'4 % 7% 000
SSF2 000,010,020,030, #1e% %75 020,030
988,999
SSF3 000-005,988, 373 #5994
990-993,999
SSF4 000-005,988,
990-992,999
SSF5 000-002,988,999 F AR A 0 Sk
¥ uzF 988
SSF6 000-003,988,999 TR o Sk
" 2 988
SSF7 000,001,010,011,
020,988,999
SSF8 000,001,010,011,
020,988,999
SSF9 000-002,988,999 # 1% %% 000
SSF10 FTH T
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T AR = F] 5 1 SSF g B B - A

v o )?5 :
B4nY 3R &R
P 2012 # 2013 # 2019 # 2020 & 2021 #
(2011 & (2012 # (2018 = (2019 = (2020 =
L ETH %) FTLETH %) FTLETR %) T ETR %) TLUTH %)
SSF1 000-007, #1 ",!rt Srg 998 # “f g 062 A3 g 013
021-027, ATH A% 998
041-042,051,
061-062,
090-092,
8XX,988,998,
999
SSF2 000-012, #1 ",ﬁ% SFE 998 ATH k% 998 ATH S 013 ATH S rs 092
021-025,
041-042,
051-055,
090-091,8XX,
988,998,999
SSF3 001-004,988,990 | #1 ",ﬁ% Koy EIES =
,999 003,004 YR T fu2F 088
SSF4 000,010-014,988 | #1 ",lft g 998 IR - Al
,998,999 S FB 1H L 3F 988
SSF5 000-003,988,998 | #1 ",lft g 998 F TR
999 k5 & 2% 088
SSF6 000-003,988,999 # “$ g 000
SSF7 000,001,010,011
020,988,999
SSF8 000,001,010,011
020,988,999
SSF9 000-002,988,999
SSF10 ATH A =
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