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Site Sub-Site Code 28 SSFH§F =
Lip Lip, Upper C00.0, C00.3 SSF1, SSF7,
C00.0 External upper lip SSF9-10
C00.3 Mucosa of upper lip
Lip, Lower C00.1, C00.4, C00.6 SSF1, SSF7,
C00.1 External lower lip SSF9-10
C00.4 Mucosa of lower lip
C00.6 Commissure of lip
Other Lip C00.2, C00.5, C00.8-C00.9 SSF1, SSF7,
C00.2 External lip, NOS SSF9-10
C00.5 Mucosa of lip, NOS
C00.8 Overlapping lesion of lip
C00.9 Lip, NOS (excludes skin of lip C44.0)
Oralcavity|Floor of Mouth C04.0-C04.1, C04.8-C04.9 SSF1, SSF7,
& Palate C04.0 Anterior floor of mouth SSF9-10
C04.1 Lateral floor of mouth
C04.8 Overlapping lesion of floor of mouth
C04.9 Floor of mouth, NOS
Hard Palate C05.0 SSF1, SSF7,
SSF9-10
Soft Palate, Uvula C05.1-C05.2 SSF1, SSF9-10
C05.1 Soft Palate, NOS
C05.2 Uvula
Other Mouth C05.8-C05.9, C06.8-C06.9 SSF1, SSF7,
C05.8 Overlapping lesion of palate SSF9-10
C05.9 Palate, NOS
C06.8 Overlapping lesion of other and unspecified parts
of mouth
C06.9 Mouth, NOS
Cheek (Buccal) C06.0-C06.1 SSF1, SSF7,
Mucosa, Vestibule C06.0 Cheek mucosa SSF9-10
C06.1 Vestibule of mouth
Tongue &|Base of Tongue, C01.9, C02.4 SSF1, SSF9-10
Gum Lingual Tonsil C01.9 Base of tongue, NOS
C02.4 Lingual tonsil
Anterior 2/3 of C02.0-C02.3, C02.8-C02.9 SSF1, SSF7,
Tongue, Tip, Border, |C02.0 Dorsal surface of tongue, NOS SSF9-10
and Tongue, NOS C02.1 Border of tongue
C02.2 Ventral surface of tongue, NOS
C02.3 Anterior 2/3 of tongue, NOS
C02.8 Overlapping lesion of tongue
C02.9 Tongue, NOS
Gum, Upper C03.0 SSF1, SSF7,
SSF9-10




R N B RS VR R
Site Sub-Site Code ZE&SSFiH i
Gum, Lower and C03.1, C06.2 SSF1, SSF 7,
Retromolar C03.1 Lower gum SSF9-10
AreaRetromolar C06.2 Retromolar area
gingiva (trigone)
Gum, NOS C03.9 SSF1, SSF7,
SSF9-10
Salivary |Parotid Gland C07.9 SSF1, SSF9-10
Glands
Submandibular C08.0 SSF1, SSF9-10
Gland
Other and C08.1, C08.8-C08.9 SSF1, SSF9-10
Unspecified Major |C08.1 Sublingual gland
Salivary Glands C08.8 Overlapping lesion of major salivary glands
C08.9 Major salivary gland, NOS
Pharynx |Tonsil, Oropharynx |C09.0-C09.1, C09.8-C09.9, C10.0, C10.2-C10.4, SSF1, SSF9-10
C10.8-C10.9
C09.0 Tonsillar fossa
C09.1 Tonsillar pillar
C09.8 Overlapping lesion of tonsil
C09.9 Tonsil, NOS (excludes lingual tonsil C02.4)
C10.0 Vallecula
C10.2 Lateral wall of oropharynx
C10.3 Posterior wall of oropharynx
C10.4 Branchial cleft (site of neoplasm)
C10.8 Overlapping lesion of oropharynx
C10.9 Oropharynx, NOS
Anterior Surface of [C10.1 SSF1, SSF9-10
Epiglottis
Nasopharynx C11.0-C11.3,C11.8-C11.9 SSF1, SSF9-10
C11.0 Superior wall of nasopharynx
C11.1 Posterior wall of nasopharynx
C11.2 Lateral wall of nasopharynx
C11.3 Anterior wall of nasopharynx
C11.8 Overlapping lesion of nasopharynx
C11.9 Nasopharynx, NOS
PharyngealTonsil Cll1.1 SSF1, SSF9-10
[excl. Malignant C11.1 Posterior wall of nasopharynx
Melanoma]
Pyriform Sinus, C12.9, C13.0-C13.2, C13.8-C13.9 SSF1, SSF9-10
Hypopharynx, C12.9 Pyriform sinus
Laryngopharynx C13.0 Postcricoid region
C13.1 Hypopharyngeal aspect of aryepiglottic fold
C13.2 Posterior wall of hypopharynx
C13.8 Overlapping lesion of hypopharynx
C13.9 Hypopharynx, NOS
Pharynx, NOS, and |C14.0,C14.2, C14.8 SSF1, SSF9-10
Overlapping Lesions |C14.0 Pharynx, NOS
of Lip, Oral Cavity, |C14.2 Waldeyer ring
and Pharynx C14.8 Overlapping lesion of lip, oral cavity
Note: AJCC does not define TNM staging for this site.
Larynx |Glottic Larynx C32.0 SSF1, SSF9-10




BRI TS I VRR

Site Sub-Site Code ZE&SSFiH i
('@ 102 # |Supraglottic Larynx |C32.1 SSF1, SSF9-10
ARTH U2
®%@&* ) |Subglottic Larynx  |C32.2 SSF1, SSF9-10
Larynx, Overlapping (C32.3, C32.8-C32.9 SSF1, SSF9-10
Lesion or Not C32.3 Laryngeal cartilage
Otherwise Specified |C32.8 Overlapping lesion of larynx
C32.9 Larynx, NOS
Cervical |Cheek, NOS C76.0 SSF1, SSF3-6,
Lymph |Jaw, NOS SSF 9-10
node and |[Nose, NOS
Unknow |Cervical region, NOS
Primary |Supraclavicular
Tumor of |region, NOS
the Head
and Neck
GE?
107 ¥ &
Azr %
AJCC % ~
G
)
Mucosal C00.3-C00.5, C00.8-C00.9, SSF1, SSF3-6,
melanoma C01.9, SSF 9-10
of head C02.0-C02.4, C02.8-C02.9,
and neck C03.0-C03.1, C03.9,

C04.0-C04.1, C04.8-C04.9,
C05.0-C05.2, C05.8-C05.9,
C06.0-C06.2, C06.8-C06.9,
C09.0-C09.1, C09.8-C09.9,
C10.0-C10.3, C10.8-C10.9,
C11.0-C11.3, C11.8-C11.9,
C12.9,

C13.0,-C13.2, C13.8-C13.9,
C14.0, C14.2, C14.8,
C30.0,

C31.0-C31.1,

C32.0-C32.2, C32.8-C32.9

wp 22k A AL %
2 Al S

8720, 8721, 8722, 8730, 8745, 8746, 8770, 8771, 8772
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Levels I-III, Lymph Nodes for Head and Neck
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ﬁf*”“f’f‘ BRI % S5 BB 5000 -
o % Bk E g R 0 (neoadjuvant treatment) 0 4 " E "0 E R IRAR 2 et 2
MR FRRAE A e T SRR e _';fi’m'f,%? Lo pRAeEL ) - H B
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181 BEFL AL LI FF EF P A2 RAS N FEAE Zof” B mNEP RS -

811 F AR 4 acit ¥ 1L 1 H?\:F|§iza,_§'_}’@‘~/‘§§p,¢,\§§laﬁ_ﬂg T R

188 HEIE LA EPF IR PBFEPY IR R AT ROEPL RS -

818 PR AEFELPFIR P AZRAFIFEAR FHT L F I FEAR T H
o LR R o

881 | pEdpiscit} Bl F % THREPY IR RS RAIANEL RS

808 IR AEE R ELY LI GHT %0 2 B2 %A L MNEPRFS -

883 ’fﬁiﬁ’—f?%% R EPE LI " %0 T B2 %A DAMNER RS -

988 FAEF o W RR TR A SR RPRER -

999 Y éifévié‘%ﬂf‘*’,f‘%'r%;mn s Ae s~ HURILAR 2 AP BT o

13




B 38 T F G L IR R

SSF 4 Wit R 3
FRFIV-VERZ BFRMHT R f’ # Sn#5 = ¥ * 000,100,010,001,110,101,011,
111,800,080,008,088,808,880,018,081,108,
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Levels VI-VII and Facial Lymph
Nodes for Head and Neck
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Parapharyngeal, Parotid, and Suboccipital/ 111,800,080,008,088,808,880,018,081,108,

Retroauricular Lymph Nodes, Lymph Nodes for Head 180,801,810,118,181,811,188,818,881,888,
and Neck 988,999

2 F 2R 50 8.6

it

R M T SEINH T B2 8 §F & (Cervical Lymph Nodes and Unknown Primary Tumors
of the Head and Neck, C76.0)22 Mucosal melanoma of head and neck (# ¥} ~ © "% ~ v *FP§
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SSF 7 BB 3
PRI LY R R K5 # 7] : 000-980,987,988,990,997,998,
999

Measured Depth in Pathology Report

e R 5 8.7

it

T R R R 1 BB ER -

fed B eh

AR 2 IR R Ao B R R R R R R NI S R

Yt dn 3l ¢
. FF]’J";_J%T[# ES /‘:‘#ﬁICDO3 % #% 5 C00.0-C00.6 ~ C00.8-C00.9 ~ C02.0-02.3 ~ C02.8-C02.9 ~
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C06.8-C06.9 ; 2£ F it Ja g8 38 > & S # 988 ©
o APEIELE = 5015k (mm); $aAB BB 015 K %A 5001~ 12 F %8 5 010 ~ 0.5cm
#5050 -
. %’Jﬁsﬂ—lfﬁ% s deed fo B4 B FR 0 RIS S S e HBE B 2mm-3mm o S S
030 -
o HEIFLfy EIEBFR AT R BER 0 R E R kg BB A e
o  F ¥ it 4 ] %)% (microinvasion)# ¥_] % % (focus or foci)iE# 0 Ay it FERIFER P
FH A5 990 o
o ORI B HR L L 3F SR st (microscope) T Hrdy i EERIR R 0 ¥ B B RS R 0
¥ 5 B PR (gross)T Ade iR BIRR o
o & s “T 62 & A AR (no residual tumor) 0 L F FA T RIE 0 2 W X HILARL
A ERIFER 0 S 5997 o
. #ﬁwfﬁbﬂw &ﬁ%@ﬂﬁﬁ*ﬂmﬁﬁwiozﬁbﬂ i ST R ehiicdy o dogpIRAR 2
PR R E é’ﬂxwﬁﬁﬁﬁ. 575999
. ﬁﬁ%w%k% TIR LY ORIE Rk ?@ 9 4R 2 A L B 5999 0 B 1 E R B F AR
&ﬁ%
« FBXx4 ﬁtr @ f X 2 btn oy (neoadjuvant radiation) & & £ H sy 0 MF S 2 998 -
o BIth DR e W FEi0 ) (neoadjuvant treatment) i © F F R Hcdg 0 p 4 E R
ﬂ%%?i@%%&%%%’ﬁﬁﬂrﬁi%ﬂﬂﬁﬁ’ﬁ#%ﬁiﬁéﬁﬁﬁ
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000 FEMEIFER 5 Omm o

001-979 | 3e4xF % raRFR > 11 0.lmm 5 H = o

980 R 2 iR B =98mm e

987 R IR L B R R

988 AR AU RRE IR FRAN ISR B RTA

990 s B3 M) % J° (microinvasion) & -] % 3 (focus or foci)#& 45 » F A gy i FERIFR o

997 Rl “f (8 AR & & A AR PR (no residual tumor) v LG FAE T ILRIE 0 2w =R
WAR L 7r Ky i AR E R o

998 G EIEEAGREINBE)-
. 4,1&'—5—.: © 3% b5 of (neoadjuvant radiation) 2 > £ 48R o

999 o BE AR ILAR 2 ¢ A LR R hilicdy

Bo:

kY v

080 Depth of tumor invasion: 8mm and to the superficial skeleton o

030 Buccal mucosa cancer B % & jir*r ",% g JLAR 4 3% gross 4y R R 2R R 5 lem o (8
4 > microscopic #s it Depth of Invasion 3 3mm o

001 Hard palate cancer ¥ & =+ ji¥» “,% f T2 3F 2 3T gross e it R E R IR AR 5 0.5cm 0 {8
4 > microscopic #s it Depth of Invasion <0.1mm -

990 Lower gingival caner 1 % & jiv*r ",% i 7L4F 2 final diagnosis 5 microinvasion squamous

cell carcinoma » microscopic #s it Depth of Invasion % not applicable °
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SSF 9 WL R 3
Tk BBl kG

Extranodal Extension (ENE) Clinical
W E W 55 8.9

W g -

AT SR TV v VR T OFDR T OFVR R 2 ER R BB R 0 ¢ FRE P T F
M T S 2 2 58 & (Cervical Lymph Nodes and Unknown Primary Tumors of the Head and Neck,
C76.0)% Mucosal melanoma of head andneck » 7 * fr 2w ZE B AP ife d > A M~ Bh %
'i’zﬁa:’rﬁ gl
;;};]: = % ¢k % j° (Extranodal Extension » f§ % ENE) > PR P B A TN fE s e & AR

}%fi e B RS F]S o p IE EAR & }%fi/p}ﬁ‘ Pk BIR TG 2 l}&#;z

YoFdp 3l ¢
o 4-¥fextra-capsular spread (# = B % %k 424f » ECS) » extracapsular extension (i = 5 & et i
J® » ECE)% extranodal spread(i# = % ¢t 473% » ENS)% % » AJCC% ~ %% si— * 2% % Extranodal
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s MHIEZFE o Hibd =
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I FWPp AT

C H-MLiFLY¥TRAREREE Pikde L2 B SENESRE o

° %5 0 34 it & ENE &4 » ENE(-)

* %% 1 i ENE &J° > ENE(+) -

e %8 5 Ai* overt ENE-#puig* AJCCH N5 9F -5 10F % 143 o
* A9 i At ENE &k o

° %55 Bk AENEY] T jic o
© NZHBLTE % T 5 4 5 ENEX| 2 ik v o
o M HE -~ Z BT A N AENEZ PR R

o 50 54 it & ENE &) » ENE(-) -
e YAl ifity ENE R 3 S mEHRT Bohix
* Yafb 2 Liwitd ENE Zje e & fy it ) b 3L & g =
s %9 i Al ENE ZrkiE AN Ak R -

* 7 F %HENEX| 2% - RBF > P gL %HABENE(H) -

© FARFFENENEA A - R R TS L F oo

. ;_F?EFF & FI¥TIS o fRk N category*| T 5 cNOH > R Sm#h 5 988

o Eipdke e Prmger,, P B R SR8 998 o

o IFtSFED 2. B X B HABI98 o

s BB 2ENEX 2 :

* TR N category | € & cN1-3» 8 3R £ 2 49 b 5 & 532P EENE(+) P % = 45 %08 5 0o
%%ﬁﬁﬁ%#”%*mﬁmﬁﬁs%IMWQ%%ﬁﬁ’QWW$@$’@WQi
FEpE oD R oE)rEX SR Y AL R B/ BT Rl QR K &P -
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J° ehdE e » ENE(+) ©
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PTAAGY - B PR RS S e
Tk B BINSE W] EeN1-3GH = Batiz)e) » B S a4 it 2 ENEH) > & & d i = 5o
R TIAGY E- B NS B R 2
FIREFORE > LRI A AN B 8 Ak bl T 0 B R e B
E Y

¥%ﬁﬁ%%ﬁﬁ’ﬂ$—ﬁ%ﬁ*m

PARF IR RO RA R AR Y FFRAEL LA -

P bl B r ik

A % 1§ #5952 E fat stranding, amorphous speculated margins

B b g&—ﬁﬁ £ confluent or matted

C Tl R
Vascular (vessels, arteries or vein) invasion / adhesion / tethering / encroachment /
infiltration / encasement

D % 3§ »op %) Muscular invasion / adhesion / tethering / infiltration

E A )
Nerve invasion / adhesion / tethering / encroachment / infiltration / encasement

F YR BH/ET &)

G R BP

BE# 2 ENEX !

S8 hiedr TR fIP A" % ) (No palpable lymph node)# T % % sk = 5 |
(No enlarged lymph node) » B| % = 78 s % #8 5 0 ©

B E ¥ ARG 7 A B (movable) ~ 227 % (non-fixed) it = B B ¥ Z B RSB 500
AR RAEREAKRT SEBEATRG HT RE&H R %—F%/f%vﬁnﬁ%,aOfJ

O TRA B BINGE LW ECNI-3 [RARERAFH™ SEBINEEH T AP ET ARG G
T EERE L (A)HFH T BT 2 (fixed, fixation, non-movable, not movable, matted) ; (B)4? &
EREorERaH G O/ K &R -

FRELEIHT GBS DI UT o ARAEFRAFREY B SRR
kg 1o

ZHE A 52 e
FRE A AT AdyilpT gt ﬁ‘%ﬁ’ﬁ FEOFZBERELI -
PRFRRE MRy REEERAEW 0 Y FFREL G A

\\-

I"-ﬁﬁ%"“})»yﬁd'/'r‘ﬁﬁﬂ?ﬁi §’}ﬁ§_’j’lﬁ,ﬁﬂ |I-—;}'*‘,f*'(7‘

Rk EER LB B R OEK

A # ¥ % ¥ 2 fixed, fixation, non-movable, not movable,matted

B G BT R AR G G AL T TR )
&]4e : cranial nerve, brachial plexus, sympathetic trunk, or phrenic nerve invasion with
dysfunction

C A J == invasion of skin
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R 8 4 TS B SR

"
N
T
N
"
1
o

0 =& H|%r& overt ENE i j° % & » ENE(-)
1 ¥ & #|%75 overt ENE & J= 4k it » ENE(+) »
8 e % i * overt ENE -
e HuE* AICCE % %9F ~%10F ~ % 143% -
9 o L F|¥TAH i overt ENE & J= Kk ik o
o AR TIEE H|¥T o
° * ;3_0

SR E % At RENEZ© » ENE(-) o

q.;v«'i'»?*ﬁﬁﬁ:i“’ﬁ ENE&J= » 2 5 4o Wl = b &= hd fic » ENE(+) -

1%@§ﬁﬁﬁﬁ¢mm%r,a%ﬁ¢#w$*&Fﬁﬁﬁfﬂ@ﬁﬁ

O ([N |[—= O

© WHFH A A% ENE B R
© ARFRGEHRE -

L] 7‘€i°

5T E ¥ %4 it RENE& J° > ENE(-) »

S E Y At ENEZIP 0 2 4y i © 50 e gt o ENE(+) -

\

ERE W bk ENEE)e » fzﬁ‘ﬁsi#‘“‘% 'b % Jo ehdE i > ENE(+) o

O ([N |—= O

© A4 Akt ENE BRRE -
- AftEmERE

L] 7‘€i°

988

Tk 87 %) 5 eNO e

998

. %/\/7].?».*{‘1_,%&3 )/%"l_" éi:f’}}‘%?;},lo
o FsREZZ B R -




B 38 T F G L IR R

ol

Yokl | RO

000 cN1-3 ehip %k > Ak B E ¥ 44 it LAP(+H) and movable » ® 846 24 2 T 1
ENE(-) » 555 & 2]%715 % cENE(-) -

001 cN1-3 i % > 72Fk 25 % 4 5 LAP(+) and non-movable » ® ¥tk 4% T R
ENE(-) » &3 & 24714 % cENE(-)

001 Buccal mucosa cancer f &% % 0% 0% A & & 0 32 ik 75N & IR ENE(-) 0 TRk
FER T L 484k A P45 if 5 LAP (+) > 3om fixed of left submandilbe » ¥ §7 5. {8 %4 7
& N category = cN2b e

009 cNI-3 chip %k » fRAZF ik b it LAP(+) > 2 B ijde 548+ T ENE(-) » 5576 2
#7155 cENE(-) -

010 cN1-3 enB % > k2% 4 % 7 LAP(+) and movable » @ ¥ ftk & 4F & & 3 ENE(+)
and lymph nodes confluent size about 4cm > e 5 5% & 2| %7{5 5 cENE(-) °

019 |[cNI-3 k% > GRA RS A LAP(H) > @ Al o B @y ki > o B s
3% 2 & R ENE(+) and lymph nodes confluent size about 4cm » it (5 %% & 2| %7{s &
CENE(-) ©

021 cN1-3 erip % > Tk 12 §f #% & 3 LAP(+) and non-movable > ® 8 itk & 4F 2 12 ig 7 5%
ERENE(H > A Bt " B0 Bl R A-G Y - ik R
& 24715 5 cENE(-) »

090 cNI-3 ek feh@E % 47 LAP(t)andmovable > ® T & B3k 4 > & R R4
FIELP BT B Rt o KR E U G cENE(-)o

099 [cNI3 chip% - pfft ARAEERELS 2 TaBileh » SHOIFL AL
Mg s | 0 S L 2815 & cENE() -

101 Gingival cancer T k<X FFI0T "%k & 4 > 82 1187 3% & R ENE(-) > %?I;F Fgﬁ?w‘
35 fE L 4 it left side lift shoulder( = I/ ) 3 7 5 15 47 7oA N category = N3b-
Fle A A% 11 $H5d A § A 2 dupshk e

110 cN1-3 ehip % > f2A 25 4 3 LAP(+) and movable > @ B 4k & 9F 2 & 3 ENE(+)
and encasement jugular vein - %% & 2|%7{8 5 cENE(+) °

111 [cN1-3 B % > 2428 % 4 7 LAP(+) and non-movable » @ ¥ itk 438 % &
ENE(+) and encasement jugular vein » 4% & 2| %7{8 5 cENE(+) o

119 cNI-3 chiphk » RAREHR AT LAPH) » AP H = Sl o B ikde 44
4 % 3 ENE(+) and jugular artery infiltration > 347 & 2| %7{5 5 cENE(+) °

121 cN1-3 ehip % > ‘ﬁ%f% ? £ ¥ % 7 LAP(+) and non-movable » B §3F 2 M iE 7|8 & IR
ENEH) A F BT S ElR B FikA-GY I- i L5786 X471
% CENE(+) °
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Skl

EY

129

Tongue border cancer B x# X FFINT GETk K L 0 FFE M iEAV R IR ENE(+) 0 £ A

FRGRAHT B B ORGRMRAGY B Rt TR FER AR A
4\’)5 Tk 2 ke A-C ¢ iE- it %Eﬁﬁxw 55 gk N category =
N3b -

191

Buccal mucosa cancer # X3 ™ 2 £ g2 & 45 & &y it LAP(+) and mattered ° I PF 4%
FT R RE FERE ] REWTEER AFRGRAMT B EE AR
GAFHAG? E-fiE o A F F’EEFF&W H| 2 Tk B W) 5 cT2N3bMO o

821

Nasopharynx cancer i % &< SE5FEI0 T "%k & & > 3 2 4 i left level IL 111 bilateral
level V & 383t = i % 207 I P 3 (ENE) > fe X o ¥ 1 #h i) e i A-G
PE- R it TR 7 EF 3 {7 E 88k & PF 4w i multiple firm and fixed masses over bil
neck level V °
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B 38 T F G L IR R

SSF 10 Wi R 3

’ ol @ 4L 12 Yo 4k FE

)?5;5_'_,}* bk é’nl%iﬁ’ &l : 000,101-120,199,210,221-298,
Extranodal Extension (ENE) Pathological 299,399,988,998,999

W2 A5 0 8.10

B i

BTSSR (A VR U O~ T OFVR TR R 2 R UR )RR ¢ 7 RE T P2 g0
;th = 212 #p 57 & (Cervical Lymph Nodes and Unknown Primary Tumors of the Head and Neck,
C76.0)%2 Mucosal melanoma of head and neck » % 3 i = & 2. II%IE’_ % IFL Skh iRy o

1<éx P eh .

# ¥ & ¢t iz j° (Extranodal Extension > f§ & ENE) » 5 R B B 2 R NSE B e B 1E 1% 0 4 H2F
5 f%’}fﬁmé_ £ 3p fs F]+ > pL I8 'FT‘\/"I‘? ® 5 B TE o R ""9:“;‘—,"’5“’? f$ 3715 2 '33}7%'» °

YoFGip 5l

* 4-¥fextra-capsular spread (i#f =
ECE) % extranodal spread (it =
Extension > f§ & = ENE -

* PENE(-) 4 # JILENE % jo -

* pENE(mi) (microscopic® fit) * # 5 ILENE & j° hjed |- 3t & 2 2mm e

* pENE(ma)* £ 5 ILENE & J° cPEE3E « >t 2mmet &_F P% (gross) » E f(macroscopic) = # 7 572
ENE#& jo

* pENE(H)® % 3 jHIENER J° 5 it & pENE(mi)¥2 pENE(ma) ¥ % pENE(+) °

. ﬁ“’f&afi’f—iié% Sk d =1 LR AT

* F-BE A AREHMT BRPREEEERR DA

M0 OHT BESLRERBREIHT BhER, o
s is 1 THT BEH ARER P RERE<2mm | o
© b2 T HT BES G BT B R EH>2mm ) -
© 3T HT BES G REMT B R LR o
*% = ::/E%ﬁfIIiSEE—’.ENE Z e epedE - 01-98 & W) i & 0.1-9.8mm ° F & 1P II%EE’_ENE % )
SFEHE 0 R kg 99 o

c NEF :;I;szﬂl_:sdfk Ely ENEr’v’m’,%z“ » BI¥ 1A & R SZENE(+) e

L SRS RS IR T ENEC)L IR R R ¢

o EHIehk F&gm T iza v ab:t # © Sexcision dissection » iz 5 AR £ 45 i ﬂ‘ 7 RS
BRI ART ER MFT B R AR N o P oE G K B PR ;@zﬁw
ENE(+) » % % 399 o

o FATRAFEIUST BT &Y LT Bexcisions dissection » £ pILAF L f5 i & B
TR T o s 5 988 ¢

R f*"{i}%ﬁ,ECS) » extracapsular extension (#f = % & %t % o
PETIKENS)E @ 0 AJCCH AR bi— * 3% % Extranodal

+
e
+ e
=]

=

\

o i
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Y1 &
000 FOREET N T HES > L EREHT SRR
101120 [F B3H = B0 e R ER<Omm > ¥ 5 FEF A
199 FOREMT B RPE o R EHEOmm > L2 mT &E%ﬁﬁi#& °
221-298 7 }?aif!l;}ﬂf v ek iBe s B EHE>2mm F <9.8mm 0 ¥ F IRy o
210 FOREM T B RP o R ER>29.9mm -
299 © ORI B R 0 2@ Egdmm o @ s IR H -
* P Px(gross) * E B(macroscopic)® 3 M} JHIL ENE » {2 &/ F pESdcd;
399 FOREMT R L m T ey
088 o EXHT X - excision & dissection ¥ % pNO o
. & T B B~ excision &% dissection °
*  J iE{TH T 4 excision & dissection> ﬁrsi‘*’iﬁ it Ay BB ERY 24T
R (pNx) .
998 W AR T B B R BT T B Bk 7
999 o REAFA KGRI L KER
o HREMTLEI 0 LA AORT BALEF ERFET
o  Aziio
pol
x| TH

399

7 % B % # X Level 114 ® % excision biopsy » J33Z4F £ 45 it metastasis SCC in soft
tissue > no lymphoid tissue seen °

30




RS RS B

A v

CRi
Esophagus
C15.0-C15.5, C15.8-C15.9
C15.0 Cervical esophagus
C15.1 Thoracic esophagus
C15.2 Abdominal esophagus
C15.3 Upper third of esophagus
C15.4 Middle third of esophagus
C15.5 Lower third of esophagus
C15.8 Overlapping lesion of esophagus
C15.9 Esophagus, NOS

e

P

T A A s & SSFHY = s $n A5 988
GIST (ICD-0-3 M-8935-8936)
Sarcoma (ICD-O-3 M-8800-8936, 8940-9136, 9141-9582)
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Rl L FS L G R
(o F
2
_’ * b . ‘l "™ ¥ i 2 79887
PET-CT Examination 999
> }_T" [

040 N N R R u SR Ly
988 g e
P
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RS RS B

SSE2

i E .
2. P 2h=X ‘ - .
) - F--000,010,988,999
73 [ .
T =
2. 2 . .
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RS RS B

SSF 3 LR 3
TR RS %A% § B © 010,020,030,040,988,990,999

Tumor Regression Grade by Pathology
REWR RS 83

it
SO R BE AR D ERRE G F o

Jedk P en

alﬁﬂﬁ 4-@5"%”}?/2‘ s chk AT G a@%/r}? ek 2GRS E & F] S

2R

o AFRIR 'K%f{%}ﬁ]’\ e mcg\‘—r"k/r’}%’i" T RN 2 B R R iﬁ‘}%&“m

Ao ST EEF A ARET S SRR (T SRS 0 F R et G @
o RPENUEHTTIEL HILARL LA -

o

B &R

010 i ILF A A om MR 2 0 (Complete response)
020 )];3;‘11 AT ﬁfg’;éﬁj =50% o

030 )]35?3’;: 2 g‘v_fg’;éﬁj <50% -

040 FHIL AT R A SE ] e

988 L

o AiB{TE HMILRE o
o AIB{TEWELR o
e GIST% Sarcoma -

990 R RS 0 R MRl R R AGRP R BAMRR o

999 o Jitfiw %'”/r"}é‘ L A
° }F\i)ﬁ;‘ c:;\‘ s 3—0
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RS S B

SSF 4 WiEeER 3
Hhhis g 1 TRE F %A% §5  © 010,020,030,040,988,990,999

Tumor Regression Grade after Radiotherapy

T E AP A L 8.4

Wi
Ped QB G Y AR F PR ey & F iR (7 CCRT » % 218 5 )in B 16 TR
BFE &

J<ék P et
G MR e R 1 R RAGTER S RIoR otk 2 SR E & B o

YoFGdp sl ¢

o I RPN FEP ORISR AP B3 266 N TR B
FRElin RFINEE /N RIS T S35 2K ~9:,—..\%§§;:m1;:;}7§ c BB A B RIEP A lZiiP%&é.
AR A SR p (THENLRF M o

o M EIITRA F PR TG LSRG

° ﬂ\%ﬁa ':#Eklfilﬁ’b' K/% 'I—%% .

S 7B T &

010 Tk 7 AT % 2 F s(CR ; Complete response ; 100%) e
020 Tk A o 3R 6 F (PR ; Moderate response ; 50%)
030 T 7 U A or o 48 2(SD ; Minimal response)

040 =V NS ﬁr:;i £ % (PD ; Poor response)

988 FAEHE o

o L F HFIEILR -
o WHFHEFIFILE -

o T Mf o

e GIST# Sarcoma -

o I TFRIEIVE SIS o

990 SR AR F b R R RALR K- HRM -
999 o FAEFEWEMILRE BRI P o

° }}i;}f}j%\ ci\. 7o
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B i = e BN

- I

.
Stomach
C16.0-C16.6, C16.8-C16.9
C16.0 Cardia, Esophagogastric junction (EGJ)
C16.1 Fundus of stomach
C16.2 Body of stomach
C16.3 Gastric antrum
C16.4 Pylorus
C16.5 Lesser curvature of stomach, NOS
C16.6 Greater curvature of stomach, NOS
C16.8 Overlapping lesion of stomach
C16.9 Stomach, NOS
Note : Exclude ICD-0-3 M8935-8936

TR A
R E_%J%‘« A f& & SSFHf & % #5988 :
GIST (ICD-0-3 M-8935-8936)

NETs (ICD-0-3 M-8153, 8240-8242, 8246, 8249)
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B E TR Y R
SSF 1 LR 3
By CEA H5% & k% §5 B 1 001-988,999

Carcinoembryonic Antigen(CEA) : Lab Value
E W AR 81

it
HTORBEE RT3 B P kR R CEA iR E -

Yok P en:
PR ORISR LR .

YoFdp 3l ¢

'%%%ﬁﬁcaﬁﬁ%ﬁiﬁ%$ﬁa%$éﬁﬂi%’%ﬂﬂwé%éFE%WE%“%£ﬁ$ﬁm?&
PR R TR (SRR

o RIHFT MBI o B F e R B3BY N R4 RCEA (Mngml: H )E B B e s
B3R 0 PR adi R CEAB R & 5 7 (ng/ml) > 33-%75070 -

 AFEFTHEMYEFRILFEFRAKR > A BFe NA R FREIRER I RRE
AL FEIRNYARENRZERY > MU BRAOTHEFRB - FH RN KR ER
TFAL 0 T E etk 0 Pl 5988 o

© FRRARLIH -EGIFANERESEFIORAY MY A ERT- S REE
ESEI

o EERE G RBRFREDETN Tw SIS TR o

o kPBIFIAFRCEAR SR A M § g -

kY] C

001 =0.1 ng/ml °

002-986 | 0.2-98.6 ng/ml -

987 =98.7 ng/ml -

988 EIRT B

e GIST # NETs °

o EMUIRBANE AKARL R IRRE -

999 © BEAEPAIE
° /l’}; *ﬁ‘%; o
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RESEETAS T K

SSF 2 BeER 3
HiryR CEA H% i ¥ & %f% §5 B 1 010,020,030,988,999

Carcinoembryonic Antigen(CEA) : Lab Value vs.
Normal Value

T E AP A 1 82

W dkit
AT R BRI T 3B N TRt R CEA SE F B F Eehd B oo

Jcé% P e :
" KRR R CEA B B2 F Gni R -

YoFGdp sl ¢

e iR CEAYZG B Z 44T PR XEEFE TR RBGTRE R Kf —{,{{ﬁ—.ﬁ 5% %
TR BRI SR

o A G EFREDETR TR SEIELE TR o

o PRI CEAKR S B RIS A G o

. iﬁ&?ﬁuéﬂ§%ii:”@$§%%ﬁw,a@$a%ﬂwgh SR P kR

FREUPHENEL TR > Rl B UL o F BRI S

iﬁé'ﬁ:ff,%“ﬁi v ottt Bk B 0 P kS 2 988 o

* FRRIARLIGH -EGIFANERESEFIRAY RN A ERT- SRERE
e

© FBENFXIFAIB PG WEKCEAY - BHRABIN -

e ¥ IE mﬁmg B 5 h B(bldeiE E F & 5 0~5ng/ml > B % CEA® % Sng/ml)p]| %78 5 030 -

$rl | TR

010 B % fpirdih CEA ¥k BB /<00 § 8 o

020 Bxagirdih CEARSFZELEME/E§FE; 2 F BN o
030 BERog2iih CEARRKRE R B 2 madbtad i o

988 | A ¥
*  GIST 2 NETSs -
o SR ARBE SRR &R E

° }]’;‘_})"ﬁ';\ U;\. * 3‘_0

999
e  RiB{TH%2ILR CEA #5% o
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B LR T R

SSF 3 BER 3
dy PR 4R S35 a8 # ) : 000-008,010,988,999
Helicobacter Pylori

T E AP A 1 83

W it
e BB ERAY AFEP WG AP IR FRREE o

1<ék P et
LR T R EROR A FI

YoFGdp sl ¢

o WSS FTEp IR RS2 #éf}}islf‘l_.f@_fj%‘i (histology) ~ ‘w3 % ~ H-if Fk
# P 3@ (rapid urease test) ~ i ;488 & JR & o¥ § ;85 (urea breath test) ~ s F* {5 F K i fLR e
% ;% (Helico-bacter pylori stool antigen; HpSA Test) ~ & & f#if 44f & B (PCR) > + i - 38 4 42
-2 kEREE S BUE S GREEZARERRS S -

e FHEBRERIN LR ohbbRREF S I FEOTREEIEL -

s FoEMIPzZREREETSHEE BB 010 -

B &

000 g N 2 ¢

001 i 72 e 5 (histology) te & 5 % & FE {2 o

002 wHRARRES S

003 Peif FfF fF 7# % (rapid urease test)is % & B 1E o

004 | iFtaAlitkskiE % 2 HE -

005 Pk v § % (urea breath test) e S & % 3 1L

006 dy P 4% B & @ Lk & & & (Helico-bacter pylori stool antigen; HpSA Test)# % %% % & H |-

007 R e pripsag F R(PCR)E X S H 1 -

008 W Bk iR L FEM o £ E A 2o

010 FEoEAARE SRR

988 % i * > GIST 2 NETs -
999  mEAEREE
* RAjtkE o
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BEt e g RAT TR

SSF 4 WEeER 3
FRAF LY HRRIRR %A% § ) © 000-980,988,998,999

Measured Depth in Pathology Report

T B 8.4

1 g R U

BRI TL S R B REEATT R FRAEROFER -
1dk P e !

BRI 2 R 0 R R R R F TR - K B AR S R B o

YafBdp 3l
. iﬁ%rﬁ%%ﬁﬂ%%®4ﬁﬂﬁ*ﬁwﬁﬁﬁ°ﬂ%%dﬁ%6“
o EHCFAREEL RE DS FHEFLY NG L TR IR
999 » I.W<ixﬁm-ﬁr“gﬁﬁ§&r§k$§
o AW iAELE =50.1% K (mm); %”-‘}?alﬁlﬁﬁ% 3 4 i H 5 K (um)PF > 100um=0.1mm ° %
FBEG]0.1% F & 1004 A 5001 ~ 1% 5K %% 5 010 ~ 0.5cm ¥ #8 = 050 -
o FHBIFR L 0.1% K (<1008 ) 0 FHAS 5 000 o
o FOREAFL Erigend PR EREIFR 0 RFSER S KE S HBF S D 2mm-3mm 0 g
030 -
. )ﬁqiﬂ’iﬁ Bt ERER AR R BB P E Rk BB S -
o F B & S X35k (neoadjuvant radiation) ¢ > £ LK 0 A F PR 5 998 -
Beh 1k Al W S5 (neoadjuvant treatment)w © § F R Bicdy 0 p 14 L e ISR
+3E i 2 Fﬁ%’?ﬂ'@& K rg o m et TE AR e —‘i’*?“f']iizrﬁ%é WRER S H P
# %

Rl iy o
R S Ry

TE
3
e

o FEe AP R o iﬁ?l‘%%:ﬁ Gk d o 2 B RTOREE  RmEI8s -

Yok &

000 R AR <0.1 % 5 (<100 k) -

001-979 | zeéxg A » 2 0.lmm % H = (1000um=1mm=0.1 cm) °

980 ”,_mxarvfiZ 8mm °

988 A e

o »ﬁ;}-%_%iﬂﬁ:",,—]ﬁinl 3

e GIST # NETSs -

o Y FFBRAGRESISRH T BRTA

998 R EMERAGEXIIER)-
o Fa 3 X SR (neoadjuvant radiation) 2 > £ 48R o
999 FaILAR £ ¢ 4k LR R el o
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A R G T

%5

Colon

C18.0-C18.9 Excluding Appendix (C18.1)
C18.0 Cecum

C18.2 Ascending colon

C18.3 Hepatic flexure of colon
C18.4 Transverse colon

C18.5 Splenic flexure of colon
C18.6 Descending colon

C18.7 Sigmoid colon

C18.8 Overlapping lesion of colon
C18.9 Colon, NOS

yER A

L Tl sg ik & SSFH# i+ & % #5988 :
GIST (ICD-0O-3 M-8935-8936)
NETs (ICD-0-3 M-8153, 8240-8242, 8246, 8249)
High grade dysplasia (Severe dysplasia)

2. FRAHEEHHSSFIHF =R (xS % SSFOF =20 » JshmfE 5 988 (A i * ) -
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B % LA B
SSF 1 WimE R 3
BafiR CEA 5% & k5§ B © 001-988,999

Carcinoembryonic Antigen(CEA) Lab Value
W AR 81

i A= S U
RS R B R ok 3B P TSRtk CEA ik g E -

I<ék B N
PRV REBITL SRR AR -

SaFgdn 5l

. :;%ﬂsu;z/ﬁz CEAtR S A4 5 B RBFIch o #FU TR AEFERE BTG LHTF 0T &
B RORL R o R R 1SR T

o RIFT KA 0 B F e F3B 0 N R R CEA (Mng/mli H )EB B o blde
e300 P Riadi R CEAR R & 57 (ng/ml) > %4070

 AWEFTHMYHEFRILFEFRAKRR > AR NL U FREI RS I RRE
AR ESVFHENRELZ TR I NR RO TREFRG - FREN R SR ER
FpAT o P E kR E o PSS 5988 -

 FBRARIIH -ESIFANERESEFIRAAY R P RIS REFE
Lo

o &G BRTRE D ETE TS IR IR o

o kPBRBIAIR CEAKR S K TS ML F chihg o

Sl L&

001 =0.1 ng/ml -

002-986 | 0.2-98.6 ng/ml -

987 =98.7 ng/ml -

988 FAEF e
*  GIST ~ NETs % High grade dysplasia (Severe dysplasia) ©
o EAMUIRRANE AKARL R IRRE -

999 * R AEAAE
e Lj ek e
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L L LTy

SSF 2 iR 3
BHiafih CEA#S%E ¥ & HakS 3§ 010,020,030,988,999

Carcinoembryonic Antigen(CEA) : Lab Value vs.
Normal Value S 1L AR )

W ogeid
R R B R e R 3B P AR R AR CEA b B8R ¥ EahL R o

Yok P en:
P RR TSR BECEARKEE T F Bt R oo
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Tumor Regression Grade or Score
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Dworak Regression Grading Classification CS
£ & & RN
Grade 0 no regression 030
Grade 1 minor regression, fibrosis in only 25% or less of the tumor mass
Grade 2 obvious fibrosis in 26% to 50% of the tumor mass 020
Grade 3 dominant fibrosis outgrowing of 50% of the tumor mass
Grade 4 total regression, no viable tumor mass, only fibrosis 000
Modified Ryan Scheme for Tumor Regression Score CS
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cancer cells
2 Partial response: residual cancer with evident tumor regression 020
but more than single cells or rare small groups of cancer cells
3 Poor or no response: extensive residual cancer with no evident 030
tumor regression
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RAS Mutation Detection
B A 8.6

L R S Ui

PR B BiGR B % RAS ATIR RMA L -
Yk P ih e

P RIVREFCTETL RIS AR o

SorBdp 3l
o RASA F1? KRAS{*NRASHZ %5 7 it HRi¥weRpe -1 2P %% 9KRAS{NRAS
AFFH2 %2 %K > P w"RASH L %78 F (codon) % B 4o
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Microsatellite Instability (MSI) Detection
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Mismatch repair (MMR) intact, no loss of nuclear expression of MMR proteins
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010

MSI unstable low (MSI-L)
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MSI unstable high (MSI-H)
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Loss of nuclear expression of one or more MMR proteins, MMR protein deficient
MMR deficient (AIMMR or MMR-D)
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GIST (ICD-0-3 M-8935-8936)
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Carcinoembryonic Antigen(CEA) Lab Value
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Carcinoembryonic Antigen(CEA) : Lab Value vs.
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Tumor Regression Grade or Score
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* Dworak Regression Grading Classiﬁcation’?;i-‘fg’;ffﬁfy B umN45 0 2T E - BLAR o

* ¥ 2 3 #7¢Modified Ryan scheme for tumor regression score » 3-%-% % = B & & °

Dworak Regression Grading Classification CS
£ & & RN
Grade 0 no regression 030
Grade 1 minor regression, fibrosis in only 25% or less of the tumor mass
Grade 2 obvious fibrosis in 26% to 50% of the tumor mass 020
Grade 3 dominant fibrosis outgrowing of 50% of the tumor mass
Grade 4 total regression, no viable tumor mass, only fibrosis 000
Modified Ryan Scheme for Tumor Regression Score CS
3 & RN
0 Complete response: no viable cancer cells 000
1 Near complete response: single cells or rare small groups of 010
cancer cells
2 Partial response: residual cancer with evident tumor regression 020
but more than single cells or rare small groups of cancer cells
3 Poor or no response: extensive residual cancer with no evident 030

tumor regression
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Circumferential Resection Margin (CRM)
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o Wi B IV “f » ] 4e: polypectomy ~ EMR (endoscopic mucosal resection) ~ ESD
(endoscopic submucosal dissection) ... % i5 B 2 5 & T & 45 i CRM » 35075 988 -
o FREIF L ARG E TGS R ENA R G RB999 -
s R R 32 de TR 7 Svery close® AP T R AL 0 R XA R :}]%IEJ.%?EFF :
e EHPERHBRUHELIEE (RALErSE ERERmE ER) ) BB
s FARSEHERTIRIBE (FEI7r% BB we ZR) KRB0 -
* FREFHF FFRAR 5 "B TR 7 % 7 35 B %A5999 -

oh L&
000 . nwvx%*w;r% T T
e FE{Y ] Imm (<lmm) e
001-979 E'"c{rr%’ ‘f% T o0 2 0.lmm 5 H oo
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T EINETFF L E o R SR

Y75 &
980 o TR 7 S = 98mm o
99() i LA A & 7% 4 *8%3 (no residual tumor) e
991 R TR SR IA T s BRI G P o
992 o TR 7 S <2mm >1mm ; 2 A3 Imm I 2mm 20 fF o
993 TR % <3mm ; >2mm 5 & 43T 2mm I 3mm 20 fF e
994 TR % <4mm 5 >3mm 5 & 43 3mm I 4mm 20 fF oo
995 TR % <5Smm; >4mm; 2 43 4mm I Smm 2 B e
996 % Tk 7 % > Smm o
988 7 o
* GIST ~ NETs # High grade dysplasia (Severe dysplasia) °
. ,[;;+,AF*AZ:£4{&O
o WP EEIECR 0 2 B BEE GTAL
o WX HINERB % » )4 polypectomy ~ EMR (endoscopic mucosal resection)
ESD (endoscopic submucosal dissection) ... & ;> % ¥ & $5 i CRM o
999 o I A o

. }%}ﬁ‘%%&?\ o

o RILAR R W i % distal and proximal margins °
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REE RS D5 e R

B

SSF 5
BRAF £ F1% %

BRAF Mutation Detection

itk 3
S5 & B © 000-002,006,007,988,990,
991,999

T % AP BB 1 8.5

W dkit
gai\‘.;]]%)ﬁﬂ E P% L}‘:IJ\A:‘%—P%

Jadk P et

okt e B

2R

S E e B % BRAF B FIR B HRA SR -

BgpieR iR 28 o

« BRAF ¥ - R XA 7>

,?m’f'é?%%{@;%}i?' "o B RAS AT T AP A4

MRPEE RO - gl RE BRAFrw R R e hA  @ A RS ‘thljp’
X 12 V60OE (c.1799T>A) 1 B & o
BHPER A RETAY RREF A HBERE DSBS FREL Y T
R WEG D BRI - R RATFIRE FHSSLATIREE S o
FR RIS B LR R AR 2 A 0T e

FOB R BINT S QRS T LI BARFET LR T SRR S S F RIS R

SR PR TR

kY cF Y
000 BRAF A #]it ¥ /& ® % /wild type °
001 BRAF A %5 R ¥ : fa?é‘ =% %7 VO600E (c.1799T>A)%
002 BRAF A %15 R % : 22 VO60OE (c.1799T>A)% £ -
006 @ﬁﬁBM@éﬂﬂ%’ﬁlﬁ&Wﬁ%%+%ﬂ°
007 7 817 BRAF A Flie sk - RdR & i 5 272 23 -
988 EIRT S
* GIST ~ NETs # High grade dysplasia (Severe dysplasia) °
o MU THA T ENIRRKES o
999 . }ﬁafﬁ% c? =2
LR
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T EINETFF L E o R SR

SSF 6 BeER 3
RAS A F]% # 75§ 7 © 008-988,998

RAS Mutation Detection
B A 8.6

L R S Ui

RLREET SRS IRk BR RASAFIRReHRH*
Yk P ih e

P RIVREFCTETL RIS AR o

SorBdp 3l
o RASA F1? KRAS{*NRASHZ %5 7 it HRi¥weRpe -1 2P %% 9KRAS{NRAS
AFFH2 %2 %K > P w"RASH L %78 F (codon) % B 4o

e Codonl2

. Glyl12Asp (GGT>GAT)

. Glyl2Val (GGT>GTT)

. Gly12Cys (GGT>TGT)

. Gly12Ser (GGT>AGT)

. Glyl2Ala (GGT>GCT)

. Glyl12Arg (GGT>CGT)

. Codon 12 mutation, not otherwise specified
e Codon 13

. Codon 13 mutation, not otherwise specified
e Codon 61

. GIn61Lys (CAA>AAA)

. GIn61Arg (CAA>CGA)

. Codon 61 mutation, not otherwise specified
e« Codon 146

. Alal46Thr (G436A) (GCA>ACA)

. Codon 146 mutation, not otherwise specified

e WHEIMPDHETHY ATIRRLE  TAHBERFNCAEH N HEEF L%
F ks P& D B RN - R RATFIRE > GRS ATIREES o

o FRFREFLE %iﬁ*%ﬁﬁﬂﬁﬁﬁﬁiﬁﬁ’mz?%%o

o FBEIALjETC LRI PESLE > BARFETABILR T ORBRES  EE ISR
Bk o RIS TR -

o MWIEEZHBod I ABEHEENTE S - BAKRASATFIRE S % ~ 5 - 75 5 NRASA
FIRBES S 5B L 50 Ad%B 58 PL_‘:m,,.ﬁnl,% HP 4o
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B AT e kB B YR
¥-8 | T4
0 KRAS £ 711 % /& % %/wild type °
1 KRAS A %3 R% ¢ R¥ =¥ &3 Codon 12 -
2 KRAS A 75 %% 1 R¥ =% &3 Codon 13 -
3 KRAS A %5 X% ¢ R¥ =% &3 Codon6l -
4 KRAS A %% 2% : R# =% 443 B 2+ Codon> ¥ 3 >F -  Codon 12 ~ 13
B 61 -
5 KRAS A %13 %% : 2 Codon 12~ 1361 =% R % -
6 Wit KRASAFIR % > LA A Rm+ %8 -
7 73817 KRAS A FlHe s > BdR L 4 it 5 &2 258 -
9 #1817 KRAS 2 Fl¥e % -
FoB | 1A
0 NRAS A F] i+ % /& % %/wild type °
1 NRAS A FlF 2% : R®¥ =% #* Codon 12 »
2 NRAS A FlF 2% : R®¥ =% #* Codon 13 »
3 NRAS A %15 2% : R¥ =% &3 Codon 61 -
4 NRAS A% 2% 2% =884 B2+ Codon’ * 3% — i Codon 12 ~ 13
A
5 NRAS A %15 2% 1 2£Codon 12~ 13~61 =% R ¥ °
6 Tt NRASAFIRE > L2 PARm %8 -
7 7 3817 NRAS A FlHe s > LR L4 it 5 &2 258 -
9 A i& {7 NRAS 2 Fl¥e % -
¥ | TR
8 * iE’* °
o ke
£ Ss | T&
988 ZIET B
* GIST ~ NETs # High grade dysplasia (Severe dysplasia) °
. WO TR A 0 P E M RSk o
998 * RfEASAE
. 27 Wk o
ol
Yok * bl
008 KRASZ NRAS & F1# 2% & % ¢ & ¥ (wild type) °
058 KRASH# Fl# % &% = % > NRAS# %>t Codon 146 % % -
128 KRAS & 1@ %Codon 12 % % » NRAS A ] *>Codon 13% % o
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R A0 F S LB gL kB - E Yk

kY3 %6

468 KRAS # F]**Codon 1222 Codon 61 % % » NRAS 4 it A FIR % » L 3 A TP f& % 45+
%3 -

478 KRAS £ 7]%*Codon 1227 Codon 117% % » NRASA Fl¥s % 3R 2 fy it 5 &2 23 -

508 KRAS £ F]**Codon 11722 Codon 146 % % » NRASH Fl¥e sk S % ¥ -

998 4 12 FKRAS¥ NRAS & Fl# 5% ©
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R 45 230 = F) 5

:_ﬁ_a%z,}q,l\:%s \*ﬂg)%

SSF 7
gLy 2

Obstruction

WL R 1003
X5 # ) © 000,010,988,999

T AR 87

it
;‘&%}?ﬁ)ﬁ‘ ¢ oix -
AR {5 R IR o

I<ék B N

v L

YoFGdp sl ¢

Phasgmi Sred L $mG SE - foh FA7 205055 R 3

MRt £ R o

c o E-BARARELT FEEA L ERT SR LEHT CBRL AR TR A
xe‘.f—r},%r’?”é}?ﬂ*rl‘/f:f-m"ﬁ B ik T ORI AR S R o
o FAMIEE G E’F’fﬁi,u fLeng & 3 4 fFdk e

) Cé"}“ﬂ—\a R f’f }%’[ﬁip//\]'&ﬁ'i\‘,{h"il’,{h‘lg’?ﬁ;; F'T_lplv °

ks | TR

000 |BHE- Bidks A5 MBEEN e RERFLE -
010 | BxE- PARARMS DA L0 FRS L -
988 7 if

¥

BREEFEZ- Pide b ™ B SR
* GIST ~ NETs # High grade dysplasia (Severe dysplasia) °

999 | g Ried A A L
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T T Kx“r]+:§_9§z,}q,z\;%,; \4,,%)%
SSF 8 [ e
LAk A% § ) 1 000,010,988,999
Perforation
B E R L 8.8
L RS U
REREY - PR AF R RTINS FRG RS T A FET 2L EERER

&R (SRR o

1<ék P et

R RGBT S is LR o

YoFGdp sl ¢

« E-FHMAERT ST L WG BT AAHE RS

xe‘.f—r},%r’?”‘aﬁ}?ﬂ*rl‘/f:f-m"ﬁ B ik T ORI AR o R o

SEEERS T I T LN IERR 7

° b‘zy\p 7 1E‘.f1 [S&»}i’/‘%ﬁ TE ,{{irau,{{irf@—yg fg FI-, °

GEfT TR 0 TR A

Sl &
000 BERE-PHBRAEAFTRYS T e R T I
010 BRiz-BRiedaFmMY T mﬂ@ﬁﬁ%“%
988 FAgH e

e BRREFE-FHKETABEL IR -

* GIST ~ NETs # High grade dysplasia (Severe dysplasia) °
999 T A GEf e A e
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R L T N S

SSF 9 BeER 3
BT AL U e k% §5 B © 000-150,988,991,992,993,999

Rectal Tumor Distance from Anus

T E AP A 1 8.9

L R S Ui
WEESRBER IR IB P > RASFHIRAIFE Y R T G EIIP C iR

Jodk P e
b D BRI T ST v R R ITE B S R s R ok WA hE & ]S o

.3&45%:};, 5l :

HYTE R T S v R ¥ B ¢ 45 AL 3N E %% 4 (proctoscopy) ~ #it 5N ¢ sk B O N AR 4R

(ﬂex1ble sigmoidoscopy) ~ % p 42§ /& (Endorectal ultrasound, ERUS) ~ PiR & 3= & (magnetic

resonance imaging, MRI) ~ 'z F* 45 #& (digital rectal exam, DRE) > %3 & & 5 B ek & ijde 4 >
lﬁ;h M AEE R 2 M B iR T A o

CT Scan7 i i B R T S EAL v BRH | UT iRy o

®
e - fé*ﬁ?r" " it A REE )f%%ﬁry—s"%”ﬁﬁv"f“iﬁﬁﬂlfﬂrﬁqﬁ,“ﬁ—ﬁpgﬁ:o

OMme;ﬁ@%H~‘WWWWT%*hWVmﬁﬁu*%omm¢m Be i rB3 3
¥ E R A Y0.13]0.9 mm 0 HdS 5000 (7 e T 2o KB 1 124 %5 5010115
oL Yok 5 115 .

MY kS R SR $A5001-150 F R Y SHcE Y L RSB EE LB 13
¢ 1/3~ T 1/3p EW%g%%ﬁ9ﬂ9%°

Yo L&
000 /] *% Imm e
001-150 | 72452 % T % &I v et > 2 Ilmm 5 ¥ = -
988 FAgH e
* GIST ~ NETs # High grade dysplasia (Severe dysplasia) ©
o MR E BEF SRR P AR AR
o B %o k2 (Rectosigmoid junction » C199) o
991 EREBENES L 1/3
992 | B gram s H 15
993 EE%F@%:}E;:{%'%(“*E%T 1/3 o
999  REAEREAFE

:}%“gp%\ J:-; °
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BERRSVEAT D3 e kY 1 YR

SSF 10 WieER 3
Mk WA AR TR %f% §5 B 1 000,010,020,988,999

Microsatellite Instability (MSI) Detection
TRE W A 810

| AU
R AET e RS~ L Rie ok Bk MSI& MMR fe % @ -

Teds P e e
P RIVRE T EL RIS AR o

oG dp 3!
. Z%i& 7 4% T+ (microsatellite instability » MSI) » & Flim®e & Bl 427 - ‘m% 4 if 18 4% 3%
DNAE 7[> & 5 bdt I EREEWMEAR 7|t -
o Fhp&4H fe 2 4k (mismatch repair » MMR)A% % » ¢ 46 MLHI1 ~ MSH2 ~ PMS2 ~ MSH3/6 § 7 DNA
2 & F i34k 0 5 MMR fF % & 2 (defective MMR » dMMR) ¢ 314> MSI 7 & <+ & (MSI-H) -
o F AMSHeSRS%® » kT TG -
e Mm% 000 : Microsatellite Stable (MSS) ~ Stable ~ Negative * Low probability of MSI-H
o Y% 010 : MSI unstable low (MSI-L)
o Y45 020 : MSI unstable high (MSI-H) - Unstable, NOS (no designation of high or low)
o YA 999 : MSI-I (intermediate)
o % AMMR¥ZH S % > kT SR GG
e #5000 : No loss of nuclear expression ~ MMR intact ~ MMR proficient (pMMR or
MMR-P) ~ MMR normal
o $a#5 020 : Loss of nuclear expression * MMR deficient (AMMR or MMR-D) » MMR abnormal
o Y P VRETAHY MSUMMRIE SR S % » 3 % Bk RFINE & SN2 HILAF
0 ¥V g o FMSUMMRK:ZR E %% 5 » 3 A H Y - iR PIS B ’j—lii&"%b‘rﬁl% ;
s E Pl R AN BSAS 5000 -
o F B FMSUMMRGIZIFL 5% Fp & AR F E 2 et R ¥ Sl -
o FRHEAETT SR NEMISE > BAFEDELISR T ORRE R FEISR D SR
Blgk o PIF AR S F R e
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A R ..

oy H
000 MSI stable; microsatellite stable (MSS); negative, NOS
/8
Mismatch repair (MMR) intact, no loss of nuclear expression of MMR proteins
MMR proficient (pMMR or MMR-P)
010 MSI unstable low (MSI-L)
020 MSI unstable high (MSI-H)
2 /5
Loss of nuclear expression of one or more MMR proteins, MMR protein deficient
MMR deficient (AIMMR or MMR-D)
988 P H o
* GIST ~ NETs # High grade dysplasia (Severe dysplasia) °
o MM TH A 0 P & e MSU/MMR 2% B 5% o
999 . }?ﬁlﬁ%;cﬁ\éngs-

R OB e
MSI-I (intermediate) °
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A R ..

BJF—:}%

Liver

C22.0, C22.1

C22.0 Liver

(ICD-0O-3 M-8000-8156, 8162-8175, 8190-9136, 9141-9582 Z % 4+xSSF1-8 )
(ICD-0-3 M-8160, 8161, 8180 ¥ Z % 4+~SSF1-2)

C22.1 Intrahepatic bile duct

(ICD-0O-3 M-8170-8175 % % 4%SSF1-8)

(ICD-0-3 M-8000-8162, 8180-9136, 9141-9582 i % % 4+-SSF1-2)
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B 30 RS g

SSF 1 BB 3
AFP ° 3722370 H5% & 4ak5 # ) © A00-A99,000-099,100-987,

988,991-993,999

Alpha-Fetoprotein(AFP) Lab Value

T w5 8.1

W i :
THAFR B R E KR T 3B N TRk AFP chk F @ -

Jaék P et
AFP T S35 "R o R vk 2 R (S enE & F]5 o

2R

R RN E R K T RRAFPE ARG SE e f B3R N AT BRAFP R 3
BT A KT G o

AFPYe B B &rap i Y R FIL i A 0 Y WFREAFPRR E 0 1T £4 4K
e B ARAR ARk 0 RS 5988 ¢

F R ARSI S R & U E RS A R AR o R P - SRR E

v N

*—‘“%

—}\_'_ o ]E;%"/\

o

N

L ETED020E (F)0 52 B 0 F iR H RRAFP - 4o F FEE Y 0 R BB 20019879

ng/ml > 1 AFP& 2% 2. F " #cE “% 1018 BB i(BR A TE R B’»ﬁ’fﬁx) A o

'L’vlj—lir' : AFP# 2% 2 % F S E 59 ng/ml > B T %5000 ; AFP#& 5% & % 7 " #ciE 5 6005 ng/ml »
475600 ; AFPH: 2% % % F % #icie 5 10350 ng/ml > €j—"-ﬁu£%993 o

2 %ﬁ 20214 (3 )422 B % 7 = io T AFPH sk 2 F #7199 ngml¥ %R F

B4 & 5 A01-A99 ; # AFPH % 2. F % B g =%100-999 ng/ml—*ﬁ’ ) S smAE 5 010- 099 (-i ,f B

%) o FAFPHSh 2 F % Bl 21000 ng/mlrz b o Bl— %% 11107 B H oG & 5 2454 > B

) oG o 4o ¢ AFPHe SR 2 % F 8 E 5 9 ng/ml » ’j" S5 A09 3 AFPHe k't 5% 3 "l id 5 123

ng/ml > F %5012 ; AFP# 5k % % F " #E 5 6005 ng/ml ' 3 AB 600 5 AFPHe % 5 % -3 JdEd

= 10350 ng/ml » 375993 ; AFPHe 5 5 % 7 "8k ® 5 0.91 ng/ml » 475 A00 ©

% H = inop %ﬁﬁfv}AFP R FEEY > HAFPRZREALEF iR KRB OE S FRE

blde t AFPRe SR F 2 5 < 0 E < iR n_‘si"ﬁ » % B % AR E 437400 ng/ml % 6000 ng/ml2 F"*ﬁ ’

FmAB991 5 F B < A E /306001 ng/mlx 9879ng/ml v FHimAB992 5 F B < iR EAZ:E9880

ng/ml > FH-%#5993 -

FAFPEF Bl it 5/ R AN R HEFF > PIUIZEE % o bdr  AFP % S5 F Sl iE

fo it 5 <2ng/ml > G5 A02 -
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B 5 4 LA g

Yo 75 L&

A00-A99 | AFP ¥ 2% 2. 7 e 5 <l 2 1-99ng/ml (ig * >t 2021 ¥7& g B Xx)o

000-009 | AFP #5237 "“F#ciE 5 1 99ng/ml f*“ 10 (3g * 32 2020 %7 0w B % > R | 0F
BiEd ) -

010-099 | AFP &5 2 1 "Z#icid 5 100-999ng/ml (£ %z # =¥k -

100-987 | AFP #: 2% 2. 7 “##cie 5 1000-9879ng/ml “,/T 10 (FREE RS o PR o

988 FAEF WU B P ARAEY R kR E -

991 AFP & =% fp*_%{g:‘@% ENE s N i A %5 P ik &% <1 AFP B -fF & 4 > 400-6000
ng/ml 2_ & o

992 AFP & % I'E_i’éi@% ek B~ PR E > 2 %51‘%&; % AFP & = - E 42 6001-
9879 ng/ml z_ [ -

993 * AFP &% 2 7 "% #iciE = 9880 ng/ml -
» AFP %% f_ﬁ_i’és‘fé% Pk Bend < A E > 2 %ﬂ‘%i}g % 0 AFP . = f-ff & =9880

ng/ml o
999 L =

*  FEishT &S AFP F o
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B 30 RS g

SSF 2 Wik R 3
4R R g B Eniﬂ;@a ¥ : 000-008,988,999

Liver Fibrosis Score

T E AP BB 1 8.2

W it
TR B R IR R AR R o

fedse B eh

AFAL G BAAIRRPTR B R 2 AR o

éﬁum#ﬁél :

e AMFEFTHBEFELS I FRREREELFTASFELFL AL EFRA RPN FTR
[} = ?f}ﬁi)ﬂ i (progress) & & LL«}}%)ﬁF\‘} G

o MFRgAmitfr R > R i ,_-Fgﬁ'ﬁ 4 s 1 0 i Ishakikm B (TG o F 3 = LA IF
ﬂﬁﬁﬂ?iﬁmm&%%’W%ﬁ%&mM@ﬁﬁsﬁo

L4 Jii

B L FRA B L Bl EITFRAC AR 0§ RERD A TEEE L P

%iﬁE’EL&ﬁp%Hm%o
° _F}?_jfﬁ'\:“
B REERIEAR) R %ABI8S -

s AFA v (cirrhosis) » 30 F Ripfr T BpIEAEL 2 R TR (5 A~ TN

nFS | T
000 | Ishak FO0: No fibrosis °
001 | Ishak F1: Fibrosis expansion of some portal areas » with or without short fibrous septa °
002 | Ishak F2: Fibrosis expansion of most portal areas » with or without short fibrous septa °
003 | Ishak F3: Fibrosis expansion of most portal areas » with occasional P-P bridging °
004 | Ishak F4: Fibrosis expansion of portal areas with marked bridging (P-P and P-C ; P-P as well
as P-C) o
005 | Ishak F5: Marked bridging (P-P and/or P-C) with occasional nodules (incomplete cirrhosis ) ©
006 | Ishak Fé: Cirrhosis » probable or definite °
007 | ApEIFL L HEEFL Bf EFRA AR - CRFR  THER A PESER AW
kP R/REIFHD o
008 | & pHILaF & 2 pILAR £ E e TR AR R 0 RAZH A - TRETE S PSR AL
BEREEFH
988 | A * o
e WUBRRARERLEPIGELE > LY RFRBHEP RPN ZETE 2 AR
'Iﬁm i) Gy "\fﬂl’*rT% AP BEERELTE A R JEGFR o
*  FREY e A it (cirrhosis) 0 T mRILAR 2 2 m AT WL (R A T RETE &
VgL Rt h) -
999 | AEe

4 & * Ishak o
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B R RS R

SSF 3 BB 3
Child Pugh 4 # %ok5 ) 105-106,199,207-209,299,

310-315,399,999

Child Pugh Score

R F A EE 83

L R S Ui
AR B R AT Z B P RIS H AR SR o

J2dk P ent
AIE P DT AL BN IERIR B R 2 FES o
B3
o MF =7 I Pz Child-Pugh Score 2 4 B
o ik AR RIESY F %5 Fop PP 2 3 A B % o
o R HONIEAH L PERAIFERH TR 0d T BAP ARSI LEED A BFELSFACBCE
(deT %) -
e MR d I WP AT
oL BABACAr RSBl 230
o /> #05-150] F 12455 fr #7535 £ Child-Pugh Score2 4 ficdf &
CHOFREL NG A s RIS SR 2GRS 99
* Gldel - 5 A ze ° Child Pugh A - Child Pugh Score i 54 » & %kg 5 105 o
* bl4c2 : op B se§Child Pugh B - fe j # 2 3| Child Pugh Score » * & % 3539 11 %5 FF o S
#5299 o
o ZEAFE iU B % > AR & Child Pugh A ® fﬁ%}%:}ﬁs)ﬁi FEe i s 5 105~ 10624199 -
o E2Riv 5 His & 4 (Degree of liver damage by LCSGJ)s¢ ¥ ¢k e13= 3% (4e: MELD) % 71 353 ¥ #
RS SEE Y SN RS G TR FIT LS T SR R
* Child-Pugh Score? f|* % & F F % § 3 ~ -k > 4t d Fod ~ RAPFRPER B KT
TE E’—ﬁ%@%} E'Lg‘ b'ur—‘:zu.;gﬁ T4 R ;}% 4@,;. VS iz a;—fﬁvﬁ, B .;% aqr—p;ﬁ,—’; FHG o AT 2
Measure / score 1 point 2 points 3 points
Total Bilirubin, umol/l(mg/dL) <34 (<2.0) 34-50 (2.0-3.0) >50(>3.0)
Serum albumin, g/dL >3.5 2.8-3.5 <2.8
RO I
Prothrombin time prolonged, <4(<1.7) 4-6 (1.7-2.3) >6(>2.3)
sec (INR) i s % Jp P& Y
Ascites "k None ' Slight Moderate
(easily controlled) (poorly controlled)
Hepatic encephalopathy None Grade I-1I Grade III-1V
(e (or suppressed with (or refractory)

medication)
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B 30 RS g

P AT ABAEEE (5~64 5 ABTO9L L B&10~154 5 C& o

Yo TR
105 Child Pugh A » Child Pugh Score % 5 4 o
106 Child Pugh A » Child Pugh Score % 6 4
199 Child Pugh A » Child Pugh Score # 3% o
207 Child Pugh B » Child Pugh Score % 7 4
208 Child Pugh B » Child Pugh Score % 8 4 o
209 Child Pugh B » Child Pugh Score 3 9 4 o
299 Child Pugh B » Child Pugh Score # #* o
310 Child Pugh C » Child Pugh Score 5 10 4 -
311 Child Pugh C » Child Pugh Score % 11 & -
312 Child Pugh C » Child Pugh Score 3 12 4 -
313 Child Pugh C » Child Pugh Score % 13 ~ -
314 Child Pugh C > Child Pugh Score 3 14 & -
315 Child Pugh C » Child Pugh Score % 15 4 -
399 Child Pugh C » Child Pugh Score 3 # 3% -
999 . AN A Sl S A

. ;)‘14),5 ERCA TR

85




B 30 RS g

SSF 4 Wik R 3
TRR(EF) AR E 7B ) 1 001-987,988,999

Creatinine (Cr) Value

T E AP A 8.4

W it
FEEEITR B kTR i 3 B P ) TR B creatinine (B § (E o

bk p eh e
Creatinine T #1 #3% % T # iy cnf * F]5 o

YoFdp 3l ¢

* Creatinine (Cr)$2 BUN (blood urea nitrogen) — Az * 143% % §7# iy o d " Creatinine™ % 2 il i
TR B AL S R A S REEE S A R BT %t B Creatinine i
(creatinine clearance (CrCl)) » 7 % % ¥ 5k 3% #8 38 /g 5 (glomerular filtration rate (GFR)) ; #_fj ¥
TR KRR T i

* AIAE HEdie ¢ &g ¢ Creatinine > Y mg/dL : H ifE o

* Creatininefs & (& 4f &34 ¥ ﬁ’ﬁ%ﬂ%é i xe :‘ﬂi%ﬂ%;’@ creatininetk 5 ® 0 ¥ %4 IR F L o
* FBRARIIH -ESIFANERESEFIRAAY R W AR - A RFE

Ao FRHENIRE SRLER ARFAE Y A RBRRE > RS 5988 -

o EEMWFFWIME Y P TS I B Creatinine #E o % Creatininetk &% & 5 0.5 milligrams per
deciliter (mg/dL) P* > 335 & 005 -

e Creatinine® ¥ % FIF % 3 b d £ » - BERL P HE §F E 505 to 1.0 mg/dL (45-90
umol/L) » ¥ ¥ &% 0.7to 1.2 mg/dL (60-110 umol/L) -

* Creatininet % B4 ® £ 7 » T B3 /| FBhis - %7 » bdrCreatininete & % % 7 S E 5
0.14mg/dL > ;%—}a"nl% 001 > 2S5 F 2HiE 2015 mg/dL > F % #5002 - 2 & Creatinine s %
BE 2 FEEE o ks *v:“OOl-‘ﬁ PRI e BT O~ E o F 001 0 ]deCreatinine s F %
%7 = Hcid 5 0.04 mg/dL > F %5001 o

Yo% TH
001 = 0.1 mg/dL -
002-986 0.2-98.6 mg/dL -
987 =98.7 mg/dL -
988 A o e BANE KR AT &Rtk E
999 * pEAEEAAE
s RXjteE
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Total Bilirubin (Bil T) Value

T % AP A 1 8.5

s U
TR B R sk 3 B4 P TR 5% total bilirubin H B E o

Jadk P et
& "% = % (Total Bilirubin, Bil T) K £ 3s 8% o dp #

Y3l -

"k % (bilirubin)e ] £R] 1 5 Bk F hE o o % (Hemoglobin) £ iz s 3k ¥ et % 39 > §F o
J_—} gﬂﬁ;g&géi Rk 21% s o HJ—F“’;A;%@]LO fFj‘-QrHJF—?mFéﬁ;fE ) ”’%1% %] 4 BN G U ,u&#g
AR EY o B FMRT o % P W Sl F > AFHEA LR PR 5 ¢ e
EH e LK E Y € ¥R 0 #£5 % m(jaundice) o

* 7 % (Total Bilirubin, Bil T) % & (2 mg/dL 3 ¥ =) > ¢ 3£ 8 #(direct)"8 2 % ~ F 4%
(indirect)*£ iz % » 4c } delta bilirubin (3 & v F—v F eE &%) o

. &%;%ﬁ%ﬁ%%ﬁuﬂﬁ?%ﬁi’”@ﬂfhﬁﬁﬁ*%%%éﬁ’?%f”%?%°

,[;sf**w fre SHRLER TR L L IRRRE > PR S 988 -
. Jﬂ‘iﬁ-)&/r')? #F'?/r’[,?’\'uf‘fr PEP—/‘FI"‘}?ﬁEj’Ejuv‘iﬁﬂg'xﬁ"ﬁ_—"‘*ﬁ%m

Y

,—-r;_'_"

o EHBERNEFRWIBIPEFDRIECF o B F L 0.5 milligrams per deciliter (mg/dL)p*
| S5 005 o

e BELZ 1 FEFFIFTRT AP AR o - KA E Ll F & 50.3-1.0 mg/dL (5.1-17.0
umol/L) °

c R FRHEHE T P DT L BB - RS Gl A R R R E R S
0.14mg/dL > 3% #5001 » & 1& . S5 FEHE 5015 mg/dL > B 002 o e FRE S 2 %
BE2 R ﬁ@a’&mJ*ﬂmﬁ’ﬁ‘WE*w%l>wz’%ﬁ%mn’uuﬁv%a%%%$

%9 % dciE 5 0.04 mg/dL > 335001 -

YR8 L&
001 = 0.1 mg/dL -
002-986 0.2-98.6 mg/dL -
987 =98.7 mg/dL -
988 FAEH o R B R ARY R R E -
999 . }]%&3:% B AR
. iR
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International Normalized Ratio for Prothrombin

Time (INR)

T EAF AR 8.6

W dkit
EEOFR BRI LT 3B N ATk INR B o

Yedk B

IN

R 7 Resrd meng; i o

éﬁum#ﬁél :

A fr R pFRF R L F v & (International normalized ratio, INR) 2_#-4% & fis & pF [
(prothrombin time, PT) &2 it &3+ 5 - INR E_ B % PTep| 2 E & ¥ PTL35E a0 & - PTH
* Rl H TR P BB % R R R o
THEFFFTHRT AP R o

INR¥G %% B4 £rif ¥ FFlas 10 FY FFRENRRRE - 7 53 Hin
AR F RRAL 0 P R IR E 0 ] adb 5 988 -

FRRARLIH G S EfrRES R RAEY R WP TR ARFE

Y

Floo 2 e A

=i

& L
INR% & & S e ¢ e > 1t dost INR=SH A 7 45 di i chfl € 133 @ INR=0.50] % £ i jp
T iR o INReE ¥ B 5 0.9-1.3 © FINR = 5344 5 050 -

Fah (&
001-060 | 0.1-6.0 -
997 >0 8 K IR B B R B
088 FAEH o T B A AR R kSR E o
999 o« BEAEPAAE-
s A7 W o
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SSF 7 BFreER 3
B AFE 4 & Ll % $° B+ 000,001,010,011,020,999
HBsAg

e AN

it

FEETR B R R T R Y BT X HBsAg iR dri iR 0V ST R e
gk P e e

B 23 15 MR S B0 LR e WeE e

YoFdp 3l ¢

s NfSRiEERATE  H ez o

© TABMBIHI2BATRERAIRIREL A BRSSO ZHRIIBAT RS -

Yokl A

000 i e TTEBFR R o

001 i} ok RprieE § BT R o

010 oSk S 2 2 BFF R o

011 Hesk % B e st B R
020 R S X e

999 L A
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C 3P+ X 4l Sa% $° B+ 000,001,010,011,020,999
Anti-HCV

T % P A5 8.8

ﬁ/*ﬁt .
U@_s:—@?,g e b B Y BT - = Anti-HCV(2* HCV Ag & HCV RNA)shie S 2 % » 4o @ fe
E A S A

J<ék P et
B 2515 b F] 0 rU AR g o

fB 30

. ufﬁ,%;m*%@i“y }5 ;aﬁ\-,k7 °

* TAHBIBET2BATRELIRIKAE HHRARLE O ZHRYIBEATHLE S

© FAN-HCVE G+ E4 0ok 16 0 8 FH%BHCV RNAZ 10 o 5t8 50115 F15 5%
Z%HCV RNA ™ 4 F P B %8 5020 o

Yol &
000 2t % TR CAFLR LY

01 |23 kA mpiefE ] CATLES -

010 BHEE LM 2 g CAPFLR L ¢ -

011 WS Sl AR e CATIE 4 -
020 T LR

999 il A
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Pancreas

C25.0- C25.9

(C25.0 Head of pancreas

C25.1 Body of pancreas

(C25.2 Tail of pancreas

(C25.3 Pancreatic duct

C25.4 Islets of Langerhans

C25.7 Other specified parts of pancreas
C25.8 Overlapping lesion of pancreas
C25.9 Pancreas, NOS
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SSF 1 BeER 3
Birfih CEA 5% & %f% §5 B © 001-988,999

Carcinoembryonic Antigen(CEA) Lab Value

T w A 8.

i A= Ui
;aﬁgéﬂﬁﬁafﬁ%«‘ﬁ Tipka 3B P AT FAFUR CEA i3 & °

J<é%x P e :
L s S LR

YoFGdp sl ¢

© BfLRCEARS & LAHE BRI TR ARERE RS G L 0T 7
PR R R TR fS R e

o kI KAl 0 H o F AR B3R PRI R CEA (M ng/ml i E )BF B bde
o3 Y P R iad R CEAR R 57 (ng/ml) » 358070 -

¢ AFEFRYEFRLL S FYRFRARK A BRF AL FREIRE T RFE
AP FEFRNFRAERELZFERY > MU B ROTREFHRB - FREN R SRLER
KR AR P AR E > PSS 5988 ¢

* FRHRARIIH -EGIFANERESEFIRAAY R WP A RT- ARFE

v N

fE N

Skl &

001 =0.1 ng/ml -

002-986 0.2-98.6 ng/ml -

987 =98.7 ng/ml -

988 FAEF e
* GIST ~ NETs # High grade dysplasia (Severe dysplasia) °
o MU IRBAE ARAET A RRKRE -

© REAELA

999 ‘
« G ks o
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Carcinoembryonic Antigen(CEA) : Lab Value vs.

Normal Value N 1T R )

I it

S B H S PN e kgt CEBA chie® B2 1 F Bt B oo
I<ék B N

kR R EERBE CEARSK EE D F BhL B o

2R

o BFURCEARS & RS B F R Tich o T TR AT RE ARG Ly 0 i

PR AL R R R

o AFEFHNYEFRIL G FYERFRARPR A BN FREIRR
AR BV HENEL TR > B E el F Bt rULET R 0 R B R
AL B %8999 o

o FHEMUIRG SRIEE AKAE > L A RIRKRE > PSS 5988

w
LS

o %
¥ e

JEN
12N
=
3

o FRFABEX IR BB IOHAUERES R T AFALE R P A RT- IR E
Ao

o FiBEX —k/r-)? 3 %ﬁ%CEA'F‘]’ v P 55999 o

o HHiEH ﬁxrs ERES = na(m J4r:F & ¥ B 5 0~5ng/ml - B %CEAE % Sng/ml)P] %7 % 030 -

o I ¥ B[ 'F%rwh*ﬁﬁﬁq‘gfﬂ—%;if’

Blde D BB R T F B FO0~5 ng/ml; 23 AR R T ¥ B F0~2.5 ng/ml -

Yol | TR

010 kw2 sih CEA SR EB /31 ¥ & -

020 B % w24 CEA ¥ EIEM/E ¥ B 5 &% BN o

030 xR sR CEARSRE el & 2 T st iaid o

988 FAEF o
* GIST ~ NETs # High grade dysplasia (Severe dysplasia) °
o e MU IRB AN BT R iR E -

999 | ° PEATEL G-
e A RiiR CEA #3% o
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Carbohydrate Antigen 19-9 %85 4= [#] * 000-997, 999

Carbohydrate Antigen 19-9
B 2R 8.3

B gt :
FEEL R B R T S n v iR Sk CAL9-9 chbc g [ o

J<é%x P e :
CA19-9 7L 832 & Wiy i o 2 % & 1 {5 e & F]5 o

YoFGdp sl ¢

o LER B RN E iRk G wA&RCALY- 9"’2 Mo FS PERAE Bop s T ATHe %R CA19-9
("4 Units/milliliter (U/ml) % E )k g B o

o CAI9-Ot ik E4f4ra | BcB% - o JHcBEF - DB RHFEREFEELLZ -

° ek EdE Y ﬁ?%f PRI §FP5F7LJ&CA19 Otk e » B|7 %4 i
hiee X g A AR > R IR E 0 PSS 5 988 -

* ﬁﬂfﬁ% 9 i CA19-9% S &~ *t & [ R e pF > Pl 2 ik dp H BB %md o

. '[%4;\#%/\/\:'}‘?‘ G o nEfrREL L p’kh?‘ﬁij Pl Y E R SR K&K E

=

Lo

W
=
i
&
’

Skl &

000 0.0 U/ml -

001 =0.1U/ml -

002-979 | 0.2-97.9 U/ml -

980 98.0-99.9 U/ml -

981 100.0-199.9 U/ml -
982 200.0-299.9 U/ml -
983 300.0-399.9 U/ml -
984 400.0-499.9 U/ml -
985 500.0-599.9 U/ml -
986 600.0-699.9 U/ml -
987 700.0-799.9 U/ml -
988 FARH o Rt B E AR ARY R RRRE o
989 800.0-899.9 U/ml -
990 900.0-999.9 U/ml -
991 1000.0-1999.9 U/ml -
992 2000.0-2999.9 U/ml -
993 3000.0-3999.9 U/ml -
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o | 2k
994 4000.0-4999.9 U/ml -
995 5000.0-5999.9 U/ml -
996 6000.0-6999.9 U/ml -
997 >7000.0 U/ml -
999 L
o« F BT ER& CAI9O ¥ -
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Ki-67

Ki-67

WL R 3
Yn#% #= 7] * 000-100,988,998,999

T E AP A L 8.4

W it

L ORA 5N 4 8 (Neuroendocrine tumor » NET) B % -‘])%EES’F 2 e P Ki-67 2. &% o

1<ék P et

(T 5 R iof rc ke B (SRR 2 R 4h o

YoFGdp sl ¢

o WP oA B B S 8150-8153, 8155-8156, 8158, 8240-8242, 8249, 8683 » b if w4k
A f& PR H0 #5988 o

¢ AWEFTHGUBREELY A BEnmi P A ER LA e
o NUKi-67HBh2 BEP I Bl e BT ~ oo

. 4l -
. |42 -

i AR 4 te K- -67 % 14% > Y#s 5014 o
i ILAR 4 te §EKi- -67 % 8.6% > Hnid 5 009 o

I TR TERNY S P
C FARLAR TR P RAE I PRI L e g
o —EII% LT A ‘\U&zf'“ﬁi’ﬁ!#%bfﬁxrsmf’

. AR BT AR R B P E Ry BT A
Skl &

001-100 | & §* /I3 £ Ki-670p &~ vt o

988 P e
« EHd CD-0-3 M-8150-8153, 8155-8156, 8158, 8240-8242, 8249, 8683 -

998 TR BF AR o

999 . AiEe
o AW Bk o
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Mitotic Count iy a8 ip; ) : 000-021,110,120,130,988,999
Mitotic Count

T F AP AL 1 8.5

i A= S U
L HORA S 4 i (Neuroendocrine tumor » NET)2 5 5% 4 4 #ic(mitotic count)

Yok P e s
LR BT LG R o

YRB I3

o AP AR B
A i B s 078 988 o

o MR AR e SR et 5 (mitotic rate) 0 & 10 B § BARE (HPF) ¢ 5 Sia 4
Gt iT B oph B R Z SR

o RS RS MR TR WA /A 1 (grade) 0 T RSB 2 F 54 B E
# > %7 110 ~ 120 ~ 130 -

o 3 }]%E"’f{? 3 kS NE AR A E cE E‘Jﬁﬁ-&%"ﬁ L SRS

o AR wm EINR 8 i o

©OFARE SR W SR A 0 R YRR S 2 R -

3l i

&igr

» 8150-8153, 8155-8156, 8158, 8240-8242, 8249, 8683 » 2t i o k&

-~

kY TR

000 0 of mitoses per 10 HPF -
001 1 of mitoses per 10 HPF -
002 2 of mitoses per 10 HPF -
003 3 of mitoses per 10 HPF -
004 4 of mitoses per 10 HPF -
005 5 of mitoses per 10 HPF -
006 6 of mitoses per 10 HPF -
007 7 of mitoses per 10 HPF -
008 8 of mitoses per 10 HPF -
009 9 of mitoses per 10 HPF -
010 10 of mitoses per 10 HPF -
011 11 of mitoses per 10 HPF -
012 12 of mitoses per 10 HPF -
013 13 of mitoses per 10 HPF -
014 14 of mitoses per 10 HPF -
015 15 of mitoses per 10 HPF -
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Yoi | TH

016 16 of mitoses per 10 HPF -

017 17 of mitoses per 10 HPF -

018 18 of mitoses per 10 HPF -

019 19 of mitoses per 10 HPF -

020 20 of mitoses per 10 HPF -

021 > 21 of mitoses per 10 HPF -

110 <2 of mitoses per 10 HPF (Grade 1) -

120 2-20 of mitoses per 10 HPF (Grade 2) -

130 >20 of mitoses per 10 HPF (Grade 3) ©

988 FAgH o
* %322 ICD-0-3 M-8150-8153, 8155-8156, 8158, 8240-8242, 8249, 8683 -

999 .
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Glycated Hemoglobin (HbA1lc)
e A 8.6

(;

B ik

=l LR R 16 3 B 2 p HbAlc #kciE -

i

ke
S 2 WT

“r

J<é%x P e :
FIRTH A A 2 A Ao P S OR R B 5 e ¥ 0 fE 4 HbAlc &R RR M TIE TR > et
A KRiE 25 P RILRR 2 T BT o

YoFGdp sl -

o BTG d B AL TEBTIOE > TR PR W34BT N g AN, o s g
Z 1 ¥ B 2d4.0%-5.6%2 F ; FHciE £5.7%-64%2 F > B> HhE 0} B AR
BB B 6.5% 0 BIFEE /Pﬂt%f]'\}?a .

. IR% LRI 2o A R o PR R AL R

I #ﬁfrﬂ;”* RAERR L

% ;}?@’T’iiﬂ BT S3M 0 MNBENL F BHR%E o

° %E@%ﬁ'? f931ﬁ’3 P\J ?,\+)21Li3%§;%£ﬁ,EIJ%*#%&:“,——ET/}LL&%E%‘J&EQ
£

. év%a%f“nlé%“‘.” FAW TR AT T BT BB - YA o
] el %790 (531 7 P HbAlcE B & 55.8% » Bl % = ~ = 75 % #8 5 58 ©
. 'mjarzz %77 (33B " P HbAlck % i 57.26% > Pl % = ~ = B %45 573 o

e FEARA V& N ERF & ﬁ]#§§’3"§xr§ B o

e FHRE VP REI I UANA )N R EERF o PR EEEETRE bl DETS3H 2
N HbAlcks i 5 >5% > Pl % = ~ = B %550 -

C RPETRY PRI Y RFRARK A BEC HE L FRALRE P RFE
FAMNEL TR o R T AL T B o

e BEWUIRELZAKREL P AN RTRKREEZ nt%ff\}?a}}%l{‘ﬁfff‘ » P g 5 988 o
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¥ - 7B K

0 AR ¢

! 3 AR ¢

¥ -zZB | 2A

01 0.1%

02-94 0.2-9.4%

95 9.5-9.9%

96 10.0-10.9%

97 11.0-11.9%

98 > 12.0%

99 PR T R

S Y c 3 Y

088 ° * 1§ * o

e WUHBRHAFREL T ERKKLSZ kSR AR

999 PR R e

B

oS * bl

099 2022/1/23 Admission Note
Present Illness: This is a 54 y/o female without specific past medical history. At TSGH, the
CT image showed a 2.4cm mass at pancreatic head with double duct sign; T2NOMO. The
biopsy report showed moderately differentiated adenocarcinoma. Under the impression of
pancreatic cancer, she was admitted for whipple procedure.

Past History: nil ® 55 F ¥ x5 HbAlc % & -

162 B3 MR M2 B 2021/3/15CTHR 2 102 #F = &4 - 2021/3/194 327
P ELER & R fE2020/10/28 4% 1+ o & % 56.7% ; 2021/1214 1 = ¢ % 562% ;
2021/06/044% i & ¢ % % 6.0%

185 B 5% FIHE Ao & BT B B i BEO 2021/1/4 3 o 3 R ALT>600 - 31 7 "L 3042 5 it
IHD,CBD and pancreatic duct dilatation » & & & A fr it — # &5 o & [il (7 A+P
CT+EUS: l.biliary dilatation CBD and mild pancreatic duct dilatation. 2.peri-ampullary
lesion, pathology: pancreatic adenocarcinoma o 2021/1/21:& {7 & #=Whipple procedure °
i e #HbAlc (%): 8.5(2021/01/07) 8.4(2021/01/20) - 6.8(2021/04/14) - 6.7(2021/5/14) »

069 20211215% ¢k ;oCT#z % pancreatic cancer with ometum metas > *F feiZ 7 45 it HbAlct

& BT 49 EDMJR & 0 202112204 1 A Fe 0 20211222 % HbAlc ¢ 6.9 » *20211223
biopsy * adencarcinoma > 20220105 start chemotherapy > # FeJf ff & &> # 49 it Jp 3
DMy ¢ ©
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988 87 § 14> 20210115 #t o Abd CT#x 2 Pancreatic head cancer(C250) » {8 4 &k A ped& %

SicmE o L A A %HbALC ) 4 BIRBRHRLE S
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Lung

C34.0-C34.3, C34.8-C34.9
C34.0 Main bronchus

C34.1 Upper lobe, lung

C34.2 Middle lobe, lung

C34.3 Lower lobe, lung

C34.8 Overlapping lesion of lung
C34.9 Lung, NOS
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Separate Tumor Nodules / Ipsilateral Lung
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Visceral Pleural Invasion (VPI)/ Elastic Layer
TRE W A5 8.2
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Malignant Pleural Effusion
B A 8.4
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* MO %5 5 988 o

Yok | THK

000 | FHFHkE 2/8 oo FikEiiG FRo

s FEHTILEE VR K o

011 T&?&?Z@Jﬁﬁ’ﬁ BRUWA K ARG FE o R FAHRL B aﬁi,» .
012 | T ® Gt &5 F RS-k & e Fig b 5 IR Atypical 2 17 0 Tk F 7 21

» B K o

013 me B RAET L EESER k-

014 | Tk B b 5§ 5 MMt ko A 70 § B0 Tk FEPA SR 5 B4 0pE
015 ek Bl EF F MUk @ e Bk 5 AR Atypical 2 75 T&*ﬁ‘fﬁ*% 2
TG L e J.ﬁ_ﬁ o

988 23 MO hiE % o

999 | g Ao A R gt

W *T*t-
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SSF 5 Wi R 3
EORM T BEEA }@3-;;‘— fniﬂ;qja ¥ : 000-008,988,999
Sampling or Dissection of Mediastinal Lymph
2
Nodes (N2 Nodes) BB RS
ﬁ I“\' &j\“‘ .

Se B R R AN AR 7 S A 2 ) e o B 0 B GBI T PR S g enii A

fedk P e e
LY - g B A R AR T S L e R B AR
R TR AL

YoFGdp sl ¢
R .f‘:‘%lem?\:ﬁﬁi&‘% ’;‘E}L;;H(“’ o Wiﬁnﬁ .?000 °

o FMIEBRL ] ﬁ‘””?"ﬁﬁi‘?l‘ ARG RN A o RLSAS 5 988 ¢
N Faﬂ’é"\ﬁPN27 };\EZ‘Y)’?"'TS]ﬂ‘;‘ ,%J;?D#U’.g_bﬁ—%mgll} ]:_BE I e

HHAH [ RTRELF
Level 2 Upper paratracheal nodes
Level 4 Lower paratracheal nodes
Level 3a, 3p 3a:Prevascular nodes

3p:Retrotracheal nodes

Level 5 (Lt) Subaortic nodes

Level 6 (Lt) Para-aortic nodes (Ascending aorta or phrenic)
Level 7 Subcarinal nodes

Level 8 Paraesophageal nodes (Below carina)
Level 9 Pulmonary ligament nodes

Sl &

000 BT R0REM T B PR B B e

001 PR e B AUREH T B 1B IZE -

002 [ Poik e G 0BT T B2 B R

003 R BT EORIES T B3 BIEE o

004 il e MR R R

005 Ptk B ORISR T B S B E o

006 Ptk B HOREA T B 6 B R o

007 Ptk B GOREA T BT B R o

008 Pl R SRS T S 8 B E o
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Sl L&

988 7Ag o
« ] fm% ¥ (ICD-0-3 M-8041, 8042-8045)

AR E IV 7L

999 R A A T

o FREFHIREHT BERA G L REFAL o
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SSF 6 Witk 13
EGFR # F1 % % n#s B B ¢ AAA-UXX,VVV,XXX,Z7Z7,
999
EGFR (Epidermal Growth Factor Receptor ) Gene
Mutati
utation REW A 8.6
I gt

w4 EGFR 2% %% > W= G RE PR * Fie bR h 2 L B M2 T8 ke

Jedk B it
PRV R R B R R R UR E R ok o FF R R TR o R
R R A F R

éﬂum#ﬁél :
o MFEE{TEEGFRAFLZE X% P HAFIREHRF R L FF LT L -
o fEEY FPHHEFETHRYEGFRERES P 2 HBRM AR R B LS B d o
. %be#EGFRL:)?’,I“—'i"Fﬁ‘ B :}%:}l’;‘sﬁ'nhg 1;_&}{;9 B B H T %S
o MHFEE3E o] I LA NREELF-ARR SO HARRFIARE
© FHREHER-BREME AT -BR 0 F S ZBRAR RRRE X
MF AR R PSR RS N E Y 32O R R
w4l ¢ 3 4 3 5 Exon 19 deletion— 8 R ¥ £ Exon 21 L858R %X ¥ » %n#f 5 ABX ©
w42 © 3% 4 3 5 Exon 20 insertion= & % % £ Exon 21 L861Q R ¥ » %45 % EEH -
e EGFRAFIZ Y N5 » 4o £ ¢

(-]

SnkG L FIREH

E
#

TR

EGFR A Fl# % 5 Exon 19 deletionk ¥ (¢ # % #&subtypes) °

EGFR # F# % % Exon 21 L858R % % ©

EGFR £ ¥ % % Exon 18 E709 % % (%4 : E709A ~ E709G ~ E709V) «
EGFR £ F1# % % Exon 18 G719% % (&]4- : G719A ~ G719C ~ G719S) °
EGFR £ F1# % 5 Exon 20 insertion % % (¢ z % fésubtypes) °

EGFR 24 #1# %% % Exon 20 S7681% % -

EGFR 74 #1# 2% % Exon 20 T790M % % -

EGFR# F1# % 5 Exon 21 L861% % -

EGFRA Fl# 5 = 2 # BLR (R 730 F a4 72 i28) o
EGFRA FlH s b5 F 2% AR E P AHRE -
EGFRA F¥ 5% - & % % °

7 i (FEGFR& Fl¥e sk > (e &% &% 23 o

NI} | <|[C|Z| QT EH T O|w| >
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%kl | TR

999 |+ A AL F 7 EGFRAFIR ¥ -

. ’ﬁEGFRf&ﬂ?&f’%%ﬁﬁﬁi%ﬁ%’ fz:])%)ﬁ%fcﬁiﬁ% P AR RETE G e
s RXjtRE
)

Sk | R

EXX | An insertion in exon 20 of EGFR is identified.

ABX | EGFR# 14 5% % % I ¥ $ Exon 19 deletion— #& % % 22 Exon 21 L858R & % -

AXX | A deletion in exon 19 of EGFR is identified.

BGX | Codon 858 mutation (¢.2573T>G, p.L858R) in exon 21 and codon 790 mutation
(c.2369C>T, p.T790M) in exon 20 of EGFR are identified.

UXX | Codon 757 mutation (K757R) in exon 19 of EGFR - (7 &, # 2t 3 Exon 19 deletion)

UXX | EGFR A Fl# % % % 5 Exon 21} (7K846R % % ©

BXX | 2018# 57" # %7 % LUL cancer stage4B » 2018/05/31 Lung biopsy EGFR £ F1# % =
Exon 21 L858R % % » Afatinib sine 2018/06/22 ; 2018/12/10 CT showed a new grow
tumor of LLL - 2018/12/18 Peripheral blood EGFR # ¥]# % % Exon 20 T790M %
% » osimertinib since 2019/01/09 -

AXX | 2018 1 * ¥ %7 % Lung cancer stage4B » 2018/01/12 Lung biopsy EGFR £ ¥4 % =
Exon 19 deletion % % - Afatinib sine 2018/01/26 ; 2019/3/4 CT showed mediastinum
lymph nodes progression » 2019/04/08 lung rebiopsy # F1# 2% 5 Exon 19 deletion %
% % Exon 20 T790M % % - start osimertinib on 2019/5/16 -

VVV | R T 5 Uk 5 48 0 St AR e s il EEGFR(HD A 7 Ap M % 4F 2 -

XXX | » No mutation on exon 18-21 of EGFR is detected.

* EGFR mutation unfound.
777 | 7 & FEGFRA Flte% - w4p £ fyut 5 &2 23 -
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SSF 7 iR 3
ALK £ FI# =% % 75 # T ¢ 010,020,030,999

ALK (Anaplastic Lymphoma Kinase) Gene

Translocation

e AN W

W g -
ALK 2852 % 0 R R RBER Y R B E SR LR HE FEE Ao

Jdk P e !
PRV REECH BRI R RE SRR EES LR o

YoFGdp sl ¢

o AP EETSALKAFLERE  PHATFIRBRHERGFREESF LT AR -

© BEYFPVRFETHCALKATIRGS S 2 hBM kAR ER R AP Fi R E
© FRAALKZ BREIBEFAR* BRHECSAFL28H > B 7 %8 -

B | Tk
010 ALKA FlHeS% %% F 2% o
020 ALKA Flfash s % » B R % o
030 4 i FALKEA Flie s o f 4 % it 203 -
999 e 3o 573 ALKA TR HH%
* FALKATIRREHL Foho LREALRFL A wBRLTS R
° R R e
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SSF 8 BeER 3
& @1%)3, o R e Y#% §= F] : 000-007,988,999

Specific Component of Lung Adenocarcinoma

T % AP AL 1 8.8

W it -
X -kl 9% BB koo ? > & F e 7 s g Al (micropapillary) ~ 7 48 3] (solid) fr & s &
(cribriform)3] & o

I<ék B N
Ml a e 7 HRFCER A~ F R AR ”f”f]lf%}]%% g Lt g A A kM s HIE{S AR
HERL D BIEZTAFLRERFEIFL T &y o

YoFdp 3l ¢

o AIFF ALY RN el S A s TR L e i 2 MR ke R RBET > F 5T RN
T T B WA N ni#*n FRZie s > Rp & AR }ﬁsff‘l. CIES .J FF oo

o ZEARIR L ﬂij‘{fa%,v(invasive non-mucinous adenocarcinoma)i & 4| i & 7 7 #F © " E24](lepidic) ~
’”Tuv? 4] (acinar) ~ 5 ¢ 4| (papillary) ~ #& 5* £ 4] (micropapillary) {= 3 44 3 (sohd) Ho %vf A
(acinar)# & % & A (cribriform) 4§ & JTL 7| (complex gland) fe = » 3 ¥ Fp{s £ o

o FAlA&EAP > K& 7 s e A (micropapillary) ~ F 42 3] (solid) ~ & s A (cribriform)/4g & HJTL;“J
(complex gland):z 2 8 3] f& > & SwFg 5 000 o

o FAlE ESP 5 72 FHHcF 5 A (micropapillary) 2 F %8 7] (solid) A & kvt (%) % B & W dE 2 Y Ry

e ZHFTIN  BRFEAFE -

=R A A @ 7 st B A (micropapillary) 0 ¥ g 5 001 5 W& 3 F 2 30(solid) > HAg 5 002 ;

& % & & A (cribriform) g 48 & HJT\ 3] (complex gland) > %75 & 004 cF 3 Lifw A BE

REB2Z hma TSP fm R « b4 BA L e > @ 7 fiedt gl

(mlcropaplllary) ~ 7 8 3] (solid)fr & & Al (cribriform)= ¥ % F > R %#S 5 007 o

o AFEFTHMYEFRIL FYERFRATA AT ST ARTR

e FHEIL IE' 0 S 5 988 o

e % I# % 2t % invasive non-mucinous adenocarcinoma @ & %5 5 988 o

o FRELWUAIRDBEE AT N 0 B 5988 ¢

ﬂ\%w (z

ﬂJj—D

S kG &

000 A B A ¢ 7 At 2 Al (micropapillary) ~ F %87 (solid)fr & ;% 3] (cribriform) -

001 A i & 7 st B A (micropapillary) o

002 WA & e 7 F HAl(solid) -

003 A R ¢ 7 st 5 A (micropapillary) e 8 3 (solid) °

004 3l s e 7 &Rk 3] (cribriform)/4F & %3] (complex gland) -

005 h o A Bk ¢ 7 k3 £ 3] (micropapillary) v & s A (cribriform)/ 48 & HJTL 4| (complex
gland)
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koY TR
006 AR ¢ 7 7 43 (solid) e & s A (cribriform)/4g & ’3;}{ | (complex gland) °
007 s A ik ¢ 7 e 2R A (micropapillary) ~ F %8 3] (solid) v & sk A (cribriform)/4g & ’?fTL:‘.L'
(complex gland) -
988 FAEHE o
o RIS e
o 2t invasive non-mucinous adenocarcinoma B % -
o BEReWUHIRBFEI AT R -
: %&x&%*cwﬁﬁim"iﬁ%%&ﬁﬁﬁf‘W%ﬁmwiﬁ@ﬂﬁﬁ°
999 . jl%fﬁ;\ A
)

Yo7 * b

005 Lung, right lower lobe, lobectomy - Adenocarcinoma, micropapillary predominant.
Histologic type: adenocarcinoma, micropapillary predominant. Histologic pattern:
micropapillary (50%), acinar (45%, with 20% cribriform), papillary (5%).

Cell type: non-mucinous tumor cells.

988 Lung (RB4) biopsy DX: invasive non-mucinous adenocarcinoma, MICRO D:
adenocarcinoma growing in solid and acinar pattern.

988 Lung (RUL) ,biopsy DX: adenocarcinoma, MICRO D: Sections show tumor cells
arranged in solid and focal cribriform patterns.

988 Lung (RUL) , biopsy DX: adenocarcinoma, MICRO D: moderately differentiated
adenocarcinoma in acinar pattern.

001 Lung (right upper lobe) lobectomy DX: lepidic predominant adenocarcinoma, pT1cNO,
MICRO D: adenocarcinoma with lepidic (60%), acinar (30%), and micropapillary (10%)
growth patterns.

988 Lung (right upper lobe) lobectomy DX: Mixed invasive mucinous and non-mucinous
adenocarcinoma, pT1bN0O, MICRO D: Mixed mucinous (40%) and non-mucinous
adenocarcinoma with lepidic (bronchioloalveolar) (55%) and solid (5%) growth patterns.

988 7 f72 %75 RLL lung cancer, cT2aN2Mlc > & 73#f = %27 ¥ > 324 £ Lymph
node (RS10) biopsy: metastatic adenocarcinoma °

001 2021#3 % %75 Lung cancer, cT3N2MO stage 3B » 2021/3/11 Lung (RUL) biopsy DX:

adenocarcinoma, MICRO D: adenocarcinoma growing in an acinar pattern » >+ 2021/4/12
-5124 < CCRTie > FlRiF :xd 2021/08/25 34 {7 Lung (right upper lobe)
lobectomy, DX: papillary predominant adenocarcinoma, ypT1cNO, MICRO D:
adenocarcinoma with lepidic (10%), acinar (35%), papillary (45%), and micropapillary
(10%) growth patterns o
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B

Eald)

988

2021# 1% %75 Lung cancer, cT4N3Mlc stage 4B > 2021/1/20 Vertebra and epidural

space (L3) excision: metastatic adenocarcinoma, IHC: pulmonary origin
adenocarcinoma > Afatinib sine 2021/2/9 5 2021/10/15 15 1 & 41 17 Lung (left upper
lobe) biopsy, DX: adenocarcinoma, MICRO D: poorly differentiated adenocarcinoma in

solid and lepidic growth patterns °

000

Lung, left upper lobe, wedge resection - Non-mucinous minimally invasive
adenocarcinoma, pT1miN0O. MICRO D: Histology: adenocarcinoma with lepidic (90%)

and acinar (10%) growth patterns.
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SSF9 Witk 13
" s 3 B 8 q{a ) : 002-021,988,999
Tumor Nodules

HE W AEE 89

ﬁl‘»&t 0
PRI B F 0-2 R B R R AR IR £ 2§ R R

fed B e
% 5 B iv i pok BAE %R k3 o

YoFdp 3l ¢

. #%b‘iﬁpﬂ#@.;;;.nﬁ AR L H S R Bk Py

o FRFEIRFIFCARLF- RFNEF SARHE > B AP o R R

o AFENFHELNT FOHEY WA 0 FARGT S B WS F 028 0 P KB
988 -

o F#EFp K ¥ T 5 TO (No evidence of primary tumor)2. i % » & %#% & 988 -

o AFEFTHUYEFFRIL FOHFFRATA T ELARTR

o BEFEOTMRLG 0 T RTS8 -

R -

002-020 | "3 dic 5 2-20 3F ©
021 o R AF B4 ¥t 20 BE L b o
988 A
e TO (No evidence of primary tumor) i# % o
o AL HEHUE 02H B R -
s ARFERFER -
o W} HIEHER
e ANV RFRILE I RMRTH -
999 B ke A A g

117



B 30 g R TS LR
B

2021/02/25 CT of Chest: multiple GGOs in Right lung > 2021/03/18 & {7 + ji¥

*  Lung (right lower lobe) wedge resection, papillary predominant adenocarcinoma
(8260/3), pT1b(2)NO. Tumor A: 1.2cm and Tumor B: 0.8cm without visceral pleural
invasion

*  Lung (right upper lobe) wedge resection, lepidic predominant adenocarcinoma

(8250/3), pT1aN0, tumor 0.6cm without visceral pleural invasion
Pt i# %k ZSEER STRAR|Z ¢ F 57 5 ¢

002 % - L i& RuleM7% 3¢ C343/1(RLL), pT1b(2)NO -
988 % - L i& RuleM6? 3 C341/1(RUL), pT1aNO -

118



BeE AT R

59

Breast

C50.0-C50.6, C50.8-C50.9
C50.0 Nipple

C50.1 Central portion of breast

C50.2 Upper-inner quadrant of breast
C50.3 Lower-inner quadrant of breast
C50.4 Upper-outer quadrant of breast
C50.5 Lower-outer quadrant of breast
C50.6 Axillary Tail of breast

C50.8 Overlapping lesion of breast
C50.9 Breast, NOS
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B 30 L RS LR

SSF 1 WieER 3
B e 1258 M1 R(ERA) %% § B © 000-100,110-111,120-121,888,988,

999,100-199,S00-S99,W00-W99

Estrogen Receptor Assay

HE I 55 ¢ 8.1

Wit
A R ORILAR L TR R B R R L B % o

gk P bl
L R e otk BT IR 2 R

YoFGdp sl -

h

A ETHBLORREEL L F R
¥ 0 erh 5 988 -
RALY - BRE G % - BRfRh PERE o - KTRA 1§ BRI R DR L R T I0
Flet g BEERWGHRSEF ZHBEF €455 BE AR ’ﬂﬁ? FEG ok~ B & Benin g o
PR A A A A S 50 A B SERF it b 2 Allred THC score » 3 ik 5 5 JLAF £ 7y i £
AL X
ERF Jist 5% Z 78 » i = 3 v P 40 !

* % - &1 & intensity of staining: S (Strong) ~ I (Intermediate or Moderate) ~ W (Weak)

A RILAE L o @ 41 Oncotype % i& {7 ER & iR

| R A SR NN+ 1 A
e $- ~ZH®AERF BB
o blde 1l opIZAR it E A AI(FF )RS 100% > B % 5 SO0 -
o B2 HEELHELZHE 0 AR(FI)RAR S 1% RIHKBE WOL -
s FREFLAMTRE Y RSB E o PEES L ERF B2 6] e
Allred score: = 7% > Enﬁ% i 23 3P deT o
*  Allred score % 355 & 4 #ic(intensity score > 0-3)2 ‘m? vt & 4 #(proportion
score » 0-5)% ﬁ e TR I BelE  FAeR A B 02 AR S IEM s Sk A B 3-8 AL &
H i o
* % - A& & EL5 A (intensity) 0 & H 2 & A W[4E 4 S (Strong=3) -
I(Intermediate=2) s W (Weak=1) ~ 0 (& 5=0)4 %] X £ 58 ~ ¥ ~ 3% ~ m3F o
* ¥ ~Z 5 & w2l b(proportion) 0 & H FE M km e b B (positive cell %)t T Lo
&wa”%r’LiTﬂﬂ@Aﬁao
©  Blde 1t EIR4R 2 45 it 5 ER Allred Score=8 (3+5) » 1% — # & 3 Sk S »
SNBSS 84
© B2 BESFL it 5 Estrogen receptor: estimated proportion of tumor cells
score 0, average intensity of positive tumor cells score 0, Allred score = 0 B'| %75
% 000 o
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*  FREFTAEL R Allred score & i (A H S R & dmbe b4 fep o B RT
P R B kG
e Allred Score=0 * %% 5 000 » F&+ o
e Allred Score=1-2 » %#5 5 120> I+ > ER & B 6] % P oo
*  Allred Score=3-8 » % #8 5 110 > B4 > ER & Ji5+t 5|3 f7 o

e NMIAfRESNY RBEUT RBRIBAES D ¥ - BRIRE S B - BLEAT R = g
DRV F
. J)%";\ Wiz ERFEREFGF > RAESEEER2ZEE S § =R KA R R
FE o PR &R R BcE o

© FREG ORFINEACEB IR L P U RF N LR R R
I A BRI 0 PIIESE S IV EE o

s F 3 l[#..:f’_ff‘«’]‘%ﬂ\iﬁ?  BARESEEBPIRL R c FIRLBERFG ER F B
B2y /AP > RIBAIES ER F BV B

* [ PF ERF & 52 Allred scores® 2 ¥ » iB L& H B AR 8% c L
R BB AJEEERE B0t b o

c FEIEBY SHE- RELBR O FF I PBEBE A EFEF S LIk RN

ik

% 1p

. ¢&p”ﬁ}a"v, ;;E— REZBR > FIIREANEFHELEE A RERE AR
F v GIIRGE 2 ek B o
© FABRIINR TR VRAF R P RIEFR L HEFS -
c FEETPRATF S OBRET AL MESTEEF B blhog R L
Bt o
e BXRVEMILEBER O REVDESRETORRISE A FEDEI R HKE 0 BIAFES
,{ﬁr*f“f)]%i‘”ﬁﬁ 22 #E > RpKFEEHE LSRG 111 A %E 5 121 -
o FUEMILRETLZBELIEE SR BEL B RS S 888 -
e TRERZESFEEZHEME ) AN E R EERF q—lﬁ%t‘&mb—f’fﬁnﬁ
* FREFL L B F BN HF R BESERR E -
* ¥ intensity of staining ' % B 45 it (G]4r¥ -8 %) 0 B %‘%ﬁfﬁ»‘intensity of staining $& % 5
* 34 intensity of staining EFF > LB~ F B ] B m)];qiﬂ’s*ﬁ AN R SV

H intensity of staining & o

ER F W &
kY TR
000 ER 0% °

001-100 e PHTEAR L ER F et o) 0 e 2 I(L 4 )R AW F o
300-S99 5522 ER F Jigtt o o
100-199 ® 2% ER F 5t 6]
WO00-W99 | 3342 ER F i+t 6]
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Allred score

0 0 None

w 1 Weak

I 2 Intermediate
S 3 Strong

00 0 0%

120 1 <1%

06 2 1-10%
22 3 11-33%
49 4 34-66%
84 5 =67%

LI © ¥ IR L ) B S 2
10 . Allred score ¥ #5 i 3-8 & » A PP 5t Intensity * Positive cell °
111 T n SRS nEEr S
120 et o

e ERF BV H<I%(F#H%d %R)-

e ERF e 6lAF 7 o

. 47 % ER(-) °

o Allred score 45 it 1-2 & » A P 5+ Intensity 2 Positive cell » -
121 3mSR niEr ZER -
888 WML R (S i iE ] A S R o
988 FAEF o

. 2 Oncotype * it {7 ER %ﬁiE'J—‘F‘? 0

*  Phyllodes tumors (ICD-O-3 M-9020) -

e Sarcoma (ICD-0-3 M-8800-8936, 8940-9136, 9141-9582) -
999 « FFEIRBIEIHNG -

o ;fﬁ)ﬁ—#\;‘a VY

o X o

123



B 30 L RS LR

B

Yok * o

888 BRI oFm 7 P HAS EREE  AFEIDELCE LR 2 8&X R
Feu vk o e 2 pIEAFS L ERB I 25% -

005 ER posit‘ive <5% -

095 ER positive > 95%

010 HILr H4F 4 ER B 5 5-10% o

598 ILAF % 2 ik 5 5 % o ER 98% -

W01 PR 2 BBk 5 34 0 ER1% -

W85 FU R 1B 5% > b Bedk < core biopsy ¢ i LAF £ 45 i IHC study: ER: positive , 85% of
tumor cells are weak positive ; {6 T ¢ 3F %5 5 %] %5 K F1E 3 F =X core
biopsy * s T2 3R 2 &y i [HC study: ER: positive , 70% of tumor cells are strong
positive.

185 FU g 1B 5% > b Bed% X core biopsy ¢ i L4F £ 45 i IHC study: ER: positive , 85% of
tumor cells are weak to moderate positive.{s I ¥ 3F %5 F F) %5 FFE L ELTHER
core biopsy’ f}ﬁalf‘l.‘a*ﬁ 2 & #IHC study: ER: positive , 70% of tumor cells are strong
positive.

S84 5B 1 % m 34K 4 49 i Estrogen receptor: positive, estimated proportion of tumor
cells score 5, average intensity of positive tumor cells score 3, Allred score = 8

000 BEk> P REFLEE L ERO%  BX L0058 IS HEFL HE S ER

Negative °
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SSF 2 LR 3
F kR 2% MR (PRA) %f% § B © 000-100,110-111,120-121,888,

988,999,100-199,S00-S99,W00-W99
Progesterone Receptor Assay

T E AP A 1 82

Wit
B RpIEAR L iR R MR AR WL B o

J<ék P et
65 Mk o o S 2 T 15 PR 2 Rk o

YoFGdp sl -
A EOR R S A F R
¥ 0 erh 5 988 -
e RAZBEF EHeA- BEREATPRE - KRR §RBB RO BERLEETISR
Flet g BEOPREHR SR ZHBMEF > 457 BE AT ’ﬂﬁ? B NI W1 JEX=phier
o M %&a P fh s 3 & B 5 PRE B ) % Allred score B iP5 }ﬁﬁiﬁ A E TR U= T
* PRFABWHIEZHB  SMBK I @ 40T 0
* % - &1 4 intensity of staining: S (Strong) ~ I (Intermediate or Moderate) ~ W (Weak)
AR | AN A SN+ 3 A
e ¥ ~ZHEAPRF BB
o blde 1l opIZAR it E A AI(FF )RS 100% > B % 5 SO0 -
o B2 HEELHELZHE 0 AR(FI)RAR S 1% RIHKBE WOL -
 FPREFLEBTRL - C LB PEESATE L PRE 2] -
e Allred score+ = 75 > Enl% I P 4o
*  Allred score % 355 & 4 #ic(intensity score > 0-3)2 ‘m? vt & 4 #(proportion
score » 0-5)% ﬁ e TR I BelE  FAeR A B 02 AR S IEM s Sk A B 3-8 AL &
it o
* % - A& & EL5 A (intensity) 0 & H 2 & A W[4E 4 S (Strong=3) -
I(Intermediate=2) s W (Weak=1) ~ 0 (& 5=0)4 %] X £ 58 ~ ¥ ~ 3% ~ m3F o
* ¥ ~Z 5 &zl b(proportion) 0 & H R km e b B (positive cell %) T Lo
IR LT IHENEE o
o Bl 1l mpEAEL fa it 3 PR Allred Score= 8 (3+5) » P % — #& i& 3 %#5 S~
S NCZRBRS %L 84
©  BlAe2:pR 3F 2 F5 it 5 Progesterone receptor: estimated proportion of tumor

h

£ I AR 4 I > @ 2 Oncotype % i 7 PR il

cells score 0, average intensity of positive tumor cells score 0, Allred score = 0> B
$nF5 % 000 o
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*  FRFTIEL IR Allred score » & % 17 58 fmie 1t b2 gL R A B o R
7 P Sk e
e Allred Score=0 > %5 5 000 » &£+ o
o Allred Score=1-2 » %u#8 5 120 > [&+ > PR F JEL 6|3 B2 o
*  Allred Score=3-8 » Ya#% & 110 > 512 » PR & Jisvt ]2 0 o

SRR P AF R RS -V EIL XX 220 T S LS Y L

DU A

. }gﬂ}\ Wiy ERFEERCFE > BPARESHEERZIKE > § R BA QKPR
o %ﬁf;‘}ﬁ' R BciE o

o BREE G REINCAoM A I R P R B S e R kR
I A BRI 0 PIIESE S IV EE o

© F A BEREAEL  BABEABEREL
fo /A PE > BB AAEEPRE B B

* [ PF PRF )% Allred IHC scoresf £ pF > iB LIE&H B2 % «c FHRE R
% 4p ke P> BIELAE4PRE 2 6 o

. gﬁf%p”ﬁ}?ﬂ_ ;E— J)%";\? (=3 ’—?? IR AR R R S 4

-

%o 4P % PG PRF 0t 6] 2

it

SR D E- R B SAPEAL S RALT A A A
Bk v RGBSk B -
© EABREEPESR MR P RAE Rl Y RIRAR S 2 b -

s FHARTELDERCRBE S RUAELEVPORPESIL FEAVPESRED 2K
o PlFEE A R 2 L B Bp iR BB LR S 11 BR%RE S 121

o FREMILRT BB LA RS2 BELIBIF BB S 888

e G BRBBRLEFLAEIHME AN K HERF s P E BRI E BB %

© FREIFL Y BB RO E TR RS E -

* ¥ intensity of staining ™ ¥ [ $5 i (S]4c® F-58 %) 0 R ?%intensity of staining % ¥ -

* 34 intensity of staining EFF > LB~ F B ] B £ L3R 4 P R N S
H intensity of staining & o

PR F & &)

EL] &

000 PR 0% -

001-100 e HIAE L PR F et 6] > e 2 IR(4 4 ) R AP T o
S00-S99 | 3 %% PR A it 6 o

100-199 AL Z PR F BB o

WO00-W99 | 534 % PR & gL 5
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Allred score

0 0 None

w 1 Weak

I 2 Intermediate
S 3 Strong

00 0 0%

120 1 <1%

06 2 1-10%
22 3 11-33%
49 4 34-66%
84 5 =67%

LI © X IR L ) B S 2
10 . Allred score ¥ #5 i 3-8 & » A PP 5t Intensity * Positive cell °
111 T n SRS nEEY S
120 et o

e PRF B HI<I%(F#HZLd %R)-

e PREK B GIAP T o

. 47 & PR(-) -

o Allred score 45 it 1-2 & » A P 5+ Intensity 2 Positive cell °
121 T m SRS niEr ZER -
888 WML R (S i iE ] A S R o
988 FAEF o

. 2 Oncotype * i& {7 PR %ﬁiE'J—‘F‘? 0

*  Phyllodes tumors (ICD-0O-3 M-9020) -

e Sarcoma (ICD-0-3 M-8800-8936, 8940-9136, 9141-9582) -
999 « FFEIRBIEIHNG -

o ;fﬁ)ﬁ—#\;‘a VY

S K
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B 30 L RS LR

B

Yok % ol

888 BER2NSFm 7 PR AL PRIEE ) AR EMCF 0k 2 8ER %-i“‘,/]% e
Fe 5 vk o T 2 HIEAF S S PRI 25% o

005 PR positive <5% -

095 PR positive > 95% -

010 HILr B 4FEE PR E 5 5-10% ©

598 BIAF S 2 Heli gy 5 % % 0 PR O8Y% -

Wwol1 HILAF L 2 BriE it 5334 0 PR1% -

175 34 1B 5% > b Bed X core biopsy 0 i LR 4 5 i IHC study: PR:positive , 60% of
tumor cells are strong positive ; {¢ I ¢ 3F %5 fx F] %5 B FlE 4 &£ XX core
biopsy * s TR 2+ &y it [HC study: PR: positive , 75% of tumor cells are
intermediate positive.

175 34 1B 5% 2 b Fed X core biopsy ¢ i LR 4 4 i IHC study: PR:positive , 60% of
tumor cells are strong positive.{é T ¢ 3% %5 Fo #) %5 K FlE 3 F =T F core
biopsy * s 23R 2 &y i HC study: PR: positive , 75% of tumor cells are morderate
to weak positive.

110 Fo R B R opIL4RE 2 45 i PR 5 positive, Allred score=7

000 B BRI f ik PRO0% » &% £ 95 % 16 > S mEAEL 55 i 53 PR

Negative ©

128
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SSF 3 LR 3
LE 2EX STER 253 %A% §5 B 1 010,011,020,030,040,988,
990,999

Response to Neoadjuvant Therapy

T E AP A 1 83

W st
EETORBERL IR R ERISRE LR R

fedk B i
RS I QAR RS L

2R

e M

e R RPN P AT - e W R KRR T S iR 2 R S

Brenty o BB T Y B 8 R A - AU R e 5 A Brenin

¥ oo

© R TPCRL SRR L Rk R F R ESIEL R Bl

° ;1}
AR

%p& S R WU IR 4 2 R IR dE 0 REHTRA L F R R TRA TR
LA o AT ISR o d dE SR o

Bldel g e P 3% 2 fy it 5 Treatment effect (response to presurgical/neoadjuvant therapy):
(1) In the breast: Probable or definite response to presurgical therapy in the invasive
carcinoma.

(2) In the Lymph Nodes: No definite response to presurgical therapy in metastatic carcinoma.
FlR R 2 o © S $inoeadjuvant treatmentf 2 A P 0 &2 d JpIAR £ 4y i 2] T
Rt 2 RN TR L F FEH SRR Lot P o

B 42 - }ﬁs B B 47 2 YrPFbreast sono3F 4 f it BB+ 0] 5 2.3 4 » noeadjuvant treatment
{6 £ #HXMRM/p R o jisis Iz @ 4R 2 f7 it 4o :The size of invasive carcinoma: 3.5 cm.
Treatment effect (response to presurgical/neoadjuvant therapy): (1) In the breast: Probable or
definite response to presurgical therapy in the invasive carcinoma. (2) In the Lymph Nodes:
Probable or definite response to presurgical therapy in metastatic carcinoma ° ¥]noeadjuvant
C/Tié tumor size# % » &2 d HILIF L &5 2| o FIf 2 2 e B Rk 1§ ¥
FFan F i 2 e on i oo

kY &

010 Clinical complete response(cCR) ©

011 v 7@ 7 30 &+ Pathological complete response(pCR) ©
(No residual tumor ; no invasive component in breast tissue and lymph node » NO(i+) 7 %
% pCR) °

020 Partial response(PR) ; Moderate response °
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Yo TH

030 Stable disease(SD) ; Minimal response °

040 Progressive disease(PD) ; Poor response ; No response ©
988 3T S

° /)Z”ﬁﬁgbf’fﬂ"%r}f,?‘/z °
* AP FETo

990 /r”%‘léﬂﬁ‘ﬁﬁ [ F o R F BALE RE— HIP o
999 o GG EMIAR o RFAF P o

« RERERA
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SSF 4 kA& 3
TEHT S AP %% B 1 000-089,988,996,999

No. of Sentinel Lymph Nodes Examined

T E AP BB 8.4

it

B AP BT e A

fedk B

5 R P R o

- ETE

o BEEPERISRE 0 S R EHT BRA Y A L O 5988 -
®

s AWFEWHEBW EHT SRAZF M el BT ‘J.__;.

BT e GRS RSN

B AP REW AR #2147 -
o EREMWHEHT BRI N2 MEY AN AP RITHRSG -

YoiB L&
000 Ry fFoEHT SEg e
001-089 | & "Fieh 2ol & H~ Sip g >
988 RAEH o
996 s pElEiREHMT BRE > kP A
s EFIFREFRAAIEMNT BB BREFLY APFRBT FER
999 . FFERBLIAE | |
o mEAER
)
Yol b
001 FURm B R ST BEERPR Iﬁ @ 3F 4 fy it 5 ¢ Sentinel lymph node, "1",
axillary, right, resection --- Metastatic mﬁltratmg duct carcinoma (0/1) °
996 TR B kAR B T BBk 0 HpIZAF L g5 E 5 0 Sentinel lymph node, "SN1',
axilla, left, permanent section of frozen specimen --- Unremarkable. No lymph tissue
find (5 246 18 & A~ 5 ﬁi&)
996 PR BERITENT Bk > HpITAF L 5t L ¢ Sentinel lymph node, 1",
axillary, right, resection --- Metastatlc 1nﬁ1trat1ng duct carcinoma in soft tissue (72 #
WM~ Fes o i soft tissue 7 AP &) o
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B 30 L RS LR

SSF 5 BeE R
EE I Tk 3 %f% § B * 000-089,988,996,999

No. of Sentinel Lymph Nodes Positive

B2 A5 8.5

i A= o Ui

ol e R E W=t B NP L

J<é%x P e :

ERSEY £58 Sna i o

YoFGdp sl ¢
s AfF T

CHCD AN REBHT SRIPEKD (RE %@?w)ﬁ»%’i #2.15) -
% @53 isolated tumor cell (ITCs) &% 1° F¥ » J& %% % 000 o

BB R 7 e R TR T R0 T A0 A g R
Ei5)
p)\
o

* RFPEFAHEHT BN BRI ETEFEIF LI R IR T B EF 2 3 LA
TR A RN ,f‘:;.i—‘f-ﬁ‘tF—‘ﬁ v B #5988 o

EY] &
000 o RFHEHT HER
* ¥ BT isolated tumor cell (ITCs)iZ j° »
© FFFRFREENRT R LREEL Y AFRHT B 6 e
AR e R e
001-089 R B BT Sikp E
988 FAf* o
996 s REY R AMT B AR ndkp A
o EFFFREFRELST B RRFL Y AFRHT REE o Ly
ﬁﬁﬁﬁ'ﬁ@%fo
999 c FFEAERTR FALE)E .
- pRrAEf e
)
Yo b
000 PR BERITENT Budeik > HpIT4F L 5t L ¢ Sentinel lymph node, 1",
axillary, right, resection --- Metastatic mﬁltratmg duct carcinoma (0/1) °
000 F R BRELA B HT B4 J]%I“’ 3F 4 $» i 5 @ Sentinel lymph node, "SN1",
axilla, left, permanent section of frozen specimen --- Unremarkable. No lymph tissue
find (5 246 18 & A~ 5 ﬁi&)
996 PR AL SN B e AP > B BILAR L & i S ¢ Sentinel lymph node, 1",
axillary, right, resection --- Metastatlc 1nﬁ1trat1ng duct carcinoma in soft tissue (72 #
% I S P_%‘« » it soft tissue 7 AR e iR )e) o
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SSF 6 LR 3
Nottingham & BR 4" #k/ ik %A% § B © 030,040,050,060,070,080,090,

110,120,130,999

Nottingham or Bloom-Richardson(BR)
Score/Grade

T E AP BB 8.6

W it -
Fe o LG g e o

Yok B et
AR BTG R o

éﬁum#ﬁél :

BR* #£ 5 modified Bloom-Richardson - Scarff-Bloom-Richardson ~ SBR 4 % ~ BR 4 % ~
Elston-Ellis modification of Bloom Richardson score ~ the Nottingham modification of Bloom
Richardson score ~ Nottingham-Tenovus ~ £ Nottingham 4" % °

Fe g ethRg s e o 1 F T LR R (a) Bloom-Richardson score3-9 (b) Bloom Richardson
% % (low > intermediate ° high) °

BR 4 &%%}{3-%\ ot PR R OR L 2 B R ] R (R T eh
A5 B B ;‘\ET‘“']/»\ B~ VR hm e A BB R MR e 5 e § A mﬂa#/} B RArIR 4
fo T i'J—,’f—! “‘ i - B % (low - intermediate > high)m 7 ¥ #F > % & F B Hgd F PR
AS Sk (d=

FRILAFL PSSR R RIESEF
BB RRMA < R4

BdF L83 B EMILRK(F 32 DMK R) > RIER* /5% 5 BR scoreshfd > 7 4
* £ pkets 2 BR score e

o

@k

Y FB &

030 34 0

040 4 5 o

050 54 o

060 6 4~ o

070 7 e

080 8 A& o

090 9 & o

110 Low Grade » BR grade 1 -
120 Medium Grade » BR grade 2 °
130 High Grade > BR grade 3 -
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988 FAEHE o
*  Sarcoma (ICD-O-3 M-8800-8936, 8940-9136, 9141-9582) -
*  Phyllodes tumor (ICD-O-3 M-9020) -

° },%‘(fi[%o
999 . #% # BR grade 7 & BR score °
. REARE
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SSF 7 BB 3
HER2 £ &3 (v 8% 0 S dc i %A% # ) 100-103,200-202,300-302,

400-402,500-502,888,900-902,988,999
HER2 (Human Epidermal Growth Factor

Receptor 2) IHC Test Lab Value o - RN

Wit
FedS s dL B m it § ik 4rp] 18 HER2 2§ S dic i o

Yok p e e

LR BT ARG R

YoFGdp sl ¢

o AP CESHERIA A B R Rk o R RET B O e LF 0D K e

7 HER2/neu &k % & #c -
. %%%4*¢%£5®ﬁ%’Wiw+ﬂﬁ%a4ivﬂ\’@%ﬁ%wo
* HER24 £ %! Ts‘ iv 84> ;£ ¢ 7z ISH (In Situ Hybridization)#? ITHC (immunohistochemistry) °
ISHS S #icie gL g B M FISH# RIS % 5 4 > CISH=x 2 > &5 5 IHCHR BIE % -
R ETHCHKR RIS % 52+ 3 b2 %0 5 102 At § 57 3 FISHS 2 5 4
BRI 2 o F AR @FISHA 2 & & pIFF » 4 7 %5 5102 ¢
AR2:%7F FIHCHR#P %% ® AFISHS # s PRI - BiEL%B101:4103 -
Glde T BEETA X EHRE - FIHCR A3F 2 2 Her2 (2+) ¥ - IHCHR 232 5
Her2 (1+)* & FISH¥& B| > &% 5 101 -
o RIHEMT kg R R %iiﬁfs’vl
s EREBEIATEYT IR RS ERRLKE FRRRARIRRIF > ST R
f‘"JS’P&IE’ b o
. k% @%Ww%ﬁﬁmw@ﬁﬂ%%’u@%%&i&@ﬁ%@&%’gﬁgg
ka’fﬁzf‘ » PIAE SRS I E -
ii,'%‘; PREINE @SN RIEEL T R MRS ISHR RkE o HRAEE
%= FISH¥& R %% 53 »CISH=2 » &5 5 IHCHPlE% -
Glde ! BERBFINCEREHT EF T :}%"f » —‘*‘ v % HER2 #53% equivocal ; %
BPHT %3 P EFISH&RE ZEE Zf%iﬁnf% 5 500 o
e H-3HBr LHE- REZBEETF FRFELE UL “,f ok L NE W BT F =gl
B4R A % 54 0 BAJESFISHK RIS % » CISHZ 2 » £ 8 = 3 THCH R %
. SRR Y CH- R 2 BRFG FELMARER S B PER%KE L L BAEEFISHIR
Bl % > CISHZ 2 » & # % 5 [HCH & % -
© FARX AR TR VRAYE O R PR 2 BB
s BXWHMILERTIRKD I‘rf%']°Jrj B A R 1‘,% v X ¥k s HER 2 5 [ &
equivocal » &4 &m0 0 w2 BB iE o
e Fw EMN HER2 ¥ % 5 I 1 ~ equivocal v 42 Z o m AL » (o i 2 Bcie 5 15
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HPE s G 5 888 e

o EFwEMS HER2 ¥ 5% 5 FA 14 ~ equivocal 244 2 % F o T4 - JoR (6 2 BiciE S 1A
2 % equivocal » it & 4% 0 2 L4 FISH #irl % % > CISH=t 2 » £ # % & THC
HRIE S o FioR TS iR N o RIER Y WML TR

e p 108 #¥7EA=2 % » H HER2 #5%4F 2 % %4} ISH (FISH/DISH/CISH)# 7] % + s %
B 5 500-502 5 34 ¢ 4R %A% 5 200-202 ~ 300-302 £ 400-402 -

Yo G H

100 IHC, 0 (negative or score 0) ©

101 IHC, 1+ (negative or score 1+) ©

102 IHC, 2+ (equivocal or score 2+) ©

103 IHC, 3+ (positive or score 3+) ©

200 W100-107 & Bxig* > p 108 B%TEA22 BXRFF* o

* CISH, negative °
* CISH, not amplified °

201 ¥ 100-107 2 érE ki > p 108 L% EA22 BXAF* o
* CISH, positive °
* CISH, amplified °

202 ¥ 100-107 xR ke > p 108 Z%TEA22 BXRAF* o
CISH, equivocal °
300 ¥ 100-107 2 érE B xie* > p 108 ZETEA22 BXRAF* o

* FISH, negative °
* FISH, not amplified °

301 W 100-107 7 BRig*r > p 108 L WTEA22Z BX7A§* o
* FISH, positive °
* FISH, amplified -

302 ¥ 100-107 xR xie* > p 108 ZETEA22 BXRAF* o
FISH, equivocal °

400 ¥ 100-107 2 érE B ke * > p 108 ZETEA22 BXRAF* o
Hv sk Her2 144 -

401 W100-107 & Bxig* > p 108 B%TEA2 BXRFF* o
H U s Her2 B+ -

402 T100-107 472 B xig* > p 108U EA22 BXRTJ* o
H v ¥ 5% » Her2 equivocal °

500 * ISH, negative °
* [ISH, not amplified

501 * ISH, positive °
* [ISH, amplified

502 ISH, equivocal °
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LT e S L
kB TR
888 o WML s HER2 sk d A LB -
o mw H s ch HER2 ¥ 5 & 0 e 5% {6 HER2 #ic & i 5 B |+ o
900 Her2 A1 > H U sk > 3V & “hinde sk > 3 7 35 o
901 Her2f%']“i’7ﬂ?+§5§—%—V'\)?Pr%%ﬁ%—%—“%?‘io
902 Her2 equivocal » B T &5 = 3% 8¢ ¢F fadg sk = 38 2 3o
988 Hag oo
e Phyllodes tumors (ICD-O-3 M-9020) -
+  Sarcoma (ICD-O-3 M-8800-8936, 8940-9136, 9141-9582) -
999 o FFERPIEZIRE
. fﬁi}ﬁl ,—t\ga?‘. °
e i
Bo:
kY1 % b
888 BE>Sopwr A THCH 4472 5 Her2(-)» % f%;g% AR 2
BERLATVFHEI S o BILAF L 2 IHC A4 ¢ 5 Her2 (34)
100 BRI aFkmr P4 s IHCH A3 2 5 Her2 (equlvocal)’ LML 8L
B0 2 i REAVE S g IR L 2 IHC%ﬁé‘riﬁ 24 % Her2 (-) o
101 Bkief7 e h IHC e £ 482 5 Her2 (2+) » FISH(H) » 2 o4 {34 240 5
ETmIEAR 4 2 THC fa 48 4 5 Her2 (14)
102 BEETF > P E HCH 2382 5 Her2 (24)
300 BEAREI07 £ L4 5 5 )%’;r%a|s*7”+ﬁ§IHc%§§§ﬁ % Her2 (-)# Her2
(equivocal) » X 7w FP I Fink » 2 B L HX g E e i TLAR
42 FISHH#% 23r4 5 Her2(-) °
302 BT B 107 # L85 5V AR AL 5 2 ik RILAR 2 2 THC & A 37
2 Her2 (2+) » 4 4% FISH # % #¥ % % EQUIVOCAL -
500 ﬁ**“%ﬂ 108 #FLUTL 5 ink o> * 4 4 IHC ¥ A3 2 5 Her2 (-)2* Her2
(equivocal) » £ FHEX T HMH IV BNk 0 2 6 &K ﬁ“‘,f e LI “,fﬂ‘ir" -‘])%EES*F
42 FISHH#% 23r+ 5 Her2(-) °
502 R0 A B 108 #5875 F ol io 5 AR LT S p iR AR 4 2 THC
% 47 £ Her2 (2+) > {4 4 FISH & ﬁi‘ﬁ? EQUIVOCAL -
501 Bxierr *44 IHC ¥ 382 5 Her2 (2+) FISH(+)» B %455 5 B 05 15 -

=N ,}m/\lvjt AR 7= Jh—}?ﬁﬂiﬁrleC*ﬁéiﬁr’P Her2 (1+) -
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SSF 8 Wi=ER 3
Paget-5 5 SnFB 4 [f] 988

HE W =R 5L 8.8
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B 30 L ]S LR

SSF 10 Witk 13
Ki-67 nFG $= [F * 001-100,988,998,999
Ki-67

e 55 1 8.10

i A= Ui
Fe s H o IR L iR iR Ki-67 2 % % o

ek P e e
FR o h ek BT 2 kg -

YoFGdp sl ¢

AP TR R Y R B P AR A o

O Ki-67 te Pk 2 e P~ 1 Bl e T~ o

o Blde 1 RIEAFL e Ki-67 & 14% 0 kB 3 014

© Bldr 2 HILAFL e Ki-67 G 8.6% 0 g 3 009 -

R IR LT kS R R LR A

. ﬁ*ﬁ%%Q%Q%&%°

s ERFEZEREFTFRPIF RBARFSEERZEE FERRBAGRBIFE 2T LR

W&&m%@

k% @%Ww%ﬁﬁww@W$ PE o REE N2 Bl G SAh gk 0 R IR
Iv-Ufﬁ PIFE > PRSI0 o

. ﬁ—%@%féﬁ—@%7®$%”’ PR P 1 e g R < R AL A e
RILFEL HE LA o
SaprRmr SH- R 2 BERET S

© FABRILIER TR ARAE AN

. ?%ﬂﬂr_ e SRR SRR E

* )ﬁﬁi"’ﬁ’ﬁ 2P RE N AR R B P E R Rdp H BB T G o

*’ﬁ

&0y &
001-100  |ze{mILAR £ Ki-67 v & vt o
* 1§ * oo
*  Phyllodes tumors (ICD-O-3 M-9020) -
788 *  Sarcoma (ICD-O-3 M-8800-8936, 8940-9136, 9141-9582) -
. ”F?rﬁé*ﬁtf?—‘iﬁﬁf*f% EARARI BRI - =
998 % RF AR o
o AFHHPIATHAG -
999 .

PR
U
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+ ¥ HE

Cervix Uteri

C53.0-C53.1, C53.8-C53.9
C53.0 Endocervix

C53.1 Exocervix

C53.8 Overlapping lesion of cervix

C53.9 Cervix uteri
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RN HFETFF SRR

SSF 1 WiEtRk 3
SCC #Lh k% & Yo k8 F ) © 001-988,999

Serum Squamous Cell Carcinoma Antigen

SCC-Ag):Lab Val
( g):Lab Value B WA 81

#‘;C‘I

53

S

&
w5

w

R A B R

G4

| =X /r»)%‘ T l[% 4 F\ B ’F SCC- Ag mﬁx _E'; °

‘ﬂn\,

J<ék P et
SCC-Ag 3% % + F FMypic 2%k 2 FLL0 hE & 7] o

YoFGdp sl ¢
¢ AFEFRYEFRLL D FYRFRARK A BF AL FREIRE T RFRE
T F BT A WHEZ TR o R RROT RS E S o

o iRJpT i fnfﬂ;:}ﬁ 3l o~ p TipFKw3B ! PN 7 #SCC-Ag (Mng/ml : 8 )& 3 & > Gl4e @ o
w3 0 pow 7 SCC-Agde® 57 (ng/ml) > & %5070 -

o AFiSCC-AglekEw £ T » I B3 | #Bhis - 4%B > 0|4cSCC-Agk sk & % F S iB
%0.14 ng/ml > B %AB001 » FHe k&% F S8 @ 20.15 ng/ml » & %002 - v = SCC-Agi %
BR 2 FEEE > kS| %?OOIﬁ PR AR T E 0 BSAE001 0 54eSCC-Agte % %

P HE 5 0.04 ng/ml 0 B HABOOL -

* FBRARIIH -ESIFANERESEFIRAAY R W AR - A RFE

ENERN
e FHEWIR: GRILER AR L Z R E > D %0B 5088 -
o AP e g & 81 R 2 B % (M-Code 5125 8050/3-8086/3, 8560/3) - 4
FEFR T+ F TR R RAEO8S o
kY3 CE
001 <0.1 ng/ml -
002-986 0.2 - 98.6 ng/ml ©
987 =98.7 ng/ml o
988 ZIET S
* FEHRIZME -
s eRWmTIREG. ¢%;L;@¢#;§P«@¢#3;ﬁ,iﬁ o
o LN RB AN E KR ALT R AR E o
999 COREREEST
c At o
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RN HFETFF SRR

SSF 2 itk 3
SCC #uk nFG = [# © 010,020,030,988,999

Serum Squamous Cell Carcinoma Antigen

SCC-Ag) : Lab Value vs. N 1'Val
( g) alue vs. Normal Value B E A5 8.2

THEERBBERINF oK P 3B P L F SCC-Agehdh F Eo ¥ EehL f -

ek P i e

FRVRETFEFIFHFERF SRR LELE

FEH T e Bk SCC-Ag B A HOSEARAANM > 80% 1 - B R Bk 0 H
SCC-Ag B R L ¥ F # o an SCC-Ag " this B ¥ 7 1017 2 inf 0 2 14 i ey »adpfho

B dp sl

© SCCH Rtk B A5 @ REF Ik T TR ALERFEH7 L LIE 7§ T
P e TR 18k o

o R E LT EFRIED TR D IFIS TSI o

. lz&ﬁESCCimJEZ%ﬁ%@_ LR LR R Yk o

. *ﬁ%*ﬂu@$§vif'”éﬂ%%%ﬁm’*®4a%ﬂw§%ﬁ£ﬁw’£%%ﬁ

FFEFUPHENELFTR R AL ¥ Bt UL ERG o E B A ¥ BT

] S #5999 o

e FREWHIRT GEIER N[ L A IRBHKRE > PS5 088 -

* FRHRARIIH -EGIFANERESEFIRAAY R W AR - A RFE

& Loe

c FHEHEBRBEBENFRIRPIBT PG SR FSCC-AgE o B HFEI99 ¢

o EAAEABEHR W ”e')%é ,@drfFL”’]_‘\)%'L i# % (M-Code # B2t 5 8050/3-8086/3, 8560/3) » 4 :
FEFREH T F TR PRGOS -

Yo Fh T

010 1 % e i SCC-Ag te ok B 14/~ »0 1 ¥ & -

020 %k i SCC-Ag B EIEM/E ¥ &5 2 F EUp -

030 i % e i SCC-Ag te S (8 3 ot 8 5 2 FE S N 151

988 L I

. PRk -
e B A #&é@#%%’%fh :
B ”’DE’F‘&PE TR ARY | MRSk B o

. }]’;‘_})"ﬁ';\ U;\. ! 3‘_0

999
« kit fFi i SCC-Ag 5% -
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+ ¥ W%

Corpus Uteri; Uterus, NOS (excluding Placenta)
(Carcinoma of the endometrium and carcinosarcomas)
(C54.0-C54.3, C54.8-C54.9, C55.9
(M-8000-8790,8950-8951,8980-8981)

C54.0 Isthmus uteri

C54.1 Endometrium

C54.2 Myometrium

C54.3 Fundus uteri

C54.8 Overlapping lesion of corpus uteri

C54.9 Corpus uteri

C55.9 Uterus, NOS

Corpus Uteri; Uterus, NOS (excluding Placenta)
(Adenosarcoma, Leiomyosarcomas and endometrial stromal sarcomas)
(C54.0-C54.3, C54.8-C54.9, C55.9
(M-8800-8933,8934-8974,8982-9136,9141-9582)

C54.0 Isthmus uteri

C54.1 Endometrium

C54.2 Myometrium

C54.3 Fundus uteri

C54.8 Overlapping lesion of corpus uteri

C54.9 Corpus uteri

C55.9 Uterus, NOS
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BR A DS AR

SSF 1 WieER 3
B e 1258 M1 R(ERA) %% § B © 000-100,110-111,120-121,888,988,

999,100-199,S00-S99,W00-W99
Estrogen Receptor Assay

HE I 55 ¢ 8.1

it

el KR IR iR Rl B R AR L B %k o

Kil™

Jedk P it
FR B ie ek BT 2 Ry o

YoFdp 3l ¢
o AFETHNBIREEFL LA FRRAAREELF
o RSB 988 -
s RRAYCBEREHK- BEREATERE - TRkt § BB B EROFERLEGT ISR
Flity BROERRHR SR GBI 457 BREFEFE A oo b & o o
e MHEEZB MBI -EP AT 0
. .gi;}gb—jf‘a PARL BT SRR~ ¢ R RSER o % - B4R S (Strong) ~ 1
(Intermediate) ~ W (Weak) 4 %] X £ 58 ~ ¢ ~ 334 o
K- ~ZHALERF RM“H-
. IR }ﬁ WL it 5 84 0 2I(2 9 )% AR 5 100% > P58 5 SO0 -
. )4 2 fﬁi PF L it 5834 FR(RF )RR E 1% P%AB S WOl -
 FREFLEETRE P FLBE o PEFEEE L ER F B2 B e
o BT GRS S - BT T B 8T BB E I B
o BRBREZRCEF BAFSERBZEKE  F RREAGIRPIFE > MESR SR
Big o
e FRELF REFCEIESINEEILARL o L RFE IV Bl S 0 Ry 0 R
IR AR o RAE S A I Bl o
c FIBEREARL BAFLSEEBPELLEE I FRLEEFG ERF B b2
fa /IR PR LI SERE B B -
© BEIEEE SHE- RFLBRFF BT AR IR R
B s R AR PRI L 2 BB S A o
o SR AE- RFLBEF KA BT A RRE - AELE
F BIRE 2Rk E e
o R AR IFELR O WRT P REY 0 R S 2 R L
e FERTIRALG IPBET AVELE S NFETERR B kg dR 2
A
e HBATEMILRBE BUDEISRT ORISR L FEADERE DL EKE RIS

“-’%

> @ §_r2 Oncotype % & (7 ER1& i)

AS

147



R R

ﬁ*?"‘f]ﬁs*ﬂl_ 22 B RIpeSk EHEERES 1110 B %8 5 121 -
o R P EMIR BB A SR L BB B RS 5888
. FRERFGEEAELIEM ) AN R B PRy BB T R
* FRENFL L B B HINHERHE 0 BESHERR E -
* % intensity of staining)? % R 4 it (b]4e® A -5 %) > RI4f Srintensity of staining$e % # -

*  df &rintensity of staining & pF » LB F Jort b B ApIRAR L S RE o BRI AR A

intensity of staining ig. °

kY TR

000 ER 0% o

001-100 e TAE 2 ERF et o] R A R(A )RR AP 7 o
S00-S99 % 4% ER F it & o

100-199 ® 42 ER F L+ 6 -

WO00-W99 | 534 % ER F fi5+ & o

110 T -

111 Wy EM RSB DB

120 A o

e ERF et 5]<1% o
e ERF fucfut Gl AP 7 o
e @472 ER()-

121 ..4 H"%]“’L/rf,%‘fv mﬁé:n_gv_,_ %-\fzf']“i"

888 sk alciEd P E LB -

988 3T S
. 12 Oncotype k& 7 ER #& B o

999 R s I LR |
« pERERC
o A¥az o

B

Y5 bl

888 BEIWoRH > P E: EREM AFELDEBLE S 2822
Wiy o BEis 2 IEAF 2 5 ER B2 25% »

005 ER positive < 5% -

095 ER positive > 95%

010 L7 #4F2 ER @ 5 5-10% o

S98 AR 4 2 el foif 55 % > ER98% o

WOl .;%;y;r»gm_@_wﬁ;;;% » ER 1%

000 '13%*7’114}% P3F 2 h it ER0% > £ % /fh”/r'}%'“lv’ﬁ‘“rwiﬁi P 3F 2 5 it 5 ER
Negative °
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At G T

SSF 2 LR 3
F kR 2% MR (PRA) %f% § B © 000-100,110-111,120-121,888,

988,999,100-199,S00-S99,W00-W99
Progesterone Receptor Assay

T % AP BB 1 8.2

*ﬁﬂ/&#‘/{jls‘: .
e R iR R T MR A WL B o

Jedk P it
0% 5 Rl ip e v % BAL LR 2 kg o

B3
o AFEFTORGRIREREL LA FBREREFEL
—"Ff v B S5 988 o
c RRALY O BEFEHRK- BEREAPRE - LiRA L § BB R DBEFLEFTIOR
e f BEPREHZ S % SRR § 47 BAATRPE L Bf ok bl Baig o
e MHITEZHE BB ZITEPAT
o BAMFHBIEFL G SEE Y AL E oW F - BIFES (Strong) ~ [
(Intermediate) ~ W (Weak) 4 %] X £ 58 ~ ¢ ~ 334 o
*  HZ CZHBREAPRE BB
o Bldwl REEFLRE LIRS AM(F )RS 100% 0 P KA 5 SO0
. )4 2 ¢ fﬁi PF L it 5834 FR(RF )RR E 1% P%HB S WOl -
© FREFLIEHTEL Y AABL o PFESTERL PRE BB e
*  HIRIEMUT SiE R A EAAEE
o BRBREZRCER BAFSERBZEKE  F RRBEAGIRPIFE > MESR SR
Big o
e FRELF REFEIESINEEILARL o L RFE N2 Bl S 0 Ry 0§ R
IR A R RIPE R |4 A0 B E o
c FIBEREARL BAFEHEABPFLLE I FREEEFFFPRE B 52
fa BB /IE P o PR LI SPRE B o
e G HIpWEY LH- hE2ZBFEE P PN SR ."Xijfhf*r“,/Tf},%z%ﬁi%K
ok BB AR R 2 BB S A o
o GREBE SH- REZBR O FIMEBANWY I BREE A eskE 0 BIEASE
ek v g 2 ek E o
s FAEX IR Wi ?‘%ﬁ’ﬁ‘ﬁ PRy B2 gn IR aR L e e
e FERTIPKRALG IPBEFAVELE NFEEIR B kg dR 2
SRA
e HBADEMILRBE BUBEILRT ORISR L FADERED L EKE  PIES
Jﬁif“fffs PR L 2 BeilE o RypRFHEEERA S 11 B %E 5 121 -

R

3 > @ §_r2 Oncotype % & 7 PR¥& B

AS
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S R LALE L S ESIEE TS
o FREMILRTZBELIEE RS2 BE S B RS 5888
c FBERFEHEFIELIHME ) AN EHER > PIE Rk BB E G

* FREFL P EEZF BV HNERE L BFEEEFE
* % intensity of staining)? % R 4 it (b]4o® A -5 %) > RI4f Srintensity of staining$e % # -
* ¥ Hrintensity of staining i@ ¥ » L FIF Jort BB mILAE L S RL o fORdRE AR A

intensity of staining ig. °

YoB &
000 PR 0% -
001-100 ERUEEAEL PRF B b0 R AR(LI)RA AP T o
S00-899 554 % PR F it 6] o
100-199 ® 42 PR F 5 6 o
WO00-W99 | 334 % PR & Ji5t i o
110 Bl > et B3 oo
111 Wy EM RSB DM
120 EYERE
e PR F it <1% o
o PR F Juifnt p|Ap 7 o
e 47 % PR():
121 F o ER SRS adEY P
888 wEM RS kiR d BEE LB
988 3 e
e 1 Oncotype kit {7 PR ¥ p|¥ -
999 R s I LR |
. }%}i}f;\;‘a ?‘. °
o A o
B
Yo % %
888 BENoFm 7 P HAEPREM  AFEIXTEMICE LR 2 &R 20
B0 WIS 2 mIRAR L 5 PR 25% -
005 PR positive < 5% -
095 PR positive > 95% -
010 7 4F 4 PR 5 5-10% °
S98 FILAF 2 2 Heii b5 it 5 9 % 0 PR98% -
W01 AR 2 Bl it 5354 0 PR1% -
000 Bk BB L f it PRO% 555 £ Ao 16 > iFismpE4r2 it 5 PR

Negative °

150




;988,999

5

45

E3

Zi&’}?’o

988
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T 2% P R_F)F LR R

ece
P i ,
Ovary
C56.9
€56.9 Ovary
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Rt RS R

SSF 1 BeER 3
%W CAI2S B & % #5 © 001-910,920,930,931,988,999

Carbohydrate Antigen 125 (CA-125) : Lab Value
Before Treatment

e B A5 0 8.

W st
F=F okl W i%*“—g Lo R B iT— XK ')% CA125 & -
Jcék P et
CA125 FALE =6 7 L fpinfy 2%k 2 TR 15 end & 75 o
YoFGdp sl ¢
ek Sk B R F S in R BT - & FCA 125 (1 U/mIA IU/mI S B ) 0 200 A
BT AG o

o FRECMUBRBAF IR T R RRKRE > B %S 5988 -

o Eipf &2 R e f(M-Code Fl: 8590-8634, 8670, 8800-8815, 8890-8896, 9060-9072)% -
B % #5988 °

o AP EHE AT riE o BEBHE 0 Gl4cCAI2S K S S F i 5854 Uml 0 i %8085 ;
F e % ‘*%*‘f’ ufciE 5 85.5 U/ml > #5086 ¢ e 5 CAI25H 2k & % 2.9 W #c & » %fg -] 57001
FoR A g e T rE o B0 Gl4-CAI2SH % & F FHE 5 0.4 Uml 5 %45001 -

Sk &
001-900 | = 7 CAI25 2 & /i >T e F3° 1-900 U/ml p* > Je4H F "% 5 -
901 w F CAI25 ¥ %k B & 901 - 1000 U/ml p&
902 w7 CAI25 % & 1001 - 2000 U/ml pF o
903 7 CAI25 % & 2001 - 3000 U/ml pF o
904 w F CAI25 ¥ %k B & 3001 - 4000 U/ml p# -
905 w77 CA125 % E & 4001 - 5000 U/ml pF o
906 w F CAI25 %k B & 5001 - 6000 U/ml p# -
907 7 CA125 % & 6001 - 7000 U/ml pF o
908 w F CAI25 ¥ 2k B & 7001 - 8000 U/ml p* o
909 w F CAI25 ¥ %k B & 8001 - 9000 U/ml F* -
910 a7 CAI25 % & & 9001 - 10000 U/ml p# o
920 w7 CAI25 %5 & 5 10001 - 20000 U/ml P -
930 w73 CA125 %% & 5 20001 - 30000 U/ml p& -
931 w7 CAI25 5% & 5 =30001 U/ml p= -
988 * i * oo
# r.}%‘

o 21 g m”z? )%- (ICD-0-3M-8590-8634,8670,8800-8815,8890-8896, 9060-9072) -

° ‘;’&/+meﬁﬁpﬂ«k/p}§‘“ N R = N
9099 . Fafﬁ‘#\ i\ ‘\4 s EL. o

s RiteZE o
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S LR I ENE K S

SSF 2 BWeER 3
REERMCAIS R k5 4 ) 1 001-910,920,930,931,988,999

Carbohydrate Antigen 125 (CA-125) : Lab Value
After Treatment

e N IR W)

W it
el LR B R g AORARR AP A Y AR P O A he F CAI2S B 0 0 Ulml 5 B o

xék B et
},%%; CA125 E{,&F‘_ﬁ (Pi}%éﬂ'/é}%‘ﬁ ),@zv’ﬂ‘_é_:& 9—{—]; .

S dg 5l

. ’72’—1' ISR W 23 g AR AR AP AT Y AR P O A M FCA125E (2 U/ml# IU/ml 5 &
) FOUT R R EE(T A o

o misK b A e j(M-Code %Ffl 8590-8634,8670,8800—8815,8890—8896,9060—9072)*’?{ R
S FB 988 o

o AT IET 22 BEEMSG > HArCAI2SHK &R S E T HHcE 854 U/ml > J& %5085 ;

B 5 85.5U/ml> & %5086 & £ CAI2SHe Bk & 5% 2. F " # & » %#5 -] >+001

FHESEF Bk

FoRIA g w T~ E o BHRA001 Gl4rCAI2SH % & F R E 0.4 Uml 5 %45001 -
Y5 (&
001-900 | = ,F F CAI25 sk & A3 & %25 1-900 U/ml p¥ > 2062 9 %2 o
901 ' ,F F CAI2S thsk & 5 901 - 1000 U/ml p¥ -
902 ' ,F F CAI25 ths & 5 1001- 2000 U/ml p& o
903 ' ,F F CAI25 ths% & 5 2001- 3000 U/ml p& o
904 ' ,F F CAI25 ths% & 5 3001- 4000 U/ml p& o
905 ' ,F F CAI25 ths & 5 4001 - 5000 U/ml p& o
906 ' ,F F CAI25 ths ® 5 5001- 6000 U/ml p& o
907 ' ,F F CAI25 ths & 5 6001- 7000 U/ml p& o
908 ' ,F F CAI25 ths @ 5 7001 - 8000 U/ml p& o
909 ' ,F F CAI25 ths ® 5 8001- 9000 U/ml p& o
910 ' ,F F CAI25 th% & 5 9001 - 10000 U/ml P o
920 ' ,F + CAI25 th% & 5 10001 - 20000 U/ml P o
930 ' ,F + CAI25 ths% & 5 20001 - 30000 U/ml p% o
931 & 7 CAI25 k5% @ 5 =30001 U/ml p¥ -
988 T

o 2t} j e % (ICD-O-3 M-8590-8634,8670,8800-8815,8890-8896,9060-9072) ©
999 . %)ﬁ#\ A
. 7R -
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R 30 RS L R

SSF 3
o L S 2 2 T R G 2

)

= /]

Residual Tumor Status and Size After Surgery

Wi R
Ya#% #= F 1 000,010,020,030,040,988,
990,991,999

T E AP A 1 83

Wit

RS LR G RRRE R <] o

Jedk B :

LS L ARG S AR PER T B R LT G RE M FNR 0 T2

Fﬁfz’”’“f“{ﬂ‘rw mFEEEE XA FRRRR EAITTER ”"‘IL °

YoFBdn 3

o BB E IS 2 A R o SR E B % DR R AR 1T S8 0 R PR & Jie(primary
surgery )& Y4475 F {8 0 jie(interval surgery ) > 35 % 4 4 o

© FERB R EE R L LI DRABO8S -

kY3 CE

000 A IR B

010 AFHEBS] a0 RAEXED VB LR o

020 AGEHS] DA > F LR LS o

030 RGEE > A ABRZ IRV E LR o

040 AR>S AL 0 F RL DR o

988 I AL

990 R B T S I it A T e A R e

991 VLR ORBLE GO R 0 R AGed A ) T G REAET B o

999 B RPN
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TSN A TF] S L R

Wk e

Bladder

C67.0-C67.9

C67.0 Trigone of bladder
C67.1 Dome of bladder

C67.2 Lateral wall of bladder
C67.3 Anterior wall of bladder
C67.4 Posterior wall of bladder
C67.5 Bladder neck

C67.6 Ureteric orifice

C67.7 Urachus

C67.8 Overlapping lesion of bladder
C67.9 Bladder, NOS
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R ) i k.

WHOASURA 3 o -010,020,088.999
WHOASHP Grade
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)%}i,#r TR F]F L H%P;‘é:]%.

SSF 2 BeER 3
FB T O B ) %f% § B 1 000,010,020,030,988,999

Extranodal(Extracapsular)Extension of Regional

Lymph Nod
ymph fNodes B B BB 82

L R S Ui
SE R B R R BT B N B

J<ék P et

> 44 2qp oL
iR 1o FiE e

SFiBdg il -

. %%x G St ﬁwﬂé Rk e hAS 0 FORILAR S B Rk e R AR M b o L pILSR
+ RN TRA T4

. %ﬁomﬁmﬁﬁﬁ‘& oM T i e A

C FREEHEIRETSEPOREFLSHTETI) L ARE LT G R B AR
A% %030 o

%r | TA
000 |®&EBHTZEEPE -
010 BRMHT LB RERT R R .
020 TEHT BRI T AT B ER
030 %ﬁMW%%f’@2%#w$wﬁﬂiﬁﬁﬁf%%°
999 |+ A EHBHT LI LE)R
. HREMT EEPRPEFVRETR
. ,{%;ﬁ;\?gko
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T P T3 F] S L kg

SSF 3 BeER 3
Af ok kBEEE %f% § B 1 000,010,988,999

Muscularis Propria Pathological Samples

R F A EE 83

*ﬁg [£% #{:C}‘L“' .
WEIERR B R " F R WA SR R “,/TT j#tF(transurethral resection of bladder tumor,
TURBT)Z 5 BEAETE ¢ 7 HF o~ K (muscularis propria) °

J<ék P et
FIZAESF ¢ 7 HF Pf A (muscularis propria) 5 & Fa ™5 4 B B hE & T

.sﬁn/ﬁ%:};,al :

© Gl R AMMBRET P WAIB 0 P - E- ZTURBTRIZAE 2 583 A vop A - Al
,aOlO °

© F G OFREER > E- pARAT HG R KB RIS 5010 -

o s FFERFTAL L % # F A FTURBTS & Hj vop K ik4 > 7 S o
AL g & o

* FARPGHEHZ “T #tF(transurethral resection of bladder tumor, TURBT) & TURBT & 4 # %7
trek 0 B %5988 -

* FTURBTRHEEFELf G HF o & 27 IHMAERER P HAPFES 3B 7 o RS

=

988 -
Yok | TA

000 | BILEAAE 5 FFp K o
010 | mEEAF &5 AFIp K -

988 | A * o

e %#,{7 TURBT -

© MR TURBT - ¥ b FapiZdR & T
« TURBT # i £ #71 Ak -

999 c REHRAAKELT TG AT A

[ * 3’_0
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Rt 2% i 4 S U

> 2y
&L
Prostate
C61.9
C61.9 Prostate gland

Note : Transitional cell (urothelial) carcinoma of the prostatic urethra is to be coded to primary site C68.0, Urethra,

and assigned Collaborative Stage codes according to the urethra schema.

R A
TR AL S HRE R
Transitional cell (urothelial) carcinoma of the prostatic urethra (ICD-O-3 M-8120, 8122, 8130-8131)
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B 30 8 T F L W R

SSF 1 BEeLR 3
e 2L ER R S SnF% & B © 001-999

Prostatic Specific Antigen (PSA) Lab Value

T E AP A 8.1

W it
FEEEE UR B RO RIS W 3 B P AR R R R PR 4 B(PSA)E R E -

e B eh

2 L4 2 2L
R FiE

Sofg g5l

. ﬂ%ﬂfm 875 02 ORZ I (7 5042.3) » 30 3 R B P H(PSAYE B 16 -

o EERERARHEPSA)T A EREENRBE R L RHEL  FEF L A R
§k o ?%b‘ll?%}ﬁs«,_f‘._?"«ﬁ 5 au*%;ﬁgi]l#ﬁﬂiiﬁiﬂﬁiim%ﬁ.EéEé% v 2 NI ek E 0 BB
§7~“ lE’ °

* PSARFEFHGFUAFINC L FREREL DB M 2B ES BL o FBRRE R
EXR p = f,%‘ﬁi’ : ,'T Mtk B 0 P Sk 5 988 o

Gl FREASI EHBINC(ZHT )L PR #%&”ﬁl}%fe » 4 B EPSA > ¢ PSAV
u;}%’# o
o BILAR 2 45 i PSA RSk (5 % A [t R BB > I E B PR BT B o

kY] TR

001 <0.1 ng/ml -

002-979 0.2-97.9 ng/ml -

980 >98.0ng/ml; & 100-104 Z¥r& B X * > p 105 % EA22 BE7A{* o

981 98.0-199.9 ng/ml -

982 200.0-299.9 ng/ml -

983 300.0-399.9 ng/ml -

984 400.0-499.9 ng/ml -

985 500.0-599.9 ng/ml -

986 600.0-699.9 ng/ml -

987 700.0-799.9 ng/ml -

988 FAEH o e MU BN AR AR R RRRE

989 800.0-899.9 ng/ml -

990 900.0-999.9 ng/ml -

991 1000-1999 ng/ml -

992 2000-2999 ng/ml -

993 3000-3999 ng/ml -

994 4000-4999 ng/ml -

995 5000-5999 ng/ml -
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B 30 8 T F L W R

kY K

996 6000-6999 ng/ml -

997 7000-7999 ng/ml -

998 > 8000 ng/ml -

999 Y
e L% o
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B 30 8 T F L W R

SSF 2 WeER 3

gty ¥ & A SIS A Gleason < A 5 S ] 1 011-015,019,021-025,029,

IR LTS T EE AT S 031-035,039,041-045,049,051-055,059,
099,988,999

Gleason’s Primary Pattern and Secondary Pattern

T E AP A 1 82

Value on Needle Core Biopsy/ TURP

W it
R R B T T F R SR 7 gt B R S R4 fe il Gleason A i £
Bl B Bl o

J<ék P et

pfs

‘::L ]‘6 o

- ETE

AP U gt PR f};ﬁ%&%” fJitr“LrB“f W48 2. Gleason = A & F 3 o
Gleason = %4 % ;% (Gleason gradmg system) 5 A ATELT Bl e B o m i chPE S s 4 i R
BA 555 - T E 445 2B B D et Ak Rl 22 AT R LR s
(primary pattern) £ =t & ,?Ju&(secondary pattern) > 2 i % H#c4p v B 5 Gleason % 4 % (Gleason’s
Score or Gleason’s Grade) » F]* =+ B & %8 chGleason* & &7 d £ > d24 (1+1)F] & 5 #7104
(5+5)7 %

FRHIZAFL ¢ Gleason® & B FT AL R2BET > RIS 1 & bl & Bl ATl
Gleason’s score °

F R ¢ Gleason® » 5T LR RIBHF > 2 B ]38 X050 ARG A& sde
PFEr B BB 50 o

F AR 2 ¢ Gleason = 4~ BLEMERERIBEF > ¥ E 35 B4R 5 Gleason’s score ©

F IR L ¢ &R Gleason’s 3/10” > R % 11F #F 37 5 ¢t e %2 Gleason’s score » % 2 1B # 5
10% Bt A B (5+5) o

Fop iR TR T ws B A SR E%” fﬁ‘f“’rf ¥ ehGleason = 2_ Hcig o

FHRE G X mgtr PR fj\s,ﬁ_% E’Jf]l*' £t R4 45 Gleason’s scoreﬁxrﬁ £ o

FHF I mbtr PR ﬁ'\lg%‘iﬂf]l*' 2k 0 ® Gleason’s score's 40 fe > RIdE 431 & Bodic
(primary pattern) % ¢ ©

FAR G PSR E”:]l*' £ P %S 5 988 o

TILAR 2 ¢ ﬁsi ~ PINTI & & 3s Gleason s score * R A% 5 988 o

FRT e B A G R IR e p AR ak c;x > R SAf 5 999

. #%5—;%_,19' gr;Fglz ‘,}l“",_ . fﬁf}‘m#‘ ‘,}l G ?\,}
Sl &

011 A EBEic]l T EBE]

012 AR BBl AR EHE2-

013 AR EBc]l AR &HES

014 BRECS ' B S o

015 AR %#ic] A& BHES
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T S CERE STy
Fah &
019 Rl S E alh P
021 QR & sl
022 DB BB B o
023 3R sH2 G dk3
024 DB BB & 4o
025 ARl & S
029 ARl & s lh P
031 QR 3 & sl .
032 Y S L
033 3 sH3 G dk3
034 3 sdR3 G ndkcd-
035 T S o
039 3R BB B A P
041 DR BBcdr S B adc]o
042 3B B4 B o
043 3R sl G edk3
044 3B W4 < B sl
045 QR sl SR aS o
049 R BHA A ald P
051 QRS & skl .
052 3 sHRS G & a2
053 G R BB & B3
054 3 sHRS G & adkcd-
055 QR fcS ) & S
059 IR AT XL
099 1EBEEAD > X & Bl
988 7 i

o A {Fimst EL;_)T\@%;EQ;F;IJ T

e PINII -
999

o HiFmitr F é;@;@%;ﬁ%;d*fﬁf P RILAR 4 A e i o

X
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B 30 8 T F L W R

SSF 3 Witk 3
mitir B A ng_[f\xﬁ %iﬂ%f,l‘l lﬁg # 4 Gleason = £ #& Y FE % ) : 002-010,988,999

Gleason’s Score on Needle Core Biopsy/TURP

R F A EE 83

it
P U B RO I R AR T gt R G RGE P 1R 1 Gleason 4 e

fedk B

o 4
R ie ?—'I"\:' °

YoFdp 3l ¢

o A AN B ;@xﬁ%é%éﬂ “,f P~ 18 4 48 2_ Gleason X A & F I o

*  Gleason* %~ % (Gleason grading system) & BpfcdL ™ #-le 7 B ik bm e cht 7] ~ & - X FF
Mo A 55 - Jé;t%gs'ﬂi EH 2B EF Lenmie AL K T iadic > M2BHET S LR Bk
(primary pattern)£? =t & * #c(secondary pattern) > 2 i & #Hcip ¢ P 5 Gleason = 4 % (Gleason’s
Score or Gleason’s Grade) » ]t & i & %8 ehGleason < & &7 o H - 24 (1+1) 3] 5 5 0104
(5+t5)%* & -

*  FREEFL Y Gleason & LEMER2BET > RIARLG L& IR sl AP
Gleason’s score °

*  FREEL Y Gleason A BHFTAEERIBEF > 2 B S TS ARG L& Bl 2
pFGleason’s score a5 & 999 -

. %’:}I%IE—’}F% ¥ Gleason® » % F M & & M1 BHFF » ¥ &+ 5 B4R 5 Gleason’s score » ik

°  FREEL Y E R Gleason’s 3/10” » R % 1B #F 3 5 g 23 2 Gleason’s score » % 21 #F
10% B & A B (5+5) o

s FARHAGFNF2EFIFYEGFIFILERETR 0 B FRRH LG F]F 24 q 7 o

o AREFE s AT st B T R R 9%6'] “,% et 18 7] ehGleason’s score ©

o BRI R NG RGE %F&E"’?éd “,% > R 4F $-Gleason’s score . 3 —"‘Ff o

* FARFwE Y E‘;@i%é%%‘l“fﬁf v PSS 5 988 .

* aF 4 ¥ J i 5 PINIILE e 4" Gleason’s score » R $nfh & 988 °

o ER{Flmitr B ;_ﬁ;;g%;ﬁ’i:]l;ljﬁfﬁr" eomIAR L ¢ R E 0 PSS 5999 o

2 R ﬁﬁ%ﬂ%?ﬁﬂ‘ﬁﬁ ERREE §F%5J’?oﬂ’“;f‘1‘f' P VR R o

Sk L&

002-010 | Gleason’s Score °

988 g H
o AH (Tt B ;ﬁ\@%gsy}uqrf e o
e PINII -
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SSF 4 BrER 3

R 27 % A MR A Gleason R A B A & %A% 1 011:015,019,021-025,029,

2 8 Bt % & ) 5 sl 031-035,039,041-045,049,051-055,059,
099,988,999

Gleason’s Primary Pattern and Secondary Pattern
Value on Radical Prostatectomy HE W A5 84

L R S Ui

bR ”f]lfé'ﬁ' BE3iTie %5 e iEde < ik ”f}l s “,/TT (Radical Prostatectomy) s ~ 8 % 2| &
Gleason = & &1 & A it B H ¥ X & ) jp ¥k -

Yk p e

o % st
FFiciFr °

YoFdp 3l ¢
o AF U EEE 9'? > ‘,% (Radical Prostatectomy)z‘ ~ £ f# 3| P~ 17 # %8 2_ Gleason * %] i &
BF I o

*  Gleason* %~ % (Gleason grading system) & BpfcdL ™ #-le 7 & ik hm e cht 7] ~ & - X ¥
ﬁﬁﬁia’—&%ﬁﬁfﬂZ%&#iﬁ@%%ﬁ%i&&’&2%&&Wéi£&&
(primary pattern)£? =t & * #c(secondary pattern) > 2 i & #Hc4p ¢ B 5 Gleason = 4 % (Gleason’s
Score or Gleason’s Grade) » ]}t & i & %8 ehGleason < & &7 o H - 24 (1+1) 3] 5 5 e0104
(5+5)7* -

* FREEFL Gleason A BFTAER2BET > ARG AL E SIS Bl TR
Gleason’s score °

*  FREEL Y Gleasont A BHFTAEERIBEF > 2 B S TS ARG L& Bl 2
EEE RS 3 A

* F 23R4 ¢ Gleason® &~ BT W F I BEF > ¥ E L35> B4R 5 Gleason’s score ©

*  FREEL Y E IR Gleason’s 3/10” R % 1B #F 3 5 g 232 Gleason’s score » % 2 1B #F
10% B & A B (5+5) o

© FARFEER 2GS MR RS 988

s EHHF #&?&9%}_ 7 ",% B AR RompILAR 2 % 5 PINII 2 No residual tumor » * & 3& 4t
Gleason’s score ° P| 7% % 988 o

o EAgEwm e EH T EMILE 0 P F Y TS g Gleason X A K o kb 5 988 o

° FH F%éﬁ”fj“\i‘*’ “,% R 8 - B f}ﬁsﬂfﬁ% 4 #\ét‘:f‘ v B S AE 5 999 o

[ % fﬁ%l‘%?h‘iﬁ BN i’ﬁ%l‘%;’@\?ﬁi I S A N

Yol | TR

011 AR sl B aglo
012 | iBaficl =& 5f2-
013 Bl B sg3o
014 | iBafcl =& sidcd-
015 ARl B AES o
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Yol | TR

019 A REB] XEBEAP o

021 DR BH2 S B sl o

022 | iBmf2 & sdk?o

023 A REH2 B BHES

024 | 1Bl K& Bl

025 | i &l & BHSo

029 | i &mfic2 K& BBAP o

031 AEsl3 KBl

032 | i &mficd & B2

033 IEYE ST E

034 | i Bamfc3 S& sl

035 AR B#cd B BES o

039 AR B3 BB P o

041 R B4 S B adc] o

042 | iBaficd &l

043 A REHcd TR BHES

044 | 1 Emfcd s S & Bl

045 QR slcd B BHS -

049 | L& sdicd ZE sl P o

051 AEsBS KBadk] -

052 | i BamficS & sdk2-

053 | i &mficS & B3

054 | i &mficS S & Blcdo

055 AR B#S B BES o

059 QB sBS SRR o

099 A RBBEAP > AR EEAP o

988 7 OAg
© ARFHEER 2 F S MR
e PIN LI & No residual tumor °
o EjkFm T K T EMILF o

999 * R F%\?ﬁ’;ﬁii‘*’ % 2fiF < MR o RopILAR L Agetadk o
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FEIR 27 5 & f33) 1M Gleason % 4 ¥ k% 5 ) 1 002-010,988,999

Gleason’s Score on Radical Prostatectomy /

Autopsy

T % AP AL 1 8.5

it
i H;j‘(:}% B 50T e F R R X R HJT( s ",% (Radical Prostatectomy)z f22|# %8 Gleason

RA -

J2dk P ent

Fpis3TR o

YoFdp 3l ¢

o A RN HEE 9'? > ",% (Radical Prostatectomy) 2" fi% | B~ 17 # %8 2 Gleason = 4 & F 3 o

*  Gleason* %~ % (Gleason grading system) & BpfcdL ™ #-le 7 & ik hm e cht 7] ~ & - X ¥
M ESE S - ﬁ;%éﬂ? EH 2B E Y Lenlmie A K T hadic ) M2BHET S LR Bk
(primary pattern)£? =t & * #c(secondary pattern) > 2 i & #Hc4p ¢ P 5 Gleason = 4 % (Gleason’s
Score or Gleason’s Grade) » ]t & i & %8 ehGleason < & &7 o H - 24 (1+1) 3] 5 5 0104
(5+5)7* -

*  FREEFL Y Gleason & LEMER2BET > RIARG L& IR bl AP
Gleason’s score °

*  FREEL Y Gleason A BHFTAEERIBHEF > 2 BN TS ARG L& Bl 2
FGleason’s score a5 & 999 -

. %’:}I%IE—’}F% ¥ Gleason® A % F M & & M1 BHFF » ¥ &+ 5 B4R % Gleason’s score » ik

*  FREEL Y E IR Gleason’s 3/10” R % 1B #F 3 5 g 232 Gleason’s score » % 2 1B #F
10% B & A 5 (5+5) o

s FIBHAEGFIFAEF RSB EGFIFSLERETN 0 P F RS LG F]F 4P 7o

© FARFEER 2GRS RIS 988 -

s EHFEHEE 9'?}_ 7 ",% B AR > B4R L % 5 PINIII 2 No residual tumor » * & 32§t
Gleason’s score ° P| 7% % 988 o

o EAjEwm e EHFhEMILE 0 P F Y TS g Gleason X A He o b 5 988 o

° FH f?%?ig%i‘ 7 “,% -4 B «‘II%IE—’_?{F% 4 #\é\‘:i\? v B S AE 5 999 o

oG FFRTELL > FYRFRETHE > 7T ARTHE -
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002-010 | Gleason’s Score -
988 F g H
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e PINIII # No residual tumor -
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999 © REEER2TFAEHEN LREEL A ek
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SSF 6

b R B P Fiik:s

Eni%gia ) : 001-025,988,999
Number of Cores Examined

B R B 8.6

S U
R B R E R F RPN VR ERR LR -

J<é%x P e :
FA AR R U

fB 30
© WA R F (TRUS-BOSVARE R 5 2 0 IR 54 o

© FlRiFERAGEIBEELCTERIRAGES B BANRERFFFR RS

e B iE K

s F-olmgt PRV S 5B R ER S G 0 PINEBOR AR S 5 il A e

o FREF I P ’L’cfr*f S g l’iﬂtﬁxrﬁ A -
R AL TN S e R T Y T
«  TURP# % A3 % ¥ (TRUS-Bx) » Jls %025 % 988 «

o BB FFRERILFYEFREATE T ETRTE -
Y TR
001-024 ¥ h 124 % ixHc o
025 ¥ 3 25 &L b e B s o
988 FAEHE A FE
999 o HiEFTE sl HiElki bk
. 7,?‘;3'_0
* b
B % &
012 )]%Eﬂ’ﬁ’ﬁ foit e hikHcs 14055 @ TRUS-BX e B E & iR it A 15l s 12 7% o
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7 5 B HE K P ¥

séni%qsa 7 : 000-025,988,998,999
Number of Cores Positive

BE A 8T

A
SRR R B R E R FRBE P RIEE L Y B R P R gD -

1’(4&’2‘9 gl
’ufr/n\ﬁpr.r-%‘r ERCR I
HaABd 31
© R-o P REETRE G5B YR G 0 PN Ap d AR 5 5 R e
s FHREF I %‘B?’F cfr*f?"iﬁtl‘%ﬁﬁtﬁ»rﬁé?:ki’fﬁﬁﬁﬂ

© EFREIAE %Z%ﬁ”hHﬂHH&&%E&ﬁﬁ°

o BLBEERIUBIZAR S L1 0 F3 P RILAR S TR ik A i B TRUS-Bx ik 4 & T e
BEER R R RO TRk AL F R B R I E RRAE 998 o

 TURP#% % AT ¥ s 5988 ¢

* PINIIHR % > fs¥rs = 988 -

© FE FFRTHELAL O FYFFRATE VAT RTH
Yo L&

000 R BT 2 R RIS A .

001-024 1-24 +» 3 xR MM o

025 25 v e B E R o

988 FAEF o

. RHFET R

e PINII % o

998 7R AR B e A P R LF LA
999 o B RILEBM > P EEE ik o
° 2;3'—0
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";.'s.f}lj :

Skl

% b

001

BRI s 1 iF o R A0S 147 > 2 TRUS-BX Ak 4f & 45 4L 17
WhiEH S 120 (F]5 &5 - B 772 L35@ F) e

003

TURBXx Procedure -

1.right peripheral*4

2.right parasagittal*5

3.left peripheral*4

4.left parasagittal*5

TURBx Pathologic diagnosis:

1) 4 strips of gray white soft tissue, labeled as "right peripheral"--acinar adenocarcinoma.
(3/4).

2) 5 strips of gray white soft tissue, labeled as "right parasagittal"-- Nodular

hyperplasia.

3) 4 strips of gray white soft tissue, labeled as "left peripheral"--High-grade prostatic
intraepithelial neoplasia.

4) 5 strips of gray white soft tissue, labeled as "left parasagittal"--Atypical small acinar
proliferation.

o ILAR 4 1% e iEfci 18 7% > TRUS-Bx e B HE & 4 At A iEfic s 18 1% > FH e
=t & i - -

012

HILAF L B 14 0% o A iFdEcA 14 0% 0 2 TRUS-Bx Al 3 & 45 44
e hirdes 120 (Fladmizded S B> W TRUS-Bx B fF & R & i dc s 1)

988

TURBx Pathologic diagnosis:

1) 4 strips of gray white soft tissue, labeled as "right peripheral"--Atypical small acinar
proliferation.

2) 5 strips of gray white soft tissue, labeled as "right parasagittal"--Nodular

hyperplasia.

3) 4 strips of gray white soft tissue, labeled as "left peripheral"--High-grade prostatic
intraepithelial neoplasia.

4) 5 strips of gray white soft tissue, labeled as "left parasagittal"--Atypical small acinar

proliferation.
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B

% b

998

TURBx Procedure :

1.right peripheral*4

2.right parasagittal*5

3.left peripheral*4

4.left parasagittal*5

TURBx Pathologic diagnosis:

1) 5 strips of gray white soft tissue, labeled as "right peripheral"--- acinar
adenocarcinoma.(3/5)

2) 6 strips of gray white soft tissue, labeled as "right parasagittal"--- acinar
adenocarcinoma.(3/6)

3) 4 strips of gray white soft tissue, labeled as "left peripheral"---High-grade prostatic
intraepithelial neoplasia.

4) 5 strips of gray white soft tissue, labeled as "left parasagittal"---Atypical small acinar
proliferation.

FILAR 2 E e ks 20 iF > TRUS-Bx B & 70 & ik dcs 18 % » e frfd
A EH - R R o
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988

e A5 8.8
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B 2N TS KT

R

Hodgkin and Non-Hodgkin Lymphomas of All Sites

(ICD-0-3 M9590-9596, 9671-9680, 9684, 9687-9689, 9699, 9702-9727, 9735, 9737-9738,
9827(EXCEPT C42.0,C42.1,C42.4)) ¥ Z % 4% SSF1, SSF3, SSF7-9

(ICD-0-3 M9650-9663) & % % 4+ SSF1-2, SSF7-10

(ICD-0-3 M9597, 9690-9698) & % % 4% SSF1, SSF3-4, SSF7-9

(ICD-0-3 M9700-9701, 9731-9732, 9734, 9749, 9751-9759, 9761-9762, 9766, 9811-9826(EXCEPT
C42.0,C42.1,C42.4), 9831-9837(EXCEPT C42.0,C42.1,C42.4)) &% % 4% SSF1, SSF7-9

183



184



BRI e LA MR

SSF 1 LR 3
B AARD 2pE R AR R %A% B © 001-002,988,999

Assessment Status of HIV Infection

T w5 8.1

L RS U

g AF P BT AL HIV 4 B kiR am= g &t o

g B e

TR T Rz X FB s M o

YoFdp 3l ¢

s EHBEAGLAG 2pAMIVIEARCETHEE FEHTLHT K FI B HET
7}—'- ) l]}?ﬁfﬁ‘é ¥ EmHIV%i@%%/Eé%@/igaﬁ‘#gﬁ‘o

¥l A

001 e
002 ETEA
988 2AgH o

¢ ICD-O-3 M-9811-9837 & C42.0, C42.1, C42.4 -
o REAEPA

999
« 27 % HIV
£ :
K-y bt
002 BE02010 27 20 LETe B EIHT K> 2+ 2010 % 2% 3 p iFeo 3%p

GRpfEY M R%F HIVEEIRABL > BE302010 £ 20 4 p L5 -
LIk T it B LR o
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SSF 2 Witk 3
Vg > L2 gk %5 4= [#] * 000,010,988,999

Systemic Symptoms at Diagnosis

T E AP A 1 82

W it
Edp A dp i P A & LT B(M-Code # ] © 9650-9663) 1 2 £ [ ik i £ 3e s o

S
7"19_ L R ffﬁm?ﬁ‘ (ERIPEY o ¥ =1 ?\4)3 i o

YoFdp 3l ¢
. fﬁ%fﬁ%#”?""%ﬂ*{@ NI T 2 kg B 1 2 3L B TEx40T
CEERZBERRFOEEY MIEAREES B R -
2 B EAD T HERIR
3.MERE A2 EERFI ML A
o FRUEFRE - pfLesZ §3

TE A B REREREEZE AT
o ? L2 ORI R G EE

. %yﬁ;x{gﬁﬁﬁwﬁaﬁﬁaﬁig* EJ’E:}EK",’?‘”]{F'*“LH"?%’%FL,?J&]{F"*JLHO

o FRUEFRL  pAESE §D B gﬁ:fu’ﬁ AE'ME " G B

e FRUESRARBAEEE ELEET FRRE "B)i#’%ﬁ-pﬂB}fEﬂJ‘ Jis 45000 ©

1 TR
000 £ B sk o
010 T E- Bk
% o
"R EF o
BEpfeE-
988 Z3T B
e ICD-O-3 M-9811-9837 & C42.0, C42.1,C42.4 -
e ICD-0-3M-9731-9732, 9734 -
e ICD-0-3 2~ M-9650-9663 °
999 * it
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IPI score 3% 7 %A% § ) 000-005,988,990-994,999

Assessment of International Prognostic Index

Score (IPI) B % W 5B 8.3

W gt
yp IPL I 75 F]5 2 7249 A & < 3 ® #(M-Code # [ : 9590-9597, 9671-9727, 9735-9738, 9827
(EXCEPT C42.0, C42.1, C42.4)) 2. IPI score e & &2 2e 45k o

IPIEG B @B RerE 5 T I B3 AFF chlep > ¥ WURRIB JHIE S

1. &% %360 f o

2. AmnArbor ## 2 % = & Fw I o

3. #8 i P =(performance status) : & ECOG #_& =2 H e

4. s FipA E gﬁ?(LDH)ﬁ:fE%{:@L ¥ o

5. =2 AT ga;ﬁ o

FPHTEFFE-F L - A0 1AL MR 2A4 2 MR %3S BRG 4SS EFERG -
el B eh

A FTHE B RO SR ERTT M -

B dp sl

o Mycosis Fungoides/Sezary disease£? i Z & X # = % # if * » 4F 45988 -

o Jaie Mk ¥ B (M-Code 95973, 96903-96983) é_}ﬁifﬁ” ® 12IPI Score & 317 ¥ 4f 4 » @ 7n ¥ A
FLIPI score ® # 4% o

o Fimie T B i@ * FLIPI score » A 3% IPI score—*‘ v LA S AE 5 988 o

o PEBERNEFLET AT KD SERGAN FRHFET B AR R GA DR
o R RS B R S BB &F’a&ﬁlﬁ‘ﬁ’»@ B o

Yol | LA
000 0 & o
001 1 & o
002 2 & o
003 3 4 o
004 4 & oo
005 5 & o
988 FAEH o

o ICD-0O-3 M-9650-9663 -

o ICD-0-3 M-9700-9701, 9731-9732, 9734, 9749, 9751-9759, 9761-9762, 9766 -

e ICD-O-3 M-9811-9826 & C42.0,C42.1,C42.4,9831-9837 & C42.0,C42.1,C42.4,
M-9827 & C42.0, C42.1,C42.4 -

o JaiE M T B (M-Code 95973, 96903-96983) i 3= iz FLIPI score » 4 33 IPI score—*ﬁ

990 Tz b & (Low risk) °
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A R A

991 Fe i@ Mk % (Low intermediate risk)
992 ¥ ¢ % b & (High intermediate risk) -
993 | Wi d b4 (Highrisk) -

994 Lj&f ® kb * (intermediate risk) °

999 | i Aged ~ A AL ] 0 o

Bl
003 - AR AEART BBEL B EEP LY ERL T0 &~ L LDH ScEF v E ¥ E -

a1 4 ~AnnArbor 28 5 % Z 8 ~ BT Bk o
002 Bk 2 RA G 5 MI690 e ik = i o s i #cit IPI Score 2 4
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FLIPI score &73% 7 %A% § ) 000-005,988,990-992,999

Assessment of Follicular Lymphoma International

Prognostic Index Score (FLIPI) B IR B 8.4
e (sl o+ O.

W st ¢

iz y5 FLIPI i& {7 g i€ 1% = % (M-Code % 195973, 96903-96983)2_ FLIPI score 7% & & ek o
FLIPI 83+ & B %72 ’)5 E TR LTS e o IR RLE }%?E fs :

I EaL¥ 60k o

Ann Arbor 2 3 % = & % 2 o

MR B >4 A

i3 @ % (LDH)#c (A E T ¥ & o

% ¢ A 12 gdl e
THIRBFFIE-FB L - L 001 A EMRER 2L EP RGO 3S5SA S F R

A

bk B et
A FTHY BRI SR ERTT M -

PEBRAEG PHET AR D SAR AN FREY BT SR LGS T
W R A Bl BA O AL FEFABREG E

kY TR
000 0~ o
001 1 & o
002 2 koo
003 3 5o
004 4 & o
005 5 & o
988 TR
. Z£ICD-0-3 M-95973, 96903—96983‘};,k °
990 Fief b & (Low risk) o
991 Fief' ¢ b '& (Intermediate risk)
992 Fief'® b '& (Highrisk) o
999 BEAED 3 ER G TR
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SSF 7 Wik R 3
B AFE 4 & Ll S %5 = [# * 000,001,010,011,020,988,999
HBsAg

e NS AR

skt -
BRI T LRS- B P ARFEY - X HBsAg e Bk o e B RR% 0 T

T

J<é%x P e :
AEFTHERT BiohPFLEHFET M -

b3
o RBHEEBEATE B AL
o THEMIEFEAT BELIRLIRSE HRALE  SEIIMEAHLEE -

kY4 &
000 LF ek T E BYE R o
001 ek emEE Y B R
010 skt E LM P A BFY R o
011 W%k E Y LREERE T BT R o
020 R A N
988 TR
o ICD-0-3 M-9811-9837 & C42.0, C42.1, C42.4 -
999 HE o
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Anti-HCV

T % P A5 1 8.8

i A= S U
pediclB kg el I e S B2 P AR B - = Anti-HCV(2* HCV Ag 2 HCV RNA)
ek ko doE ek VAT R

J<é%x P e :
A TAEHT BRI R Y E L H g Mo

YoFdp 3l ¢

. u%%ﬁ%%%i{g,@Qﬁﬁiio

o TERHBIEF2HELTBIEATRIRRE A RRES EKIIBEATRLER -

o FA-HCVH LG Fipm+ 505k 8 (6 S HR%RHCV RNAZ IAH P > 588 50115 318 5%
SHCV RNA» 5 15 pF > R %8 5 020 -

% &K
000 R tesk o R CAPFUER L o
001 G s g G CATUE S -
010 HohE® LB P 2 CAPFLR LR o
011 Wk E SN EnfEP Y CAFLR S -
020 R N A
988 g * o
e ICD-0-3 M-9811-9837 & C42.0, C42.1, C42.4 -
999 % 3o
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Assessment Status of Acute Hepatitis Condition

Wit Rk 3
Yn#G 4 ¥ * 001-002,988,999

e A5 89

L RS L

g AR 7 A BT (T T AR e g

J<ék P et

ABTHRERT B RPE2Z HFREE ARG M -

BB dn 5!

o AEMMUBFFETIARLIEAPLEPAILY SFP Ak > 4Rk A GOT(AST)s* GPT(ALT) § 42§

EEEIUHE AR TERIFLR T,
o % ¥ AGOTAGPTA S 4 AZiEE ¥ & *ISE
W SR B

&

A

CRE G TRARIFLE T, 2 2 R

b &
001 £ EPIFULE T
002 F AT T
988 g o
o ICD-0O-3 M-9811-9837 & C42.0, C42.1,C42.4 -
999 © pERETSAE
e X3 GOT & GPT - A fesk °
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5 < , - Wik & 3
A& M HIEiS FIF ESR & IPS

Prognostic Factors of Hodgkin Lymphoma:

ESR and IPS
an B E W A5 8.10

W A
iz ¥5 ESR(Erythrocyte sedimentation rate)¥? IPS & {7 @ £ & i = % (M-Code # ] : 9650-9663)2
TR {838 B iekk o
IPS £3+ ¥ B & TE§ T = H A AFS hlcp o % AERA RBIE 5 (L & 3 * *% advanced
disease) :
v -9 (Albumin) |- ** 4.0 g/dL -
2. & iz % (Hemoglobin)-|- ** 10.5 g/dL -
g
4, EdE AT EN 45 E o
5. Stage 4 disease °
6. v i Ik 3% 15000/mm’ o
7. s ¥ o ® sk i T (lymphocytopenia) ¢ ¥ 3k bt b | 3 8% Ej 3k S| >t 600/mm’ ¢
P IEF I E - L - A 207 A o

Jedk B :

AT A %W’HF‘ R -l A

YoFGdp sl ¢

* o 3Rt F (Erythrocyte sedimentation rate » ESR) & dp iz b S & 1 /] PP 0P ik 5 > 10 %

/] Pr(mm/h) 5 H = o
e MW E3Bod I LW AT
* ¥- R BSRUCE - RESREL e L B 1 F ESR #EALE 500
—%%ﬁéﬂo
SIS £ O P i R
RIPS F 5 A FORPE o MR SR T Z B P R B AR PR 2 B
e ﬁFTﬁF ’f’jf.»~| ,?E'gk;?gfmﬁ l,?%&%?”%??*io
&
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51 ESR #ciE>50 mm/h -
98 ?ig* o
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99 in)ﬁ%%’: R ER R R
e | ]
0 IPS 0 %~
1 IPS1 »
2 IPS 2 ~
3 IPS 3 ~
4 IPS 4 »
5 IPS 5 ~
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8 s 1& * oo
e 2L ICD-0O-3 M-9650-9663 '*F’f o
9 :),%}ﬁ%\ga R A B
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0 8

Leukemia

(ICD-0O-3 M-9740-9742, 9800-9809, 9840-9874, 9876-9948, 9950, 9960-9968, 9975, 9980-9993)
i % % 4 SSF1-2, SSF6-9

(ICD-O-3 M-9811-9837 & C42.0, C42.1,C42.4) % % % 4 SSF1-2, SSF6-9

(ICD-0-3 M-9875) % % 4% SSF1-2, SSF6-10
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A A A

SSF 1 BB 3
§ i Wik R X5 # ) © 000-007,013,021-027,041-042,

051, 061,090-092,8XX,988,998,999

Assessment of Chromosome Study in Leukemia

e A 81

W st
EPRFHEFTHEE Lp R Wi f ot ek e

J<ék P et
AT TR G L AR TR S SRR M

YoFGdp sl ¢

A0 MW AR GABEELL A A UASRPORAFL S0 REER  ARR
Bl B o fs 187 I Wik h RIS HMBSEE > 4} T4 S B BB A
Sl Blhoo ESREZ A R B 5 1(3:21)(q22:q22) 0 A HatB 801 -

A MBET O ARREE SRR LD T B K HREFE LD K

000 -
o FIMRANCH AR AFERBELT TR ERAY C BRAFE B ETAIHA RS
- Iﬁjﬁ B R R A S T RIS
o FIMBENH CARAFERRLT TR RRAE C ARAF L L - BRI MRS
2h nfh 0013061075 K - PI090; &= A ¢ RB¥ 27 - BEF 2Rt A04
51}—*‘5 P kB 5090 5 deF S IR T itz A BB —*Ff » B G001 5 deg = fE(7 )M g d
i —*Ff(l PN T R AT ) TR AL S R > P SAAB092 -
o 4 J Hik A E RS 5 No metaphase cells » {:}ﬁ FHARE R e T LA B S
998 -
VR WL GEHE L 4T
Yok &
000 &R e
001 AML with t(8;21)(q22;q22.1)
002 AML with inv(16)(p13.1922) or t(16;16)(p13.1;q22)
003 Acute promyelocytic leukemia with t(15;17)
004 AML with t(9;11)(p21.3;q23.3)
005 AML with t(6;9)(p23;q34.1)
006 AML with inv(3)(q21.3926.2) or t(3;3)(q21.3;926.2)
007 AML (megakaryoblastic) with t(1;22)(p13.3;q13.1)
013 AML with t(9;22)(q34;q11)
021 B lymphoblastic leukemia / lymphoma with t(9;22)(q34.1;q11.2)
022 B lymphoblastic leukemia / lymphoma with t(v;11q23.3)
023 B lymphoblastic leukemia / lymphoma with t(12;21)(p13.2;q22.1)
024 B lymphoblastic leukemia / lymphoma with hyperdiploidy
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A A A

Yo TH
025 B lymphoblastic leukemia / lymphoma with hypodiploidy (hypodiploid ALL)
026 B lymphoblastic leukemia / lymphoma with t(5;14)(q31.1;q32.1)
027 B lymphoblastic leukemia / lymphoma with t(1;19)(q23;p13.3)
041 Mixed phenotype acute leukemia with t(9;22)(q34.1;q11.2)
042 Mixed phenotype acute leukemia with t(v;11q23.3)
051 Chronic myelogenous leukemia » t(9;22)
061 Myelodysplastic syndrome associated with isolated del(5q-)
090 e - ARV BB FHEAFZZIHMEN -
e ARV HY -2 ZIHEN -
e RE¥ v rE2ZAIHMEA -
091 FRsaftifs 44 HEF -
092 e hd WMBN = (F)N L nR d ML K -
8XX Chromosome study after chemotherapy or immunotherapy or target therapy
988 P o
e ICD-0O-3 M-9811-9837 (EXCEPT C42.0, C42.1,C42.4) -
998 FTHELI MRS o B R
999 FREABPAAFSARGTELI RS -
£l :
B % &
001 AML @ % % ¢ #8384 5 46,XY, 1(8;21)(q22;q22) > = F P ¥t e ¥ & 8 L&z 21 5
Ad L o
090 AML B %% ¢ 8352 2 AML with 45 XY, -7[20](" % ¢ #8%c& 2 ¥ 44 ¢ ¥ ¥,
- E TR S Rk A 20 3p e
091 AML B %4 4 %32 5 46,XY, t(8;21)(q22;q22),inv(16)[20](TF 4 ¢ % & &+ |+
FIMEY, SHEAV R A 8RE 21 LA ME =2 16 5L% HEi ki 20
%f fmPz)
090 ET(Essential thrombocythemia))=i# % 4% % Chromosome # & ° & A3F & % % 5
45,XY,-22[5]/46,XY[15] -
090 Acute myeloid leukemia B % 4 <X Chromosome ¥ & > ¥ £ 3F 2 % % 5 46,XX,
t(9;11)(p21.3;923.3) [5],add(11)(p15)[1]/46,XX[14] -
090 Refractory anemia with excess blasts B % # % Chromosome t# & * & A 3F 2 B 5% 5
45,XX,-22[2]/46,XX,t(3;12)(q27;p13)[4]/46,XX[11] °
092 AML-with multileage dysplasia B % # % Chromosome # & > # A 3F 2 % %

44 XY,der(7;13) (p10;q10),-9,rea(9p),-16,rea(21q),+mar[18]/46,XY[2] °
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SSF 2 BB 3
T PEEEE 3 Lo k5 4 ) © 000-013,021-025,041-042,

051-055,090-091,8XX,988,998,999
Assessment of Molecular Studies in Leukemia

T E AP A 1 82

i A= Ui
PR TARER LopAsF AR TR anmE Biekk e

fedk B ih
AT AL G s R TS IR M

sﬁum#;ﬁl :

. 3B b hdg BRI 4 4 Rk & 2 % 0 14 Southern blot ~ FISH2 PCR % 4 + 1 %

3 —wm\ﬁg WEBELRSFH R AFL 51 BRARLPET AR Y -
HooREERA SRR CEFL BRAFL L FF 0 RIRAB 000 -

o CERIXBIUH ALAEREELFIIREARFOLS I AFERANFELSHBIFER > 4 F T
MHAF A ER BB A e blde s VB AR AT 4 5 EH A L PML-RAR >
P14 45803 -

o FAFAFEWHRBFFLIIIIDREP > 2%~ + %R ETHD 5 50 Rk %HAE 5010 @ 24
090z 091 -

o AFAFERBETIE LA *%WWié‘)%‘FJH\;T&‘?* e Bkﬁ-#ﬁé;i‘ B AR 2 7 i & HhAB
0013 05567 78 % » Pl%75090 » & = fA F % B4 - 27 - ﬁﬂ FrgitAtndslyg o
7 kS 5090 5 dele B2 r‘uﬁ(g)u w\ﬂﬁ%@aﬁl#‘ T RS AP ERARH 0 PR
091 o

o RERRBETHT —*—%Jwﬂ » P %5999 o

o TABEALFAPERLEFCHMERL > 40T

Y &

000 &TF e

001 AML with RUNX1-RUNXIT1

002 AML with CBFB-MYHI11

003 Acute promyelocytic leukemia with PML-RARA
004 AML with KMT2A-MLLT3

005 AML with DEK-NUP214

006 AML with GATA2, MECOM

007 AML(megakaryoblastic) with RBM15-MKL1
008 AML with mutated NPM 1

009 AML with biallelic mutation of CEBPA

010 AML with mutated FLT3/ITD

011 AML with mutated FLT3/TKD

012 AML with MLL-PTD (partial tandem duplication)
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Yo FB &
013 AML with BCR-ABL1
021 B lymphoblastic leukemia/lymphoma with BCR-ABL1
022 B-lymphoblastic leukemia/lymphoma with KMT2A-rearranged
023 B-lymphoblastic leukemia/lymphoma with ETV6-RUNX1 (TEL-AML1)
024 B-lymphoblastic leukemia/lymphoma with IGH/IL3
025 B-lymphoblastic leukemia/lymphoma with TCF3-PBX1 (E2A-PBX1)
041 Mixed phenotype acute leukemia with BCR-ABL1
042 Mixed-phenotype acute leukemia with KMT2A-rearranged
051 Chronic myelogenous leukemia BCR-ABLI1 positive
052 JAK2 V617F mutation
053 Myeloid and lymphoid neoplasms with PDGFRA rearrangement
054 Myeloid and lymphoid neoplasms with PDGFRB rearrangement
055 Myeloid and lymphoid neoplasms with FGFR1 rearrangement
090 o ~FEF HBIHEAIZAIRHFRET -
e —fARF HY-FAVIHILIRKRET -
e REF -y rHZAFTRHRET
091 Pprs @ fa(z) )t rikz A+ kB A o
092 PR Zf(Z) T R%RET -
o ZH(F)MFIREN R -Fur L2 LI HREHBRET o
S TCI LN & I FN ST ST
8XX Molecular study after chemotherapy or immunotherapy or target therapy
988 P o
* ICD-0O-3 M-9811-9837 (EXCEPT C42.0, C42.1,C42.4) -
998 FTRE,FIASFERE - B E 2N
o  EA AN Ao
L fﬁﬁlii%%%ﬁo
B
0y * 5
010 % AML ¥ 5 FLT3/ITD mutated 2 NPM1 mutated » M-code % 4+ 9877/3 (mutated
NPMI) » SSF2 B % 4% 010 (mutated FLT3/ITD) °
090 CLL(Chronic lymphocytic leukemia)enip 45X TPS3 k& "R A4 2 % 2 BB o
090 Refractory anemia with excess blasts i % % 3 MLL-PTD mutated °
090 ET(Essential thrombocythemia)ip %X £ X CALR#& & R a23F 2 %% 5 B
090 Myelodysplastic syndrome with ring sideroblasts and single linecage dysplasia B %
7% 3. SF3B1 2 JAK2 V617F ¥ 3 mutated -
090 ET(Essential thrombocythemia): B 2 <X #E# X CALR ¥ 4 ' A2 L% 57 15

¥ > ¥ MPL # & %% % mutated o
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992 B (R 1 1 1

990 S WP oh gk ik 5 popy T (Lo gh 3R N L N g 4w e issi
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0 & 0 <2 9 <300

1 <ase 3 23 1 500-1000

2 25509 2 3-6 2 1660—1500

3 >50%witherythroderma | 3 6-135 3 =+500

4 =50%-with-bullae-or 4 =15 4 Severe-abdeminal-pain——ileus-or
desquamation Liematochezia
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SSF 6 BB 3
E 0% pd B o ameR X5 # ) © 001-003,988,999

Assessment Cytomegalovirus (CMYV) Infection

Condition )%vfé'ﬁgff_ﬁ- %,};u : 8.6
gt -
fﬁ%f}}fﬁ:}?ﬁ)ﬁ‘t’ % hE ﬁm”é’flii—a- f’”}%b" L'pﬁpﬁ&aﬂlfﬁiﬁ’»?’”/\%ﬁ'ﬁ =3 ¢ }’{EB ik

%”Eﬁg};‘r WP E fmbe }I%* %m%“'(CMV I[gM)F5 4 & E ‘m¥e }I%* FLR (CMV pp65 i )FE 122t
w e }]354 m}]%-q- % (CMV DNA copies)3f *c @ ’g‘ 2Bl BT s s CMV R —’L(mfectlon)

%”ﬁ CMV E# & H BT 2§ (F Lo L% LR AL & 5 CMV 7 g (disease) °
Yok B et
SR RS T Tl
YoFGdp sl -
o NMRBEREELNDCMV R L KRIRE T HE -
kB ii
001 3#2 CMVEZ -
002 ’?*CMVJ,E\JLI‘?%LB%‘%ZJ%"
003 F2CMVE R E S AR -
988 3 g e
. ICD-0-3 M-9811-9837 (EXCEPT C42.0, C42.1,C42.4) -
° TE 7‘#\ o A 1.0
999 PR~ S
b /,\}1 ’}7&% CMV -
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SSF 7
BA"FX 4 a LR

HBsAg

itk 3
S 7% & B © 000,001,010,011,020,988, 999

R B 8T

W A

B EE ISR P LR - BN A - & HBsAg BB o % T

5L R o

J<ék P et

ABFARE Y L iR E R M

By 5]

o kSRS EEATE  mLEfaL o
c T AGMIEYIME A B LIRE KRR D RRE L 0 LRI A TR B -

Fakh L&

000 F % TR BFF R o
001 2 sk LREER Y G B R -
010 Wkt % LI T ABYFF R o

011 &S *SIEME > ey BFY R -
020 EHRES G HEE
988 At o

* ICD-O-3 M-9811-9837 (EXCEPT C42.0, C42.1,C42.4) -

999 2 o
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HFF LG

SSF 8 iR 3
C 3P+ kil Sa#% §° B+ 000,001,010,011,020,988, 999
Anti-HCV

T % P A5 1 8.8

i A= Ui

pediclB kg Tip R I e - B P AR B - = Anti-HCV(2* HCV Ag 2 HCV RNA)
sric kRS AN St L

J<é%x P e :

ABFARE Y L iR E R M

- ETE

o kSRS EEATE  mLEfaL o

© TR IEIUEA T BFLIREIRAE ARARLE 0 LEIIMEAHU R -

*  F Anti-HCV B Lo d F o 16 0 2 9% HCVRNA S5 58 5 0115 £
4% HCV RNA v 5 F5 2P > Bl %#5 5 020 ©

Fakh

&

000 Lt e TR CAPFLR 4 o
001 R W% epfER R G CAPTUR S
010 BhEs L P g CAMFLRE LY o
011 Wk E SN EnfEP Y CAFLR S -
020 R N A
988 R
e ICD-0-3 M-9811-9837 (EXCEPT C42.0, C42.1, C42.4)
999 e
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&I L FenT R Sk §° B * 001-002,988,999

Assessment Status of Acute Hepatitis Condition

T E P BB 1 8.9

i A= Ui

A A 7 A TR Tr 2 R R ek o

fedse eh
R FRE G b BRI A EE A RTET M

- ETE

o AP UFFEIRALEASBEPARI Y AP I > &%k 4 GOT(AST)& GPT(ALT)F A&

-
WrHELUBRY > WhE TETLEF, -
* LR AGOTGPTA % 4 AZiE 1 ¥ @ K T E L Ta&PsFLgirg
Frredr Witk @ 5 o

712“{

74

»

E 4
kJ

-

7B T
001 £ EMTFL G T
002 F AT T
988 P o
* ICD-0O-3 M-9811-9837 (EXCEPT C42.0, C42.1,C42.4) -
999 * R A AT
e X3 GOT & GPT z- i fa % °
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SSF 10 BEER 13
BT - TSR F B E AR IR
Assessment of Latest Molecular Treatment Response

T % AP = A5 1 8.10

it
& :}7%}];3 i B e ¢3F A B iT - X ipk e F i 0 i * 3% Chronic myelogenous
leukemia, BCR/ABL positive (M-code % 9875/3) i % o

Jzdk P el
RIE TR B BT SR R R - LM R AR Y R SR T Bl e

S L LA T

YoFdp 3l ¢

o MRBFREY WAL - A FRRATED SR F R ET G A+ feS%kdp 1 PCR 2
TR EATFIZ % -

* BIHEBRRLET BF RS FREFREY; c FH L AR T BHog o RIS 988 -

e MHER3B/od I -HRP AT

* ¥ S BBESDWPAIYENEE - A I RERDPDZFREERF > R L kG H
o AR - B REFEEED o
. Glde 1: pZErTp AT Y F ARSI FHB%KPH2ZFIEZ 20 > B %A 00 -
o BHr2ipBETPAIY FREL - XA FTRBPDZFIES IS B RRSE S 1o

*  F DA TE A T % logreduction 2 & A % % & # 5% logreduction #cig i & £ §F
WipkhisRmie O BRE > IS 0 Br o F Breki i o

* % logreduction ¥4 it % undetectable ¥ A 7 logreduction #iE » B % = FB I %ff 5 6 o

o S EREIMHmEOSKEE S FIM A BEPAIY - XA FHRERDDZFIET RAZE
24" > FERRARE24 B FF > P AR L F RS D RSB E 999 -

- | A

00-24 BLETp AT Y i A TP HZF Y #Kko
98 FiE oo

e 2 ]CD-0-3 M-9875/3 -
o AR EH LR o

99 © REAELE
© O PPEPAIY R - RS RKRP D2 TIEARE 4B -
© RREAS G e -
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Y T

0 No log reduction (=0) or increase °

1 O<log reduction <1 -

2 1 =log reduction <2 -

3 2 =log reduction <3

4 3 =log reduction <4 -

5 log reduction=4 -

6 log reduction ¥ 45 it 5 undetectable » ® & %5 it log reduction #cig -

8 * 1§ * oo
e 2 ICD-0-3 M-9875/3 -
AR EFing e

9 « R ARERA
s PEWPALIVETEL-ZLAIRBRDDZTIEARE24 B o
s ARFLAFHKE -

£ ol

kY % b

201 2018/02/22 ¥ %+ CML i# % > 2018/02/24 BCR-ABL gene: positive p190
BCR-ABL(ela2) » 2018/03/01 B 4~ * Imatinib ;5K » ¥ SFa bt — XA F &% P
#p % 2019/11/01 » = ;p] BCR-ABL gene log reduction % 0.2 o

125 2018/03/28 ¥ %t CML i# % > 2018/04/14 BCR-ABL gene: positive p230
BCR-ABL(e19a2) » 2018/04/28 B 41 * Nilotinib ;% » ¥ 3R % I fé — X A F &5k
pEF 5 2019/04/25 » ® ;p] BCR-ABL gene log reduction 3 4.5 °

053 2018/07/26 ¥ % CML i# % - 2018/07/31 BCR-ABL gene: positive p210
BCR-ABL(b2a3) > 2018/08/04 F 4 * Dasatinib ;5 » ¥ 3F 0 ks - X o F &% P
#p % 2019/01/20 » = ;p] BCR-ABL gene log reduction % 2.5 °

206 2018/02/22 ¥ %+ CML i# % > 2018/02/28 BCR-ABL gene: positive p210
BCR-ABL(b3a3) > 2018/03/04 B 4z i¢ * Dasatinib ;a5 > ¥ SF a3 b fé - XA F &% P
#p 5 2019/11/01 > ® ;] BCR-ABL gene log reduction 5 N/A(Not available) °

988 2018/07/26 ¥ %+ CML i# % > 2018/08/06 BCR-ABL gene: positive p210
BCR-ABL(b2a2) > 2018/08/14 ¥ fr ik ikie v > BRIV RFFHLE AL D o

999 2017/01/26 ¥ % CML i# % > 2017/02/14 BCR-ABL gene: positive p230
BCR-ABL(e19a2) » 2017/03/01 F¥ 4~ * Nilotinib /nf » {8 ﬁ?}]% BTG FEw
FSRIeF 0 3T P FlEEIRE S 2R A0 2019/04/25 1 ¢ é*ﬁ%ﬂ%ﬁ- SR AR
# #] BCR-ABL gene log reduction % 4.5 -
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T30 73 2 F]+ © SSF Schema

Cancer Site/Histology Factor1l Factor2 Factor3

AP HA Size-of Lymph- Extracapsular Levels I-111,
Nedes-(Invelved) |Extension, Lymph |Lymph Nodes for
Node(s) for Head |Head and Neck
and Neck
Head and neck
C15.0-C15.5, C15.8-C15.9 PET-CT MIE-(Minimally- |Tumor
C15.0 Cervical esophagus Examination iRvasive- Regression Grade
C15.1 Thoracic esophagus esophagectomy->— |by pathology
C15.2 Abdominal esophagus
C15.3 Upper third of esophagus
C15.4 Middle third of esophagus
C15.5 Lower third of esophagus
Esophagus C15.8 Overlapping lesion of esophagus

C15.9 Esophagus, NOS
EXCLUDE :
GIST (ICD-0O-3 M-8935-8936)
Sarcoma (ICD-0O-3 M-8800-8936, 8940-9136,
9141-9582)
b gk A i % 4t @ i R SSF YT i
C16.0-C16.6, C16.8-C16.9 Carcinoembryonic |[Carcinoembryonic [Helicobacter
C16.0 Cardia, Esophagogastric junction (EGJ) |Antigen(CEA) : Antigen(CEA) :  |pylori
C16.1 Fundus of stomach Lab Value Lab Value vs.
C16.2 Body of stomach Normal Value
C16.3 Gastric antrum
C16.4 Pylorus

Stomach C16.5 Lesser curvature of stomach, NOS
C16.6 Greater curvature of stomach, NOS
C16.8 Overlapping lesion of stomach
C16.9 Stomach, NOS
EXCLUDE : GIST(ICD-0-3 M-8935-8936)
Mtk GE™ % SSF T
C18.0-C18.9 Excluding Appendix (C18.1) Carcinoembryonic |Carcinoembryonic |Tumor
C18.0 Cecum Antigen(CEA) Lab [Antigen(CEA) :  |[Regression Grade
C18.2 Ascending colon Value Lab Value vs.
C18.3 Hepatic flexure of colon Normal Value
C18.4 Transverse colon
C18.5 Splenic flexure of colon
C18.6 Descending colon
C18.7 Sigmoid colon

Colon

C18.8 Overlapping lesion of colon
C18.9 Colon, NOS

EXCLUDE :

GIST (ICD-O-3 M-8935-8936)

NETs (ICD-0-3 M-8153, 8240-8242, 8246,
8249)

bR EH %% SSF T i
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T30 73 2 F]+ © SSF Schema

Factor4 Factor5 Factor6 Factor?7 Factor8 Factor9 Factor10
Levels IV-V Levels VI-VII  |Parapharyngeal, |Measured Depth|Measured- Extranodal Extranodal
and and Facial Parotid, and in Pathology Surgieal Marginr|Extension Extension
Retropharyngeal|Lymph Nodes |Suboccipital /  |Report inPathelegy  |(ENE) (ENE)
Lymph Nodes |for Head and  |Retroauricular Report Clinical Pathological
for Head and  |Neck Lymph Nodes,

Neck Lymph Nodes
for Head and
Neck
Tumor
Regression
Grade after
Radiotherapy
Measured Depth [Eymph-vessels-
in Pathology  |ervaseular
Report invasion(VhH
Circumferential |BRAF RAS mutation |Obstruction Perforation Microsatellite
Resection mutation detection Instability
Margin (CRM) |[detection (MSI) Detection
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T30 73 2 F]+ © SSF Schema

Cancer

Site/Histology

Factorl

Factor2

Factor3

Rectosigmoid,
Rectum

C19.9, C20.9
C19.9 Rectosigmoid junction
C20.9 Rectum, NOS

EXCLUDE :
GIST (ICD-0-3 M-8935-8936)

NETs (ICD-O-3 M-8153, 8240-8242, 8246,
8249)

NP BEEAEF DG RGH B S SSF AT
FwE

Carcinoembryonic
Antigen(CEA)
Lab Value

Carcinoembryonic
Antigen(CEA) :
Lab Value vs.
Normal Value

Tumor
Regression
Grade

Liver

Liver

C22.0,C22.1

C22.0 Liver

(ICD-0-3 M-8000-8156, 8162-8175, 8190-9136,
9141-9582 % % 4 SSF1-8)

(ICD-0-3 M-8160, 8161, 8180 ¥ F % 4%
SSF1-2)

C22.1 Intrahepatic bile duct

(ICD-0-3 M-8170-8175 % % 4% SSF1-8)
(ICD-0-3 M-8000-8162, 8180-9136, 9141-9582
¥ % % 4% SSF1-2)

Alpha-Fetoprotein
Lab Value

Liver Fibsosis
Score

Child Pugh
Score

Pancreas

C25.0 Head of pancreas

C25.1 Body of pancreas

C25.2 Tail of pancreas

C25.3 Pancreatic duct

C25.4 Islets of Langerhans

C25.7 Other specified parts of pancreas
C25.8 Overlapping lesion of pancreas
C25.9 Pancreas, NOS

Carcinoembryonic
Antigen(CEA)
Lab Value

Carcinoembryonic
Antigen(CEA) :
Lab Value vs.
Normal Value

Carbohydrate
Antigen 19-9

Lung

C34.0-C34.3, C34.8-C34.9
C34.0 Main bronchus

C34.1 Upper lobe, lung

C34.2 Middle lobe, lung

C34.3 Lower lobe, lung

C34.8 Overlapping lesion of lung
C34.9 Lung, NOS

Separate Tumor
Nodules /
Ipsilateral Lung

Visceral Pleural
Invasion
(VPI)/Elastic
Layer

Status-before-

Breast

C50.0-C50.6, C50.8-C50.9

C50.0 Nipple

C50.1 Central portion of breast

C50.2 Upper-inner quadrant of breast
C50.3 Lower-inner quadrant of breast
C50.4 Upper-outer quadrant of breast
C50.5 Lower-outer quadrant of breast
C50.6 Axillary Tail of breast

C50.8 Overlapping lesion of breast
C50.9 Breast, NOS

Estrogen Receptor
Assay(ERA)

Progesterone
Receptor
Assay(PRA)

Response to
Neoadjuvant
Therapy

Cervix Uteri

C53.0-C53.1, C53.8-C53.9

C53.0 Endocervix

C53.1 Exocervix

C53.8 Overlapping lesion of cervix
C53.9 Cervix uteri

Serum Squamous
Cell Carcinoma
Antigen
(SCC-AG):Lab
Value

Serum Squamous
Cell Carcinoma
Antigen
(SCC-Ag) : Lab
Value vs. Normal
Value
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T30 73 2 F]+ © SSF Schema

Factor4 Factor5 Factor6 Factor?7 Factor8 Factor9 Factor10
Circumferential |BRAF RAS mutation |Obstruction Perforation Rectal tumor  |Microsatellite
Resection mutation detection distance from |Instability
Margin (CRM) |detection anus (MSI) Detection
Creatinine (Cr) |Total bilirubin |International HBsAg Anti-HCV
Value (Bil T) Value |Normalized
Ratio for
Prothrombin
Time (INR)
Ki-67 Mitotic Count  |Glycated
Hemoglobin
(HbAlc)
Malignant Sampling or EGFR ALK Specific Tumor Nodules
Pleural Effusion |Dissection of  |(Epidermal (Anaplastic component of
Mediastinal growth factor  |lymphoma lung
Lymph Nodes [receptor ) Gene |kinase) gene adenocarcinoma
(N2 Nodes) Mutation translocation
No. of Sentinel [No. of Sentinel |Nottingham or |HER2 ( Human [PagetDisease |Lymph-vessels- |Ki-67
Lymph Nodes |Lymph Nodes |Bloom-Richards|Epidermal or-vasetlar
Examined Positive on(BR) Growth Factor nvasion
Score/Grade Receptor2)
IHC Test Lab
Value
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T30 73 2 F]+ © SSF Schema

Cancer Site/Histology Factor1l Factor2 Factor3
Corpus (Carcinoma of the endometrium and Estrogen Progesterone Pereentage-of
carcinosarcomas) Receptor Receptor Non-Endometrio
C54.0-C54.3, C54.8-C54.9, C55.9 Assay(ERA) Assay(PRA) id-Cel-Fypein-
(M-8000-8790,8950-8951,8980-8981,9700-970+) Mixed-Histology-
C54.0 Isthmus uteri Tumerts
C54.1 Endometrium
C54.2 Myometrium
C54.3 Fundus uteri
C54.8 Overlapping lesion of corpus uteri
C54.9 Corpus uteri

Corpus C55.9 Uterus, NOS

(Carcinoma ~ Corpus Uteri; Uterus, NOS (excluding Placenta)
adenosarcoma > . .
(Leiomyosarcomas and endometrial stromal
sarcoma )

sarcomas)

C54.0-C54.3, C54.8-C54.9, C55.9

(M-8800-8933,8934-8974,8982-9136,9141-9582)

C54.0 Isthmus uteri

C54.1 Endometrium

C54.2 Myometrium

C54.3 Fundus uteri

C54.8 Overlapping lesion of corpus uteri

C54.9 Corpus uteri

C55.9 Uterus, NOS

C56.9 o K 18 B 14 Residual Tumor

C56.9 Ovary Carbohydrate Carbohydrate Status and Size
Antigen 125 Antigen 125 After

Ovary (CA-126) : Lab [(CA-126) : Lab |Cytereduetion

Value Before Value After Debulking)
Treatment Treatment Surgery

C67.0-C67.9 WHOASUP- Extranodal Muscularis

C67.0 Trigone of bladder Grade (Extracapsular) |propria

C67.1 Dome of bladder Extension of pathological

C67.2 Lateral wall of bladder Regional Lymph |samples

C67.3 Anterior wall of bladder Nodes

C67.4 Posterior wall of bladder

Bladder  |C67.5 Bladder neck
C67.6 Ureteric orifice
C67.7 Urachus
C67.8 Overlapping lesion of bladder
C67.9 Bladder, NOS
C61.9 Prostatic Gleason’s Gleason’s Score
C61.9 Prostate gland Specific Antigen |Primary Pattern |on Needle Core
Note : Transitional cell (urothelial) carcinoma of |(PSA) Lab Value|and Secondary |Biopsy/TURP
the prostatic urethra is to be coded to primary site Pattern Value on
C68.0, Urethra, and assigned Collaborative Stage Needle Core

Prostate codes according to the urethra schema. Biopsy/TURP

TR T S R
Transitional cell (urothelial) carcinoma of the
prostatic urethra (ICD-0O-3 M-8120, 8122,
8130-8131)
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Factor4 Factor5 Factor6 Factor7 Factor8 Factor9 Factor10
Gleason’s Gleason’s Score |Number of Number of Clinical Staging
Primary Pattern |on Radical Cores Examined|Cores Positive |Preecedures-
and Secondary |Prostatectomy / Performed
Pattern Value  |Autopsy
on Radical
Prostatectomy
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Cancer Site/Histology Factorl Factor2 |Factor3
Hodgkin and Non-Hodgkin Lymphomas of All Sites Assessment status of HIV Systemic  |Assessment
infection symptoms |of IPI
(ICD-0-3 M9590-9596, 9671-9680, 9684, 9687-9689, at (International
9699, 9702-9727, 9735, 9737-9738, 9827(EXCEPT diagnosis  |Prognostic
] Index) score
C42.0,C42.1,C42.4)) &% % 4 SSF1, SSF3, SSF7-9
(ICD-0-3 M9650-9663) # % % 4+ SSF1-2, SSF7-10
Lymphoma (ICD-0-3 M9597, 9690-9698) % % 4% SSF1, SSF3-4,
SSF7-9
(ICD-0-3 M9700-9701, 9731-9732, 9734, 9749,
9751-9759, 9761-9762, 9766, 9811-9826(EXCEPT
C42.0,C42.1,C42.4), 9831-9837(EXCEPT
C42.0,C42.1,C42.4)) % % 4+ SSF1, SSF7-9
Leukemia Assessment of chromosome | Assessment|Assessment-
study in leukemia of to-response-of
(ICD-0-3M-9740-9742,9800-9809,9840-9874, 9876-9948, molecular |induction
9950, 9960-9968, 9975, 9980-9993) % % 4% SSF1-2, studies in  |ehemotherapy
leukemia
Leukemia [SSF6-9

(ICD-0-3 M-9811-9837 & C42.0,C42.1,C42.4) &7 %
4% SSF1-2, SSF6-9
(ICD-O-3 M-9875) & % % 4 SSF1-2,SSF 6-10
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Factor4 Factor5 Factor6 Factor7 Factor8 Factor9 Factor10
Assessment of  |Assessment Assessment HBsAg Anti-HCV Assessment Prognostic factors
FLIPI statas-of eytomegaloviras status of acute  |of Hodgkin
(Follicular HFEV-- EMV)-infeetion hepatitis Lymphoma:
Lymphoma infeetion— condition— condition ESR and IPS
International

Prognostic

Index) score

Assessment Assessment Assessment HBsAg Anti-HCV Assessment Assessment of
acutegraft chroniegraft  |cytomegalovirus status of acute  |latest molecular
versus-host versus-host (CMYV) infection hepatitis treatment response
disease disease- condition condition

@GVHD) e6GVHD)
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SUTHRATHEARI07E 129 BIRSP T L EHE

FHE SRR

2019/11/8

Yodk & 4] ',f Malignant Melanoma of Hard Palate : (p.3)

Site Sub-Site Code 7 B & SSF i~
Oralcavity|Floor of Mouth C04.0-C04.1, C04.8-C04.9 SSF1, SSF7,
& Palate C04.0 Anterior floor of mouth SSF9-10
C04.1 Lateral floor of mouth
C04.8 Overlapping lesion of floor of mouth
C04.9 Floor of mouth, NOS
Hard Palate C05.0 SSF1, SSF7,
SSF9-10
Malignant Melanoma|C05-0-(M-8720-8790) SSEL-SSEZ-
of Hard Palate SSE9-10
Soft Palate, Uvula C05.1-C05.2 SSF1, SSF9-10
C05.1 Soft Palate, NOS
C05.2 Uvula
Other Mouth C05.8-C05.9, C06.8-C06.9 SSF1, SSF7,
C05.8 Overlapping lesion of palate SSF9-10
C05.9 Palate, NOS
C06.8 Overlapping lesion of other and unspecified parts
of mouth
C06.9 Mouth, NOS
Cheek (Buccal) C06.0-C06.1 SSF1, SSF7,
Mucosa, Vestibule C06.0 Cheek mucosa SSF9-10

C06.1 Vestibule of mouth

SSF3 %% -1 % = B2 y° # H
B Pz

PSR

" TARR, 2 F 0 (p12)

7 ER B M T SR F P2 ¥ P (incisional/excisional biopsy, core biopsy) & 3é =
(aspiration) {$ > JHIL % 5 IEILTT 5 S & e
Plhe D AR B R R T ORETE R AR 2 9 i level IV 45 > T 4% < level 111

aspirationf}}ia ELUNC R A e ;%5 EF 2] 2 17 & level IV 4% > P & %k % 011 o
Dlde | AAER B L T RUTR e B AR 2 F i level IV % > 3 4% % level TV/IT=

B BRI S IR LRSS 5 000 ¢
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SSFO §&/4 itk = B¢ e 4 i

FALATH "SSF9, 2 F /&  (p.24)

SSF9 Wi R 3
Todk # Rk
Extranodal Extension (ENE) Clinical
B AP R 8.9

SSF10 k= & 7 ok i

FALFTH TSSF10 2 Z % © (p.29)

SSF 10 Witk r 3

v 3 QJ- (-3

P = 8RR % § ) : 000,101-120,199,210,221-298,
Extranodal Extension (ENE) Pathological 299,399,988,998,999

BE A 810

Boegcd? B TF RN S AR S Y BT BRI o 0 B3 TRBHT B
2 pHBEE 1£% Y%t kg o 4 (p.29)

gt

b R (L ER T R~ TV T FPR » vR R rEp H;F:}E’F'Eﬁ)fl}% & T RE PRI
M T B2 2 58 B (Cervical Lymph Nodes and Unknown Prlmary Tumors of the Head and Neck,

C76.0)%2 Mucosal melanoma of head and neck > &=
T fé‘}H‘ = g\fﬁﬁﬂé}% T ,:} E% IZQ#;‘; o

B E o A TR 2 2R (p.30)

a8 TR
088 e B HT L H - excision g dissection ' % pNO o
. & T & B~ excision £ dissection e
s 3 {7k T % excision & dissection’ & T 72 TR L p AT BB Ak
‘2 % (pNx) e
998 WAL YT B PN BRI T b ek R e
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L
2019/11/8
SSF2 %23k CEA #%: ¥ &

Yo®& = F3c 3 010 ~ 020 ~ 030 : (p.40)

SSF 2
RiriR CEA % ¥ &

Carcinoembryonic Antigen(CEA) : Lab Value vs.

Normal Value

WL R 3
Yn#% §= 7 © 010,020,030,988,999

T E AP A 1 82

25 %
2019/11/8
SSF2 #’2#uk CEA

BAATH THRBL K E, 23R (p48)

SSF 2
RiriiR CEA R ¥ &

Carcinoembryonic Antigen(CEA) : Lab Value vs.

Normal Value

WL R 3
Y% #= F © 010,020,030,988,999

T E AP A 1 82

EFTREY LR
2019/11/8
SSF2 #’2#uk CEA

TREATH Tk ¥ B, 2 F P (p.60)

SSF 2
Bt CEA B% 2 ¥ @&

Carcinoembryonic Antigen(CEA) : Lab Value vs.

Normal Value

Wik & 3
7§ 4 ¥ * 010,020,030,988,999
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SSF 6 KRAS # % &
Yo®B W 2 999 ¢ #ig M#GE | 2 F % (p.66)

Yl | TR
999 | o ke Ao
° flfz-‘é—&@%ﬁ/? °

S
2019/11/8
SSF1AFP ? 4?52 %0 RS &

YokGin 3! % = BEATH TAFP 5% % % % Fd#kiE 5 10 350ng/ml > 3345 9935 2% ¥ © (p.73)

o BEF iR RBAFP  bot B 'ﬁxm . @ v B+ 201-9879 ng/ml -1 AFPHR % 2 B
=3 Q1 ,f 1018 P~ B (R A TE 2 Bkﬁfﬁ;:) $ofh o Dldcke S SR F FEE S Ing/ml o R
5000 ; AFP# 2% 2 % 7 S #ici® 5 6005 ng/ml » # %5600 ; AFP# 2% 2 % F S8 ® 5 10
350ng/ml » #H %5993 -

Yofgin sl ¥ AL "F B A HHR EAZIE 6000 ng/ml 12 b K o H%sg 992, 2% F ; XATH T
B4 ﬁrﬁ & 4 ** 6001 ng/ml X 9879ng/ml > 3%7% 992 ; 1-,& H P &4z 4§ 9880 ng/ml > Fj—%&;%
993 o : (p.73)
. f[;s SN ml,%*eﬂ%ﬁﬁf%AFP bom g v gm » 3 AFPH 5 B AZE ¥ Feth sk & B b < R E -
wr AFP# sé;s*ﬁ R ﬁ%ﬁ % ?ﬁx ﬁrﬁ @ 4 %400 ng/ml 2 6000 ng/ml2 fF ¥
FAEL99T s A 6000-ngimir L } % PR 4226001 ng/ml
i 9879ng/ml P AB992 L BB ﬁrﬁ B éy,&@9880 ng/ml ' A5 993 o

B S BB = (p.73)

992 AFP # %% f_‘éﬁ@%ﬂ%ii Bind < AR E o © %5 Fe ik & & AFP & = f-fF & 41 > 6001-
9879 ng/ml z_ & o
993 e AFP &% 2 7 "% #ic i = 9880 ng/ml -
» AFP %% f_‘é%ﬁ@%ﬂ%ii B < R E > ¥ FRREDAFP &~ fF £ =9880
ng/ml °

SSF 3 Child Pugh 4 #

Child Pugh 4 ## ¥ i3 3% ¢ 39 » g/L 3 g/dL : (p.75)

Measure / score 1 point 2 points 3 points
Serum albumin, g/dL >3.5 2.8-3.5 <2.8
- /F ﬁ‘”

228




14 B ¢ SSF £ & { R7F Hh

Ay
2019/11/8
SSF 1 )% {e ,ﬂhi:)’;«,d‘iﬁvr ok o A

SRBW A RATH TRER ZF R (p8S)

L S

000 . R LY oh vk R J—“(]]%u)
L4 }}%!f:"_,‘)%ro

)

2019/12/31

SSF 6 EGFR # 712 %

Yo% 4= 010 ~ 020 ~ 030 i3 32 53 AAA-UXX,VVV.XXX,ZZZ : (p.91)

SSF 6 Bi-ER 3
EGFR £ 7% % % B ¢ AAA-UXX,VVV,XXX,ZZZ,
999

EGFR (Epidermal growth factor receptor ) Gene

Mutation BEW =AE 8.6

Wigkdd pPf TR w iR RR, L F R (pID
fﬁ"“'ﬁIL

==

- \;‘
v RS

PIEGFR 2 8 2% MR Ba B X * Sk B s h 2 &2 FF1s

™ BT o
B aBins 5 B TATHF = B~% A B (pID)

o W& FPFHETHY EGFRIEHR S - P A hBW AR R F RS v Fap ¥ o
o FRAEGFRZZEFLEFERT Bp Bt LAFL2 M B3 7 5% -
o SFEEIE oD LI LANIEEE N BAR RO BRERZARR -
© FHLEHFR-BREODNENE-BL O F - CZBRRIAERE N
RFAE Y RERF S M RBERS S UES FATRE GG o
w4l @ 3F 2 % 3 Exon 19 deletion— #8 R % ¥7Exon 21 L8S8R % % > %f§ = ABX ©
w42 : 3% 4 3 5 Exon 20 insertion & % % £2 Exon 21 L861Q R % » %45 % EEH -
e EGFRAFIZR =% KR35 » 40T £ !

X ;) E3F 2%
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3 3 Yo BG (2 TR T ATH R B 1 (p.91)

Yo | TH

A EGFR & F1# % 5 Exon 19 deletionk % (¢ Z % fésubtypes) °

B EGFR A F]# % % Exon 21 L858R % % o

C EGFR £ #1# % % Exon 18 E709 % % (%#]4- : E709A ~ E709G - E709V) «

D EGFR £ F1# % % Exon 18 G719% % (&]4- : G719A ~ G719C ~ G719S) ©

E EGFR £ F1# % 5 Exon 20 insertion % % (¢ z % fésubtypes) °

F EGFR £ #]# %% % Exon 20 S7681% % -

G EGFR £ 71# 2% = Exon 20 T790M % %

H EGFR £ F]# %% % Exon 21 L861Q % % °

U EGFRA Fl¥e 2 = H is ﬂé’«’%ﬁféﬁ(%‘»?' |5t bR A A2 B o

A% EGFRAFl# % %% 7 R¥ > LAHE P AR E -

X EGFRA Flth % 5 £ R % °

7/ 7 & TEGFRA Flie & > fe fg % &2 2)5f -

999 |+ 7 wif £F 7 EGFRAFIR ¥4k 5% -

* 7 EGFRAFIR ¥k 2 %gvi’!’lglﬁs)ﬁ_#\_Lmigr’Zfrll}%f?\@—ﬁféio
. Nyt e
B

YoF | R

EXX | An insertion in exon 20 of EGFR is identified.

ABX | EGFR A F1# % 4 % I¢ B¥ 7 Exon 19 deletion— f& R % £ Exon 21 L858R % ¥

AXX | A deletion in exon 19 of EGFR is identified.

BGX | Codon 858 mutation (c.2573T>G, p.L858R) in exon 21 and codon 790 mutation
(c.2369C>T, p.T790M) in exon 20 of EGFR are identified.

UXX | Codon 757 mutation (K757R) in exon 19 of EGFR ° (i1 & ¥ 2t % Exon 19 deletion)

UXX | EGFR# F14 5% & % &5 Exon 21 F ¢7K846R % % °

BXX | 2018# 5" 5 %7 % LUL cancer stage4B > 2018/05/31 Lung biopsy EGFR £ F]#& &% =
Exon 21 L858R % % - Afatinib sine 2018/06/22 ; 2018/12/10 CT showed a new grow
tumor of LLL > 2018/12/18 Peripheral blood EGFR & F]# % % Exon 20 T790M %
5% » osimertinib since 2019/01/09 -

AXX | 2018 % 17 5 %7 % Lung cancer stage4B > 2018/01/12 Lung biopsy EGFR £ F]#& &% =
Exon 19 deletion % % - Afatinib sine 2018/01/26 ; 2019/3/4 CT showed mediastinum
lymph nodes progression > 2019/04/08 lung rebiopsy # #]# 2 = Exon 19 deletion %
% %2 Exon 20 T790M % % - start osimertinib on 2019/5/16 -

VVV | *h i &7 5 9% ’—‘ﬁ'\}%% A48 > 3t AR D e Wy EEGFR(+H) A 7 40 B 6 Sk 4F 2

XXX | * No mutation on exon 18-21 of EGFR is detected.

* EGFR mutation unfound.
777 | 7 ‘£ FEGFRA Fltesk » wdf L fuif 5 &2 25 -
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2019/12/31
SSF7 ALK £ Fl# =2 %
B igcid ? BI TS e i A R 2 F R D (p92)

W A
e e il PEALK R %% 5% 0 MGEERE B R e PR B 2 2 B M Z RS

3L o

N'J'féﬁnﬁ%#ﬁﬁ"ﬁ = BL> T ATH S BL D (p.92)
. d\%ﬁﬂ * lﬁ"‘{(b‘ALKzﬁ}r—]ﬂ;@ ﬁf% * Fﬁiﬂx%ﬁﬁﬁﬂ-bﬁ«f" 5"\?-”1'153\;

© S D BRETR ALKRIMRAS L 23 B RIARE RS G ¥
¢+ FRHALKZ BEFLEFLHET BHECSLESLBE 0 B T & o

%
2019/12/31
SSF 1 % fi-Jc % # X Wk FI(ERA)

R4 4p 3 ¥ =8 (p.95
o MPHA S > F & B 5 ERF Y 5] % Allred THC score » 3 nz%lﬁaﬂfﬁ ks i en
= ;\4 4‘%4—;‘?— o %&‘_‘é@_

2 Es‘c}ﬂgl{%:};} Pil%e 82 % - /)8 (p.95)

* ERF B\ H|X =48 %hiBK LT L3P 40T ¢
P 7 . L L2~ — 75 4% 4 intensity of staining: S

(Strong) ~ I (Intermediate or Moderate) ~ W (Weak) 4 5] % % 35 ~ ¢ ~ 334 o

A B R I B REI B F 2B (pID)
e Allred IHC score = 5 > “E’ul% d 21 4P 4eT
e Allred IHC score & 3 5.5 & 4 #c(intensity score > 0-3)£ ‘w#2 b | 4 #ic(proportion
score » 0-5)% —’"4\1 RATE IR BB ; BARALHO2AREIEME ) e B A B 3-8 AR 5
f% b‘ °
y — B % £ 355 R (intensity) o & B % &~ %4 4% S (Strong=3) -
I(Intermedlate—2) s W (Weak=1) ~ 0 (& 3 E5L=0)4 %] X £33 ~ ¢ ~ 334 ~ w5 o
s %2 AR L0 bl(proportion) - ik # 1 4 in % 1 b (positive cell %) T 1L
BT g hr o LT AHREAB A
o b4 1/ IEARE L &y it 5 ER Allred Score= 8 (3+5) 0 B % — 78 % 3 %% S~ % = »
ZHER S g i 84 o
. bl 4w 2 0 oI 2 3% 2k it 5 Estrogen receptor: estimated proportion of tumor cells
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score 0, average intensity of positive tumor cells score 0, Allred score =0 » B % %%
% 000 o
F R T AR IR Allred IHC score » 7 7/ H 3055 B & vz Vb b 4 B > P i
TR R R A
e Allred Score=0 > %5 % 000 > [+
e Allred Score=1-2 » %#5 5 120> I&+ > ER ¥ B 63 7 o
e Allred Score=3-8 » %#5 5 110> 54+ > ER & B 6] % P o

BB in il RE I B (p.95)
© NI AMEHRBSNFEBUT HBRIBAES P - BENF o FoBENF =g
PR E A

RAFINEEF RRREE R BAFESEERRLEE 0 F RR R A RIRRIFF
Rligsh B -

PR RIS Efr@ SN mIRaE L P U RE I E S Mg Ry 0 5 R

IR AR o RAE S A I Bl o

F 5 BRREAGFL ) RARSEBUEL LS - FREEERFE G ERE B 62

fo /AP > BB ALIESERFE B 5] o

I ¥ ERF Ju+t )% Allred THC scoredf & & » B LipsrH B2 2% - L %

AR IR PE o PR AREAERE B B o

FEIRAY SE- RELBE FT 5 OB A AR S R

Pd & FRRR RE AR cm TRAR 2 2 B G S

SRR SH- RE2ZBE o E S

BoF vt blIE 2 e

o

SEHE A W G BT AV kR E o BRAR

3 2L Yo kG 1P 1 > X A7 Allred IHC score /% 1§ = : (p.96)

ER 7 " &

S5 &R
000 4+ ER 0% ©
001-100 P REEFL ERF B b B R R(EI )RR AP T o
S00-S99 w4 E2 ER F B o
100-199 ¥ L Z ERF BB e
WO00-W99 | 334 % ER F Jgt i
Allred IHC score
5- - :
Intensity score Intensity
0 0 None
W 1 Weak
I 2 Intermediate
S 3 Strong
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¥ = = 3 o
Proportion score Positive cell,%
00 0 0%
120 1 <1%
06 2 1-10%
22 3 11-33%
49 4 34-66%
84 5 =67%
= * YaiB AR
d b s et 5|2 pioo
Ho *  Allred THC score ¥ 45 it 3-8 4~ » X PP 5= Intensity # Positive cell °
111 o ERR B S
120 FEE o
e ERF B 6I<I% (P #HZd %BR)-
e ERF Bt AP T o
. 4 5 ER(-) e
. Allred IHC score & #5 it 1-2 & » A P 7+ Intensity 2 Positive cell o -
121 Wy mEP R aiEr SEE

#53 % 0] © (p.96)

Yo * b
S84 5% B % 5 724F 2 J it Estrogen receptor: positive, estimated proportion of tumor
cells score 5, average intensity of positive tumor cells score 3, Allred score = 8
000 Bk P RELL LS ER0% & 20518 > NS BpEFEL it 5 ER
Negative °
2019/12/31

SSF2 & %% # % # ik BI(PRA)

3 iS4 31 % 2 B 1 (p97)
o SFEA RS fERAES F A B G PRFE B 52 Allred THC score » 3k ¥ fh JLAR 2 #1450
+ g o

B3 S B2 5 - 1 B (p97)
© PRFB“HIEZMH BBEZI ERPAT S S BENS g R g R g
LLJF;fa‘_

b= L L L2~ % — 75 4% 4 intensity of staining: S
(Strong) ~ I(Intermedlate or Moderate) ~ W (Weak)/w\ BN Asg s ¢ v 33 e

ﬁﬁ'iﬁﬁnﬁa’%glﬁ;l B ¥ I BEYAE (I
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e Allred IHC score® = 7% » %K = 3 + P 40T @

Allred THC score 5 3553 & 4 #c(intensity score » 0-3)£2 ‘w#2 vt (] & #ic(proportion

score > 0-5)7 H Se AT E TR HelE 3 FAe A B 0-24R 5 B L 0 o i 3-8 AR G

H s o

¥ — B % 4 LA A (intensity) o i H €& 4 B4 & S (Strong=3) -

I (Intermediate=2) ~ W (Weak=1) ~ 0 (&3 EL=0)4 & X £ 35 ~ ¢ ~ 334 ~ w3 g o

% = ~ Z BB % 4 fmre b (proportion) 0 & H H 4w #2 vt b(positive cell %) F T F s

BT IOE F4r 0 L TR AE L

*  Glde 1igpIRAR 2 4 it 5 ER Allred Score=8 (3+5) Rl % — 45 1% 3 %% S~ % - ~
ZHER S Hrs s 84 o

o blde2ip AR 4 4 it 5 Progesterone receptor: estimated proportion of tumor cells
score 0, average intensity of positive tumor cells score 0, Allred score =0 » B % %%
% 000 o

FRET MR R Allred IHC score > & % (740 H fmPe v (| 2220558 & & BepF > B i

TR R R kS e

e Allred Score=0 > %5 % 000 > [+

e Allred Score=1-2 » %#5 5 120> I2+ > ER ¥ B 63 7 o

e Allred Score=3-8 » %#5 5 110> 54+ > ER ¥ B 6] % P o

BictaBinil R 5 I B (p97)
o M AT N R T S R B RS

RRFEE R CRE O RBARSELERLEKE > §RRRARKRF  PESR R
#icig o

PRl RIS @SN R P U RE I E S g Ry 0 5 R
IR A ARG R PE B |4 A 30 B E o

PSRRI ARL  BARSGHBPRL L5 FELERRFG ERE B 52
fa BB /15 > Rl LIESPRE BV

fFPF5 PRF Jirt &) 2 Allred IHC scoredf £ p% > ip L& H B a2 5% - FHRE B
% 4p ke 5> BIRL4EEPRE 50 6 o
HEEY SHE- R 2L BE > F 7 ;@%ﬁﬁ&wﬁ%%’uiﬁh%@%%
g & PR RE AR cm TRAR L 2 BOE G S

SRR Y SH- RE2ZBE o E S

kY VRE 2R E

o

SEER A G BE A RE o BIRAR

3 2L Yo kG 1P 1 > X A7 Allred IHC score /% 1§ = : (p.98)

PR 5 &+ 6

kB e

000 gedt PR 0% o

001-100 | zo ' pmm@4p 2 PR F st b » @ 2 (A )R AP 7
S00-S99 | 34 % PR F Jix it ¢ o
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100-199 ¥4 Z PR F BB o
WO00-W99 | 334 %2 PR & J+t & o
Allred THC score
R .
Intensity score Intensity
0 0 None
W 1 Weak
I 2 Intermediate
S 3 Strong
¥ = = 3 o
Proportion score Positive cell,%
00 0 0%
120 1 <1%
06 2 1-10%
22 3 11-33%
49 4 34-66%
84 5 =67%
£ 55 LR
. it et G2 B oo
Ho o Allred IHC score & #5 it 3-8 4~ » A P 7+ Intensity 2 Positive cell °
111 W o IR s endicE Y S
120 FEE o
e PRF B GI<I% (%% ¢ mR)-
e PR F BHUHIAP T o
. #4515 PR(-) e
o Allred THC score & #5 it 1-2 & » A F? 77 Intensity 2 Positive cell °

#eH % 61 1 (p.98)

Yok % bl

110 B 2 i JEIR 2§ it PR % positive, Allred score=7 °

000 B P B2 5 PRO% » % L9058 0 IS RIEEL & 5 PR
Negative °
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2019/11/8
SSF 3 % #4458 & 2 F 2%
3+ %% 5 ¢ (p.100)

SSF 3 BB 3
LR TEE PR 253 %f% §5  © 010,011,020,02+,030,034,
040,04+,988,990,999

Response to Neoadjuvant Therapy

T E AP A 1 83

%GR ATHE B R¥ BT ¥ 8 (p.100)
 hpCRZ * > H 8w Mk L fokd NTRAFRE B

HF% = 011 1% T excluding NOGi+) ) 2 % » B33 TNOGH™ 3 R 3 pCR) 2 F 7 5 Sodh i
010 ~ 020 ~ 030 ~ 040 F1'% "2/ TR A7 4 2 F A% 1% %5 021 ~ 031~ 041 : (p.100)

Yo TH
010 FeA—4&g—Clinical complete response(cCR) -
v 72 7 3 &+ Pathological complete response(pCR) ©
011 (No residual tumor ; no invasive component in breast tissue and lymph node » NO(i+) 7 %
A5 pCR) °
020 Ji{s:—-}%—?;‘—“%—%ﬁ—'rﬁ—Partlcal response(PR) ; Moderate response °
024 PP ;
030 %&—?‘—ﬂ—@#—Stable dlsease(SD) Minimal response °
03+ ; == :
040 %%%—;»—E%%F—?F—Progresswe d1sease(PD) Poor response ; No response °
2019/11/8

SSF5 vl 5 3t = 3 % o P
%“*ﬁal%‘riﬁg—‘ B R ¥ Bt i $Z B (p.103)
o FlE T %5 isolated tumor cell (ITCs) % ° F¥ » J& %% % 000 o

BRI 00037H 5 - 8L R ¥ - Bt ¥ 2 B (p.103)

Yok &
000 o RpWapTRER-
s M REF I solated tumor cell (ITCs) & J° °
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HafS &
o EFFAFTRATENT B wpEEE Y AFRMT B A e
Aok B LR B
2019/12/31

SSF7THER2A. # e i B2 inR Rk

S8 §= 1373 500-502 > 900-902 : (p.106)

SSF 7 BB 3
HER2 £ 2 &8 i 8% iof kit %% § ) © 100-103,200-202,300-302,

400-402,500-502,888,900-902,988,999
HER?2 (Human Epidermal Growth Factor

Receptor 2) IHC Test Lab Value
ptor 2) " Tt I L RRY

i3 rgdn sl % - B2 = B (p.106)

. &r%ﬂ%?ﬁ’ﬁ#‘* LieBiesk o LIRL Y T ABNHE L R et B 05999 -
e HER2# % ! f‘ iv &3> ;£ ¢ 7z ISH (In Situ Hybridization)#? ITHC (immunohistochemistry) °

ISH S #cie s B U FISH#& Bl% % 5 4 » CISH=Z 2 » 5 ts 2 THCH BRI % -
BB S B2 5= B FATH S B RE 2 [ BLE 5T 1B (p.106)

o FikIp T SAB R R %i#ﬁs’v:

© REREREET G RRAFE BAFEHERRBELEL ) FRBERARRRF 2T LR
rﬂfé’v&m b o

. H—‘ﬂﬁf FORE Ao IV R IAR L o RSN B S SR Ry 0§ R T

IF'Ufﬁ/F » PIAE SRS N E -

 H- WE‘L-}%’E R E - RFE2ZBRFT PFEE IR R Ik < R AR

FRIEAFL B % L2 BARSFISHIER S S > CISHA2 > £ 25 2 THCHR RIS %

o SHEBE AH- REF2ZBEEF FLRKERE UBEK%KEL L RAFSFISHE

Bl % > CISH=z » £ =% 2 IHCH, Bl % -

YoRBdn 3 51 B2 % B2 H{ 4 Tequivocal ; 2 F B 1 (p.106)

e BXVHEMIIETIKREE: J‘%'I“’L"“ v 2 SR BT EGiE “,% v B X % s HER 2 3 & M4 &
equivocal » &3 &m0 T 5 % w2 B e

o  Fw MKk HER2# 5% 5 1214 ~ equivocal 2 34 £ % /5% o 3
P R mAg 5 888 o

o

ekt 2 BE A F

‘“%

YoBG i 31 % = BEA 4c Tequivocal ; ~ TRARZ 4L 2 F 7% & (p.106)

o Fa M5 HER2¥ 5% 5 1442 - equivocal 2 44 2 3 Bin 70 T8l > Jp R i 2 BiclE 5 A
2 5 equivocal > JEAR 5 & > ¥ R A S FISH #B|5% % » CISH =t 2 > £ # = % THC # P
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BE e
ATH B3 8 N B 1 (p.106-107)

= p 108 Z¥rEA=2 % » H HER2 &% 3F 2 % &35 ISH (FISH/DISH/CISH)#: Bl % % > J& /B
= 500-502 ; 37 ¥ 4F $0g & 200-202 ~ 300-302 2 400-402 -

i3 3% Y8 2200-202 ~ 300-302 ~ 400-4022_ % & ° ¥ X73500-502 ~ 900-9022_ % % : (p.107)

ks &

200 ¥ 100-107 L 4%r#& B X * >
* CISH, negative °
* CISH, not amplified °

108 Z#radzz B ¥ o

pul

201 ¥ 100-107 xR xie* > p 108 ZETEA22 BXRAF* o
* CISH, positive °
* CISH, amplified °

202 ¥ 100-107 érE Bk * > p 108 ZETEA22 BRI F* o
CISH, equivocal °
300 ¥ 100-107 xRk * > p 108 ZETEA22 BXRAF* o

* FISH, negative °
* FISH, not amplified °

301 W 100-107 47 Bxig* > p 108 LT EA22 BX7A§* o
* FISH, positive °
* FISH, amplified -

=

302 H100-107 2% EBx* » p 108 L% EA2 BHAF* o
FISH, equivocal °

400 ¥ 100-107 & Bxig* > p 108 L% EA22 BXRFF* o
H U s Her2 1514 -

401 ¥ 100-107 & Bxig* > p 108 L% EA22 BXRFF* o
H U s Her2 B+ -

402 #100-107 Z4%rE B2 * > p 108 L% &EA=2 BEAF* o
H v ¥ 5% » Her2 equivocal °

500 * ISH, negative °
* [ISH, not amplified

501 * ISH, positive °
* [ISH, amplified

502 ISH, equivocal °

900 Her2 A > H v %> N A ehpkesh > N7 3o

901 Her2 Bt » H o B> N btz > 587 3o

902 Her2 equivocal » 2 v #5k > V& Ptz > ;4 % 3o
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3 22 X ATH R B ¢ (p.107)

YoAB % 5
100 B3 nkwr P44 THC #& 4 3F 2 5 Her2 (equivocal): L {73 % o 41 80
B iR RATEET S *ﬂfﬁfr FR4E 2 2 THC f 547 % 5 Her2()
101 BxEiF P A THC & A48 2 5 Her2 2+)» FISH(H) » 2. (s & < q“f e A
Wﬁfr}?al‘*’zﬂ? 242 THC ¥ 44F 2 7 Her2 (1+) °
300 BABA K 107 E L& 5 Tl ok P B IHC # A4F 2 3 Her2 ()& Her2
(equivocal) » £ (FHE L 5 HH iV BNk > 2 {6 HL T “,/]E. Mgt s 2 “,fﬂ‘ir" -‘])%EES’F
242 FISH# 43F4 7 Her2 (-) °
302 @4*%Wun&$w;i& X AVE A S n e B IR L 2 THC 1k A 7
4 Her2 (2+) » t 4 FISH # 47 2 5 EQUIVOCAL -
500 BEWNARIBEZEE I inkhnr ¥ h IHCH A4F 2 5 Her2 ()& Her2
(equivocal) » £ (FHEX 5 EH VBN > 2 (8 EX T ek E i i TLAF
42 FISH#& 2484 5 Her2 (-) »
502 BEDARIOBELE L I B ok » & ’F‘”f‘l’*‘% ES ”"f?}ﬁf«‘fﬁi@_ﬂﬁiIHCfﬁ
4482 Her2 (24) » 15 4 FISH # 4 4% 2 % EQUIVOCAL -
501 BEEF P IHCH A3 2 5 Her2 Q+) FISH(+) B & &5 E 0k 18
EREFVRLS 5 kRIS 2 THC | 472 5 Her2 (14) »
2019/11/8

SSF 10 Ki-67

BHAB R ML R B EAH P M RPI LB B2 LB (p.110)
o R GAS R AR A A

s A L

%ﬁ*ﬁiﬁkﬁﬁﬁﬁﬁ°

BERE R :f‘}'é’p”" ] 2= l%i:}’%b‘ﬁ"g 2 Bl R BRBAGIRBIFE 2T LR

13 T B B 45 o

P% ﬂ@%mcﬁﬁﬁmw%ﬁﬂ%%’U@%%&i&@é%%%%’%@%%
AR RIPE > RIS A IR BE o

E—ﬁ@%fpﬁ—&%aﬁﬁfﬁi@ﬂ%%’uiwh%@%%t&%@%@ﬁﬁ

RILFEL HE S A o

SR CH- RB2ZBRFETF S LKRKER ) RFLET A VRS 23 o

FABER ISR i %‘#ﬁ?ﬁ“ v Qe B

FRIEAFL L B SRR NS

FOREAEL P RS AN AP R R R Ry B BE T R

2019/12/31

SSF 1 # % #& % Wk RI(ERA)
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%4 B 1 SSF £ ¢ I AT Hop

B TS 3

o HaHoTHBRIELESD B BB 8

51 % w8 (p.117)

g Z B Ut iEde o

5
B A BIERIPF 0 ISR

m ®

ERRE R BAESER R BE é
#iciE o

PP SRR AN e A 2N R TR A B RN 2 D dh R R
BN A BRI 0 PIAESE S IV EE o

FIBEREAFL  BARSEBURLIL S FRESEREG ERE B 62
fo /ISP > BIIR LI EERE vt b o

FEAREE DH - REL BRSO AR L ok R
o L R AR S T2 ﬁp\&@;L

ST S H- REFL B FINEBA YL BT AV RBHE 0 PIBAR
BrE Ry biIRE 2B E o

FARBE LR W PR EY > B P2 RIS g
FERPFRAET G S PHBEE AL PSR B bR R
PRk e

S F5 &
000 £ ER 0% o
AT & &) ¢ (p.118)
Y FB H bl
000 BEr P REFLHEER%  FX Ik N REFL Kt 5 ER
Negative °
s A L
2019/12/31

SSF2 § Mk X Wil

B YafBdp il 5 2 B 1 (p.119)

*  HRIENMUT SiE R A EAAEE

ERRE R R BARSERRLEE > § ERREA QKR DIESR R
Big o

PRl RIS Efr @SN R P U RE I E S g Ry 0 5 R
IR AR o RAE S A I Bl o

FIBESEAFL BAFEEBERLILE  FRESEREG PRE B 5|2
fo Wt B /IE AP > PR ASEEPRE B B o
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it4gr B 1 SSF £ P { AT

P X A VARAE |- S Fé}:’lj:f./{h—kylﬁ;}g,)??%g
g BB AR SR AR 2 2 deiE G A o

o SHHBT LH- RE2ZBEE
GF Y DIRB LR E o

o ERBE ISR W PR AE o I R L pTEAR R 4R

c FEMTPRAT G OBIEE A VLR DESE R R GG iR

T

e FEMERY SE- RELBE o ET
7 & Y=l
5 357 b4f;_lv+p/”\;u*§5g,g,a.§;tgﬁ

BB = BRI F R (p.120)

Yo 7B T
000 £t PR 0% -

#73 % 6] ¢ (p.120)

kY bl
000 '[if\ﬁ‘h’ G }?‘iiﬂ'fﬂ - w it PR 0% #:E-;»:I‘/{hf/r-),%v‘fv TS },’}\ﬁwgﬁ #l’!ii = ER
Negative o
W 5k A
2019/11/8

SSF2 % # = 2 e @ ias

7% [#1010-03013 :2 3 010 ~ 020 ~ 030 : (p.132)

SSF 2 Witk 3

M T B ROt Ry A S8 3 ) © 000,010,020,030,988,999
Extranodal(Extracapsular)Extension of Regional

Lymph Nodes BEE AR 82
R
2019/11/8

SSF 6 *» ¥ i ik & ¥ P

i i > B T Famsts SpEAEL Y | LR (p147)

e EHIRE R B T o i A ERer Ve AR -
%Mip3 F2 cw - T B PG Tt 2 F R F T BH 4 (TRUS-BX)Z F & (p.147)
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it4gr B 1 SSF £ P { AT

. TS ke P Griedk P P RE R F A2k
N (TS Kt ’gﬁﬂi&‘¢—k—'ﬂ1§—w o e Br e A Bop e o

«  TURP% % 4 # {7 4s4-(TRUS-Bx)*> % - r@M% 988 o
¢ HEGNMYHEFRFELIL O FVRFRATE T AT RTHE

YoFB 1 = 988 2 999 §I%% Mgt | 2.3/’ (p.147)

BB Tk

088 P F L A T P oo

999 T N A S S RS S L
° * Ei- o

2019/11/8

SSF7 *» ¥ i ¥tk |+ 8 P
s b Mgt | 2.3 ! (p.148)
SRR EROR B R E e F RS e P ORILAE L Y R R R o

WA F - 2 2 TR T 23R (p148)

. - fmdtr PRV 3 5B 0E o L 2R PR AR S AL B B iR EIE

o
o FNF S Adeslo PR et P ERB P ERRF 2k Ak
o BRI B K Sdedty B9 P iRl B licdp 4 o

o TURP% 5 A3 fFdmdlss ¥ 5 b b 5 988 o

S5 1 = 000 ~ 988 ~ 999 i*“]‘,ﬁ% mé-2 F Pl (p.148)

Y &

000 gl BB o 8 RIS S A .

988 R

e PINTI B% o

999 e fmétr P RILIEM o e B i EEA T
° ! ‘?:3'_ o
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o

2019/11/8

B e WA P (p153)

.;,H::v

B

Hodgkin and Non-Hodgkin Lymphomas of All Sites

(ICD-0O-3 M9590-9596, 9671-9680, 9684, 9687-9689, 9699, 9702-9727, 9735, 9737-9738,
9827(EXCEPT C42.0,C42.1,C42.4)) & % % 4% SSF1, SSF3, SSF7-9

(ICD-0-3 M9650-9663) & % % 4% SSF1-2, SSF7-10

(ICD-0-3 M9597, 9690-9698) & % % 4% SSF1, SSF3-4, SSF7-9

(ICD-0O-3 M9700-9701, 9731-9732, 9734, 9749, 9751-9759, 9761-9762, 9766, 9811-9826(EXCEPT
C42.0,C42.1,C42.4), 9831-9837(EXCEPT C42.0,C42.1,C42.4)) ¥ % % 4+ SSF1, SSF7-9

LR

2019/11/8

SSF 10 3if ~ & isfk F el A %A fi=h

BB FREPNF (p182)

Sl

* b

125

2018/03/28 ¥ %+ CML i# % > 2018/04/14 BCR-ABL gene: positive p230
BCR-ABL(e19a2) » 2018/04/28 B 4~ * Nilotinib /o > ¥ SR 5 & {8 — X & + & 5%
p#F 5 2019/04/25 > * ;p] BCR-ABL gene log reduction 5 4.5 »
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45 B 1 SSF £ ¢ { 37 dc

SUTETFTHLIARI08E 127 B3RP T > UEHE -

FF A
2020/9/30
SSF 7 -‘ﬁﬂ-’.*f PP IR R

BRALE R L Y FHRAIER | (p20)

SSF 7 BB 3
R B4R L P FBRIRR k5 # 7] : 001-980,987,988,990,997,998,
999

Measured Depth in Pathology Report

BB W5 8.7

2020/9/30
SSF4 %> %

FHRAEIFZ B RFZBEE P e B LR (pSD)
* 2CRM4p F F % 7 Circumferential radial margin ~ Circumferential resection margin ~ Mesenteric

(mesocolon) margin ~ Radial margin ~ Soft tissue margin °
FTHE Yo B W TR ¢ (P52)

kY R
999 o FEBTR I

. REAREE
* I iy it 5 distal and proximal margins ©

EFLREY CEFRK
2020/9/30
SSF4 %> %

FHRAEI TR RFZ L P B LR (p.63)
* 2CRM#p F F % 7 Circumferential radial margin - Circumferential resection margin ~ Mesenteric

(mesocolon) margin * Radial margin ~ Soft tissue margin °
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i B 1 SSF £ f #7F Hcp

FTH B TR 1 (p.64)

kB C
999 R €3 S =

o REAEE
. }}ia JB3F 2 Wy it 5 distal and proximal margins e

'Hﬁr
2020/11/13

i 32 Child-Pugh Score % #p % : (p.75)

Measure / score 1 point 2 points 3 points
Total Bilirubin, pumol/l(mg/dL) <34 (<2.0) 34-50 (2.0-3.0) >50(>3.0)
R 4 -%

L%
Serum albumin, g/dL >3.5 2.8-3.5 <2.8
R AL S
Prothrombin time prolonged, <4(<1.7) 4-6 (1.7-2.3) >6(>2.3)

sec (INR) i s % Jp P& Y

Mederate Slight Severe— Moderate

Ascites g -k None ;
(easily controlled) (poorly controlled)
Hepatic encephalopathy None Grade I-1I Grade I1I-1V
”‘}% i (or suppressed with (or refractory)
medication)
i B
2020/9/30

SSF2 § M 522 M1 7 (PRA)

Yol d3 BT A B2 FZ LB B - BEE R Bhep FE B A B2 FZ ) BER G
PR : (p.101-102)
o Allredscore: = % » %G8 = 3 - # P 40T
e Allred score > 3 5.5% & 4 Hc(intensity score > 0-3)22 ‘m#2 +* &) 4 Hc(proportion score °
0-5)3 ¥ 4 TR R 2 Belf 5 F Ao A B 02AR S A > S A B 38 S 11 -
* % - 5 A MEL% R (intensity) 0 & H % & A W/4E 4 S (Strong=3) -
I (Intermediate=2) ~ W (Weak=1) ~ 0 (& M 5=0)4 W] X £ 36 ~ P ~ 334 ~ ®MEL o
o B2~ 2B %0t Gi(proportion) » ik H L n % 1 i (positive cell %)+ T 1L
PITHE RS ELT IR RS A -
o blde 1IEIZAE 45 i 5 PR Allred Score= 8 (3+5) B % - 751k 3 %ufb S~ % = -
RS WiB h 84 o
©  Bldr2ipEI4R 4 45 i 5 Progesterone receptor: estimated proportion of tumor cells

245




4 B 0 SSF £ {47 F B

score 0, average intensity of positive tumor cells score 0, Allred score =0 > P 75

= 000 -
*  FREFT AL R Allred score > &2 {40l fmie 1t bl 255 R 4 fepF > BET 7
B B S F o
e Allred Score=0 > 5% % 000 > [& 3+ o
e Allred Score=1-2 > %#5 5 120> £+ > PR K B\ 54 7 o
e Allred Score=3-8 » %#% 5 110> B+ » PR ¥ B+t "J7r oo
o NI ABHMBINT RBEUT HB AR BEAES S ¥ - BENE D% ¥ RN =

R < A
c REMERET RREE R R BAFSERRLEE > ¥ 2R RA QKR
P R R R B
© FFEF REINCIES I RERL > L RFINC2ZHE L RS R B R
IR A G RIE R |4 A0 B E o
© G IBEEERARL BARSIBEELLE - FRLLEE R PR B B2
fo /AR > BB AAEEPRE B b

SSF 3 # {4 5 i 2. fr 3%
YafBip sl % = BLY PTRA TRV ”q;g&?gﬁ*b HUTE A ehk &7 (p.105)

© % pCRZ ‘o B R R 2 ok U IRAERCTRR BT & SRR ek g
Bt

$f% 1§ 010 ﬁ"]',f A B AT 5 020 i3 < Partial F F% ¢ (p.105)

ks &

010

LT K &p -+ Pathological complete response(pCR) ©

011 (No r651dua1 tumor ; no invasive component in breast tissue and lymph node > NO(i+) 7 %
A% pCR) °
020 Partial response(PR) ; Moderate response °

SSF7HER2 &3 8 v £33 ch} R ki
CEF - F RIS TN N (1))

éﬁ-b‘_,p}% = HER2 # 5% % I£ 12 ~ equivocal 4 44 2 0 S5 o AL IS s 2 B Z 151
equivocal © AR 5 FEtE > ¥ iR A4E4- FISH & R1% % - CISH 2 » £ # = 5 [HC & #l
m%°$w%W§ﬁﬁM*ﬁﬁwF’Wﬁ?ﬁ%ﬁ$%ﬁﬁﬁﬁ°

LR
2020/9/30
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SSF 2 smétr ¥ & 5 Fj i R4 W Gleason < A 531 RABogA IR UK
RSB BB RE B F AR NI (p.149)

© O FEE NIRRT R T e S R R 0T R 2] eGleason | 2 He B
SSF 3 Jméhr 4 &8 5 f 31 B M Gleason X 4 %

R SBIp S B N RE N BELS F A B g (p.147)

© BEFIRTHE e R GG ;FJIJ ﬁzﬁ‘f"'“r%“ 7] ehGleason X 2_ # B o
SSF4 o 274 & < M2/ Gleason L A 51 R A Bokpr xR A/
%E%#ﬁ 31 % N BEATHOOTX” 2. F B ¢ (p.149)

. E“f]li‘*f RE < MR RopIZ4RE 5% 5 PINII & No residual tumor (TX > TO) -
- ci\ Gleason’s score » P % f% 5 988 o

™

BoRB W AT ATHOTX 2 F R © (p.150)

Yok | A

988 g H
° ;\aﬂ”:, gﬁg;?}_iyuj;&_"gﬁﬁ»i]
e PIN II & No residual tumor (TX » TO) °

999 |+ HFHEE DR AR WIRF] 0 BRI K e

° 2‘?,3'—0

SSF 5 k%t 2 %7 ' & {331 # 4 Gleason < 4 ¥k
FaBBp 3 ¥ 4 BATHTX L F P% 1 (p.151)

. AT F SRR R %% % PINIII & No residual tumor (TX> T0) >
L+ ti\ Gleason’s score » F'| % f5 = 988 o

BB EATHATHOTX 2 R ¢ (p152)

Yok | A

988 7 igH
° ;\a’!{‘ 7 %EH;Fiiyxfﬁ-"gﬁﬁgixj o
e PIN II & No residual tumor (TX » TO) °

999 |+ RITHREI R R SR AR 0 IR S A e e ¢

(] ]?‘;::I:.o

R
2020/9/30

SSF1 6 s itk ¢ Wik & e
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45 B 1 SSF £ # { AT T HiP
Yo% W A7H 013 : (p.175)
SSF 1 FreER 3

s of ¢ KL emER 7§ 4§ * 000-007,013,021-027,041-042,
051, 061,090-092,8XX,988,998,999

Assessment of chromosome study in leukemia
e A5 8.

T B AT 013 1 (p.175)

kY K
013 AML with t(9;22)(q34;q11)

SSF1 6 s itk ¢ Wik & e

Yo% ¢ W A7H 013 : (p.177)

SSF 2 BB 3
B PEEET 3 X5 ) © 000-013,021-025,041-042,

051-055,090-091,8XX,988,998,999
Assessment of molecular studies in leukemia

B e B BB 8.2

%o I AT 013 © (p.178)

S8 &
013 AML with BCR-ABL1
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SPUTHRTEBEIAFI09 & 12 % 337w I TR > UEHE -
KR EL A SBRA
2022/1/10

BITH - R F n]lf”"ﬁ—'-”if"‘i » AT SRR ¢ (p.1)

@ T g F° =4 L F]+ (Site-Specific Factors > f§ FLSSF)jcdk ¥ ~ * L& R Bk » ¢+ ' FFH
B GER IR BBREDER R EHR R R T TSR T R
AN a%pﬂa:fgﬁw%éigﬁifﬁ‘ MR L}]%i °

5 i
2022/1/10
SSF 4 b5 R 18 enfh & &

B3 %mBip3 5 - B (p.36)

o MR FREHEFEN FEPmane i RSB S A3B Y 16BN iRk F
FRafic RAFINIEZ /88 BBl T S5 8UF 2 Roox s Edrenikdy o Wb A R EE P TiRIRE
BAFL S5 p FHSTSRF G -

5%
2022/1/10
#Ha

FHLLE 28 (pd5)
2. FRHHEE SR SSFH A L BF R SSFOW =% v 0 S s 988 (R i) o

SSF 5 BRAF # F]% %

B ATET o 20l BRAF A FIR % P 33553 P 2 1 (pS3)

SSF6 RAS # % %

Bt KRAS S isc s RAS RFIR % - ¥ B3nicdep 3> HWph 35231 2 1 (p59)
SSF 10 fic % #8 7 fE TIa R

FTH e SSF10 ek W7 TG RIF i=> PP ZHFT R 2 1 (p.5))
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EFLREY I K

2022/1/10

SSF 5 BRAF # F]% %

B LR o 0kdr BRAF A FIR % > Fmp 3355 P 2 1 (p.65)
SSF6 RAS # % %

Bt KRAS 5k s s RAS A FIR % > ¥ B30jadep 3 > Fp FH 2T R 2 1 (p.66)
SSF 10 fic % #8 7 fE TIa R

FTH <& SSF 10 Ak M 7 TR RIF = > P B33 - (p.70)
%

2022/1/10

SSF1AFP © #|75 52 %% 5% &

i3 S%rs # F 5 A01-A99,010-099,100-987 : (p.73)

SSF 1 BeER 3
AFP ¥ 47252356 H5% (& %f% §5 B © A01-A99,010-099,100-987,

988,991-993,999
Alpha-Fetoprotein(AFP) Lab Value

T w5 8.1

BB ini ¥ 45678 (p.73)

© LETED020# (7)1 2 BR 0 F ISR T RHKAFP > 4o *ﬁ FREEH o FREE 219879
ng/ml > F U AFPH S 2. §F "F#ic @ “/]:: 12107 B~ f/’:ﬁit(:}%aﬂ. EEEL BB W) S A o
bl4e : AFPHe % % F 2 #@ 5 9 ng/ml > 3 %45000 ; AFP%&E@; &R H e %6005 ng/ml
F#AB600 ; AFPHR 5% 4 % F % #c® 5 10350 ng/ml > 3575993 -

© VLETE2021E (7 )Ae2 BH 0 K ied APPSR 2 F R ECE 20199 ng/mlf o R
B 4F 45 3 AO1-A99 ; FAFPH % 2 7 % #icid =+7100-999 ng/ml¥ > 3% 3 010-099 (& % & i
#) - FAFPH S 2 "% #cid 5 1000 ng/mlrd b - BI- {54 J‘MO@BK&’I&(:}%#‘ R > B

) SaAB o blde : AFPH S 2 % ¥ i 5 9 ng/ml > 3%BA00 ; AFPH % 2 % 9 % i 4 123

ng/ml > 345012 ; AFPe 5% 55 % § "F# & % 6005 ng/ml > 37575600 ; AFPHe % 5 % § "Rk &
% 10350 ng/ml » % #8993 -
e BFxE ”* K iokk B B ERAFP > 4o F % Jgtlﬁl » H AFP# 2% f_‘ii}i@? [ERT N e AR ﬁpﬁ (A
szr DAFPHe B3R 2 5 < At E o e u_a_ ' % B~ fFR E 4 37400 ng/ml 3 6000 ng/ml2 F’*—‘Fﬁ‘ ’
A 991 F B~ AR E 4206001 ng/ml,i 9879ng/ml > F¥mAB992 | F B~ i} EAZ:EI8B0
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45 B 0 SSF £ {47 F B

ng/ml > 3 %#5993 o
e ZEFAFPE “#HciEfpit 5 > R A R EEPF > B IZECE SfS o bldc AFPHZH S %9 SikciE
fo it 5 <2ng/ml > G5 A02 -

i3 BB - (p.T4)

Y &

A01-A99 | AFP t& =% 2 % 1-99ng/ml (3§ * »+ 2021 L érE i B X))o

N ‘r—rj\\.
R

010-099 | AFP &5 2 5 100-999ng/ml (3 i i - #c) o

‘mﬂ ‘mﬂ ‘mﬂ
32| uR

B

=
ETS

Y
T

100-987 | AFP t& =& 2 = 1000-9879ng/ml “,ﬁ% 10 (FREEEES 0 B o

SSF 8 C 3%+ X L 4¥

FH BB ¥ 38 (p.81)
e ZAnti-HCV H_;#E}}iafr ook is 0 18R HCV RNAZ IS HPF > 5B 50115 i 5%
ZHCV RNA ™ 42 B » P %5 5 020 -

5
2022/1/10

#73 Yo SSF 1 725k CEA #5% & - SSF2 B "2.#k CEA # 5% ¥ & - SSF 3 Carbohydrate
Antigen 19-9 ~ SSF 4 Ki-67 - SSF 5 Mitotic Count > 3 3 3 %% 1 * : (p.83)

2022/1/22
SSF 3 Carbohydrate Antigen 19-9

75 = 981-997 12 22 H = ng/ml 3 U/ml : (p.83)

B e

000 0.0 U/ml -

001 =0.1U/ml -
002-979 | 0.2-97.9 U/ml -
980 98.0-99.9 U/ml -
981 100.0-199.9 U/ml -
982 200.0-299.9 U/ml -
983 300.0-399.9 U/ml -
984 400.0-499.9 U/ml -
985 500.0-599.9 U/ml -
986 600.0-699.9 U/ml -
987 700.0-799.9 U/ml -
988 FAEH o B g AKART R BRE -
989 800.0-899.9 U/ml -
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4+ B 1 SSF £ { 37T B m

Yokf | TH

990 900.0-999.9 U/ml -

991 1000.0-1999.9 U/ml -

992 2000.0-2999.9 U/ml -

993 3000.0-3999.9 U/ml -

994 4000.0-4999.9 U/ml -

995 5000.0-5999.9 U/ml -

996 6000.0-6999.9 U/ml -

997 >7000.0 U/ml -

k4

2022/1/10

SSF 8 3 YAy g i 5

ATH {cdk SSF 8 ¥ B e & > P FHFIT R 2 1 (p9Y)
SSF 9 8 7% %7 #c

A7 et SSF 9 "R 3 d > P FHF R 2 1 (p94)
2022/1/26

SSF 9 # % 37 ¥

gl ¢ R N E 12 53 025 1 (p.94)

gt
HRHEI N F 02 R Bk R RIEAR L LW F R

YofBin 3| 2 SoBif mRA WS B 120325 0240 ¢ (p94)

o AWENFHREINE FOHEH WL FARGT IS BB YL 5028 0 B i
988 °

% i’% o

*  TO (No evidence of primary tumor) i# % -
* S RHEY Wk 028 B % .

s ARFIREER -

. ;y_‘»’; H3prdR o

L FFRLF I BT
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fitdr B 1 SSF £ { A7 Hp
a;-aﬁa:)g

2022/1/10

SSF3 B ok & B+

B YaiBdn il 38 ¥ BB K ¢ (p.138)

* FARPGHEHZ “T ﬁfr(transurethral resection of bladder tumor, TURBT) & TURBT i 3 2 %7
Mk 0 Pk %5988 -

* FTURBTHZF 2 &t s FF/p A > B2 X MABIRET P PAPIE< 3B 7 > BB WA
988 o

%kl | TR
000 | BILEAAE 5 FFop K o
010 | mILHEAF & 5 FAFvp & -

988 | A * o

e %47 TURBT -

o tehpadR s TURBT > @ & o Fajpiidp 2 7L -
e TURBT &% 2 #74 Ek o

B A

2022/1/10

SSK 2 smétr 5 &8 5 F i $ 305 18 Ml Gleason % 4 5 & 3| fi sl T & I B 2tk
A Y3 F OB RF OBLE H 10 8L R (p.144)

s FHEIXWMETFAEREE E“’Td' Z it > ® Gleason’s score ¥ p FF > RI4E &1 & & dic
(primary pattern)# % # °

#
2022/1/10
SSF 8 C 3|5+ ¢ il

AT YofB I 31 5 3 8 1 (p.167)
e FAnti-HCVH {4+ .fm}?a-w BER LS 0 S FHRBRHCV RNAZ IEHPEF » %B 20115 289 %
:%EHCV RNAIﬁ - F’E— [iﬂ* v ﬂ %E% - 020 C

i
2022/1/10

SSF2 ¢ & A + 2 F B & i
FTH oG W 12 092 2. 2 & : (p.176)
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it B 1 SSF £ { 7 B

%W | A

092 FRd = ()0t A+ %E T

e ZH(E)UIEF R - fEr b AT KKK
e ()Y BE A EIATIHR%KEF -

FTH SomB 731 ¥ 3 B 1 (.184)
* FAnti-HCVH figiupm 4 F4 oy 18 0 (8 F1eRHCV RNAG IS 14PF > 5fg 5011 5 21§
Z%HCV RNA ™ 5 B P > B %8 5 020 -
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445 B 1 SSF £ ¢ { 37T P

SUTHRATHEARII0E 129 B3RS P T/ EHE

FF A
2022/12/21
SSF 7 -‘ﬁﬂ-’.*f PP IR R

F73 %A% 000 2 H 2 & : (p.20)

SSF 7 BB 3
FRAR LY FERER k5§ ) © 000-980,987,988,990,997,998,
999

Measured Depth in Pathology Report

e R 5 8.7

S h &

000 FEMEEFAE - Omm e

8 R

2022/12/21

SSF 4 & édisf t enfeh & &
R Yo% 1 12 988 2. T & © (p.36)

7

988

-lfr—ky KZ];\ o
GIST # Sarcoma -
WAL 7 B2 i o

ERTRESCE

2022/12/21
SSF3 % F”z“[ﬁ RS
[ v;cﬁ' > it o

ik
P

% B
5 R A K
FRIZEHLHREH CEF L (p.65)
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it
EROREY L e RS B GEER ST B iR L RaE ) ¥ s ke

SSF 5 BRAF # F| % %
Bl el BYHIIF RS I Y (p.69)

W kit
RPRRET I REY B YRS Ric R Bk BRAF R IR % B %

SSFSRAS £ #F12 &
Brrlf gk c BYHIEGS AR CEH L (p.70)

it
ERRET EF e RES  ESSS R B RASAFIRERE S * -

SSF 10 f& % ## & %46 2]
Bl gt > BPHIT G REF L F : (p.T6)

Wit -
ERREY L5 REY C ESSSRIR B R MSI & MMR 5% & o

PSS Yo dn 31 % T BL2 7187 F P - (p.76)

o WHYEPFBFFTAHY MSUMMRIHZ S % > 4 h B 5 R EF M eSS @A 2 HERL
% T Hdb o EMSUMMRIG S S %+ F » AMAL Y - SRR A B FELESRE
e kP S IA M B %S 3000 o

u-'r-:)ar
2022/12/21
SSF1 AFP © A|?5352%-v 5% B

RTH k% A00 2 000 : (p.81)

SSF 1 BB 3
AFP ° 3722370 H5% & 4ak5 # ) © A00-A99,000-099,100-987,

988,991-993,999
Alpha-Fetoprotein(AFP) Lab Value

B W AR 8.1
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45 B 1 SSF £ ¢ { 37 e

%G5 F T BATHP 3 (8D

o PETE021E(F)AcL BF 0 F TisR T AFPRS L ¥ FHE 220199 ng/ml

% 10350 ng/ml 5993 5 AFPHe SR B % F F ke 5 091 ng/ml ' S As AOO -

i3 re A AT S B 2R ¢ (p.82)

WiRF E
B4 45 5 A01-A99 5 ¥ AFPH % 2 F % #c & 22100999 ng/ml » 3% 5 010- 099 (4 % i i
#o) - FAFPH %2 F " HciE 51000 ng/mlrt b Rl %% 1110 B ﬁrgg(%ﬂ R B
) Ah o bl4r D AFPH SR & % ¥ S ¥ 5 9 ng/ml > 3+ %BA09 ; AFPH 2 & % 7 S #cfe 5 123
ng/ml > %5012 5 AFPe 2% 5% % § " # & 5 6005 ng/ml ) 4600 : AFPH % 5 % F ik

Yo7 L&

A00-A99 | AFP t& % 2. 7

L 2 A
000-009 | AFP 52§ % #cf &
2

5 <1 & 1-99ng/ml (Rif # »+ 2021 L &FE 115 B %) o
1-99ng/ml % 2+ 10 (4 * *> 2020 2 ¥ & v/ hip % > & i

W R

2022/12/21

SSF6 it u ¢ %

AT 2 SSF6 Mt & F > Fawmp F3 %Y SSFLP : (p.100)
W

2022/12/21

SSF 8 # 2 ofufk i o %

3B dn 3l % - B (p.114)

o AP EFOR RS e S R TR & g i 2 R e R A KK F L R
%&ﬁﬁ#B\ﬁ%ﬁmwiﬁ%ﬂﬁﬁ Wp S RE B REEL BB

B mindl ¥ 0 2 0 I B (p.114)

o AR ’9:]1 #(invasive non-mucinous adenocarcinoma)i & %] i ¢ 7 7 #8 : *1k&=3](lepidic)

’JJ]‘L ;¢ 3] (acinar) ~ &g 4| (papillary) ~ #& 5* £g 4| (micropapillary) {= 5 4%% Al (solid) ;

(acinar)% & 7 & % 3] (cribriform)# 4§ & ’JT\ 7| (complex gland) % = » 3 ¥ Fp{s £ o

—n v g;]‘l\'/‘?;t

o EA MY > K& 7 ER 3] (micropapillary) ~ 7 %8 3](solid) ~ & ;% 4| (cribriform)/4§ & ’ﬁ‘ﬂ‘]

(complex gland)izw 3] f& > & %G 5 000 o

o EFEBAlR W& F pHcs 2R Al(micropapillary) 0 5 5 001 5 e 7 7§23 (solid) -
£
F

W& 7 & kA (cribriform) st 48 & ’JT\ 3| (complex gland) > %45 = 004 - &
VAR RZ BB a B i mie s R ﬁ\- o GdoiFE R A AL A Y
(micropapillary) ~ 7 %8 4] (solid){w & ;& 4] (cribrlform)# w3 0 PSS 5007 e
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it4gr B 1 SSF £ P { AT

3 BRI TR (p.114)

kY TR

004 3l s e 7 &Rk 3] (cribriform)/4g & %3] (complex gland) -

005 R A B ¢ 7 dc s # A (micropapillary) v & & A (cribriform)/ 48 & HJTL 4] (complex
gland) -

006 Al Rk ¢ 7 7 48 Al (solid) e é & A (cribriform)/4F & ’ﬁi 7| (complex gland) °

007 MR A Rk ¢ 7 st B A (micropapillary) ~ 7 %8 2| (solid) e & % | (cribriform)/4§ & “J'}L’;']
(complex gland) °

988 ZIET B
o R

« 2t invasive non-mucinous adenocarcinoma i % o
 BREAARBRL KRBT

i 32 1 A B 6l ¢ (p.114-115)

SnFG =

002988 | Lung (RB4) biopsy DX: invasive non-mucinous adenocarcinoma, MICRO D:
adenocarcinoma growing in solid and acinar pattern.

006988 | Lung (RUL) ,biopsy DX: adenocarcinoma, MICRO D: Sections show tumor cells
arranged in solid and focal cribriform patterns.

000988 | Lung (RUL), biopsy DX: adenocarcinoma, MICRO D: moderately differentiated
adenocarcinoma in acinar pattern.

999988 | ¥ 7 %75 RLL lung cancer, cT2aN2Mlc > &3 (73 = 5527 & » 5324F ¢ Lymph
node (RS10) biopsy: metastatic adenocarcinoma °

999088 | 2021# 1" ¥ %5 Lung cancer, cT4N3MIc stage 4B - 2021/1/20 Vertebra and epidural
space (L3) excision: metastatic adenocarcinoma, IHC: pulmonary origin
adenocarcinoma ° Afatinib sine 2021/2/9 ; 2021/10/15 ?]:}Fﬁ'l%;!i it 34 7 Lung (left upper
lobe) biopsy, DX: adenocarcinoma, MICRO D: poorly differentiated adenocarcinoma in
solid and lepidic growth patterns °

000 Lung, left upper lobe, wedge resection - Non-mucinous minimally invasive

adenocarcinoma, pT1miNO. MICRO D: Histology: adenocarcinoma with lepidic (90%)
and acinar (10%) growth patterns.
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i B 1 SSF £ # { AT B P

Ak
2022/12/21

SSF7HER2 # 2 2§kt £2 :h SRk

i3 ;ifﬁnﬁiﬁ Pl%e A B2 %= B RTH”IE o422 p % ¢ (p.135)
Bl
o ERERE R lt): i B ) lﬁi:}%b‘i*’g T2 BcE P ERBAERE SV LR
f:-ﬁ%ﬁi:m:}%%f

. F%EJ@;}bamx:frgﬁgax,«ﬁ 9 dp o R N B L AR R R 0 E BB 2T
A BRI 0 RIS A I o
AT REI IR e E IR L W f P (4R ISH F Sl B BAEA G
FISH iRl % % 5 2 > CISH =t 2 ’&%;é THC # P % o
blde DR REINEL RIEMT HWF G 0 3 F & & HER2 355 equivocal 5 %
M= %5 £ % FISH #& 0 ¥ ﬁréﬁ_,z@%gﬁ 500 o

+ PR
2022/12/21
SSF1 SCC#h#% &

i3 Safhdn 31 ¥ 2 B (p.143)

o e LR B e o 2 BER SR 2 % (M-Code # FI2E 5 8050/3-8086/3, 8560/3) 0 4r :
+EFR :::)% R R RIS 988 ¢

SSF2 SCC #ur

B AR5 B A B (p.144)

o w2 Bk o e 2 B Uk 2 B % (M-Code §*F12-3 8050/3-8086/3, 8560/3) » e :
FEHRCH T RIE 0 RIRABIES

B A

2022/12/21

SSF 4 %%H%&J‘)’ lﬁgi\} * ﬁﬁ;%:}%ﬁ Gleason < & i £ A i 5B X & I L5k
B KA F B AT R R B R L BE BB LR (p173)

e FH E’”}li‘*” RE < MR RopIZARE S % 5 PINII & No residual tumor (FX—-+6) -
L ci\ Gleason’s score » B %75 = 988 o
o FAjEw e EAFWEMISF 0 R A Y S Gleason X A & o Kaff 5 988 o
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445 B 1 SSF £ ¢ { 37T P

B BiP T E D (p.174)

Yo | A

988 7 i H
°%ﬁﬁ%§%i“%é*ﬁﬂﬂo

e PIN II &% No residual tumor-=X—F0) -
o IiFm e mH T EMBILR

SSF 5 %%H%&kf lﬁgi\} < ﬁﬁg%:}*gﬁ Gleason * Av\gt
@;i-ﬁnﬁ#}ﬂgi .1 %ﬁ’%%ﬁi’;ﬁl}?—'-g@ P R LB L $L- B R AR (p.175)

«  E#HiF ;}%gﬁay?\}_-*y % AR IR % % PINIII & No residual tumor (FX—T9) -
2 @3z Gleason’s score * B % fh % 088 o
o  EaAgEwm L EH T HEMILRE 0 P A S g Gleason X A & o Hndh 5 988 o

i s BB P &K © (p.176)

Yoid | TR

988 7 oigH

o ARFEER DRSS MR

e PIN I & No residual tumor-(FX—F0) °
T SR
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Tk # 3R F5 0 SSF %has B - A

SSF #ff = B #:— F4

WP LAREATER] BHLER .

IR
IR
B ed 3 E R
P 2012 & 2013 & 2014 i 2019 & 2023 &
(2011 £ 372 85 | (2012 £ 372 %7 | (2013 £ 372 %0 | (2018 & 372 & | (2022 & 372 &5
B%) %) %) %) %)
SSF1 000-997,999 P12 a7s 989
SSF2 000,001,005, | #74 %48 002 7 febk i
988,999 Y L
988
SSF3 000,100,010,00 | 374 S #% 37 R
1,110,101,011, | 800,080,008, | 018,081,108,
111,999 088,880,888, | 180,801,810,118
988 181,811,188,818
881,808
SSF4 000,100,010,00 | 74 %78 379 o D
1,110,101,011, | 800,080,008, | 088,808,018,
111,999 880,988 081,108,180,
801,810,118,181
811,188,818,881
888
SSF5 000,100,010,001 | 374 75 3790 oD
110,101,011,111,| 800,080,008, | 088,808,018,081
999 880,988 108,180,801,810
118,181,811,188
818,881,888
SSF6 000,100,010,001 | 374 75 3790 oD
110,101,011,111 | 800,080,008, | 018,081,108,
999 088,308,880, | 180,801,810,118
888,988 181,811,188,818
881
SSF7 000-980,987, 374 %075 000

988,990,998,
999

#1 “,% St 000
2
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Tk # 3R F5 0 SSF %has B - A

B4sY 4R & B

#a w3 2012 & 2013 & 2014 & 2019 # 2023 &

(2011 & 372 %5 | (2012 & 372 %7 | (2013 & 372 %7 | (2018 & 37 7 | (2022 # 372 %7

%) %) ® %) ® %) %)

SSF8 000-980,987, 75 S dB 990 R EL- 0

988,998,999 ARy 5

988
SSF9 988 AR a1
SSF10 AR a1
S
BasY 4 E R

T+ 2012 & 2013 & 2018 & 2019 &

(2011 # 772 %7ip %) | (2012 # AL ¥R %) | (2017 # 2 %7F %) | (2018 # ATL U7 )
SSF1 000,010,011,988,999 P14 s 010,011 T A 0 i

F7H oG L 2F 988
020,030,040
SSF2 000,010,988,999 AT A 0 Y
L 3F 988

SSF3 010,020,030,040,988

990,999
SSF4 010,011,020,021,030 | #1° %43

031,040,041,988,990 | 011,021,031,041

999
SSF5 988
SSF6 988
SSF7 988
SSF8 988
SSF9 988
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Tk # 3R F5 0 SSF %has B - A

HIP- %
B et R E R
F e F+ 2012 & 2018 # 2019 #
(2011 & 3T ¥71B %) (2017 & 372 %718 %) (2018 £ 2T 471 %)
SSF1 000-988,999 #1%% %6 000
SSF2 001,010-030,988,999 #1%% %% 000
SSF3 000-008,010,988,998,999 #1%% %6 000
SSF4 988 ATH TR
000-980,988,998,999
SSF5 988 ATH TR AT 0 SRS T F
000,010,988,990,999 988
SSF6 988
SSF7 988
SSF8 988
SSF9 988
25 %
B dpE R
L FF 2012 # 2013 # 2019 # 2022 #
(2011 & ATZ %7iF %) | (2012 & AL %71 %) | (2018 E ATL U7 &) | (2021 £ ATLETH %)
SSF1 000-987,999 FTH $nAB 988 #1%% %6 000
SSF2 000,010,020,030,999 | #73 % 988 #1%% %6 000
SSF3 000,010,020,030,988,
990,999
SSF4 000-980,990-996,988,
999
SSF5 000,010,988,999 75 k8 990 FATEHE 0 SfB | L E ATETY > AT
W 2F 988 Y% 000-002,006,
007,988,990,991,999
SSF6 000,010,020,988,999 #1575 %75 000 i e HAs 5 000-988,
998
SSF7 000,010,988,999
SSF8 000,010,988,999
SSF9 988
SSF10 FTH AR
000,010,020,988,
999
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Tk # 3R F5 0 SSF %has B - A

EFCRESRCEGR

Y 3R &R

P 2012 & 2013 # 2015 & 2019 & 2022 i
(2011 & (2012 & (2014 & (2018 & (2021 &
FUEBE) | BB R) | MPEBRR) | FNPEBR) | FBEBZ)
SSF1 000-987,999 375 S B 988 P15 78 000
SSF2 000,010,020, 375 S B 988 W14 45 000
030,999
SSF3 000,010,020,
030,988,990,
999
SSF4 000-980,
990-996,988,
999
SSF5 000,010,988, 374 kS 990 7 fcd it N S
999 (o G W 2 | ATH S
988 000-002,006,
007,988,990,
991,999
SSF6 000,010,020, i T A S
988,999 000-988,998
SSF7 000,010,988,
999
SSF8 000,010,988,
999
SSF9 988 s
000-150,988,
991,992,993,
999
SSF10 37 T
000,010,020,
988,999
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Tk # 3R F5 0 SSF %has B - A

n:—:)g, :

B4nvY SR E R
s 2012 & 2013 & 2019 & 2022 & 2023 &
(2011 # 37 | (2012 E472 | (2018 £ 37 | (2021 & #7541 | (2022 & 37 %7
U7 iE %) GED. GES) %) %)
SSF1 000-993,998, | #1°% ¥ % i3 kG L FTH S AB AOO
999 989,990 A01-A99,010-099 | 2 000
100-987,988,
991-993,999
SSF2 000-008,988,
999
SSF3 000-003,999 i3 i kG L
105,106,199,
207-209,299,
310-315,399,
999
SSF4 000-987,999 | #73 %45 988 | # 1'% %s% 000
SSF5 000-987,999 | A7 %45 988 | # 1'% %s% 000
SSF6 000-060,999 | #7H ¥ r8 #1% 7% 000
997,988
SSF7 000,001,010,
011,020,999
SSF8 000,001,010,
011,020,999
SSF9 988
R
B e R E R
TS 2022 # 2023 &
(2021 & 372 871 %) (2022 #ATL 4T B %)
SSF1 001-988,999
SSF2 010,020,030,988,999
SSF3 000-997,999
SSF4 000-100,988,998,999
SSF5 000-021,110,120,130,988,999
SSF6 988 A7 <454 = 001-199,988,999
SSF7 988
SSF8 988
SSF9 988
SSF10 988
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Tk # 3R F5 0 SSF %has B - A

W%
B4nY SR E R
e 2012 & 2013 & 2018 & 2019 & 2020 & 2022 &
(2011 (2012 & (2017 & (2018 i (2019 & | (2021 & 37
YRR | MLERE) MVERR) MBERL) | FBERX) | BEBZ)
SSF1 000,010,020
,030040,999
SSF2 000,010,020
,030040,988
,999
SSF3 000-005,998, 7Tkt B
999 o dl
L 3F 988
SSF4 000,011-013, | #73 kb
988999 014,015
SSF5 000-008,988,
999
SSF6 000,010,020, | #1% % 7% B Sds | W% SR
030,988,999 | 988 000 010,020,030
375 BB
AAA-UXX,
VVV,XXX,Z
77
SSF7 988 AT AR | P SRS
= 000
000,010,020
030999
SSF8 988 ATH T EAF
# 000-007,
988,999
SSF9 988 370 b
 002-021,
988,999
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Tk # 3R F5 0 SSF %has B - A

5o
B ds? 47 E R
o H) S 2012 # 2013 & 2018 & 2019 & 2020 &
(2011 = (2012 = (2017 = (2018 = (2019 =
MU RE) | APERE) | ASERE) | APEER) | AR
SSF1 000-100,110,120, i b sl
130,988,999 000-100,110-111,
120-121,888,988,
999,100-199,500-
$99,W00-W99
SSF2 000-100,110,120, i b sl
130,988,999 000-100,110-111,
120-121,888,988,
999,100-199,500-
$99,W00-W99
SSF3 010,011,020,021, P1% St
030,031,040,041, 021,031,041
988,990999
SSF4 000-089,988,996,
999
SSF5 000-089,988,996,
999
SSF6 030,040,050,060,
070,080,090,
110,120,130,999
SSF7 000,100-103, TR Bk | ATH <& nrg 888 | ATH Yarg
200-202,300-302, 988 500-502 -
400-402,999 900-902
SSF8 000,010,988,999 | # fxdkit 4 = o
Yo T o 2F 088
SSF9 000,010,011,020, | #1 “,% S k% LIRS =0
021,030,999 011,020,021,030 S BB T L 3F 988
55 o T
988,990
SSF10 | 988 988 988 FH e Bl

001-100,988,998,
999
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Tk # 3R F5 0 SSF %has B - A

FERR
Ba4se R &R
FELF]+ 2012 & 2019 &
(2011 # T2 471 %) (2018 & 372 4718 %)

SSF1 000-988,999 H*% Snsf 000

SSF2 000,010,020,030,988,999 H*E S s 000

SSF3 988

SSF4 988

SSF5 988

SSF6 988

SSF7 988

SSF8 988

SSF9 988

- F R

Bane 3R &R
FLFF 2012 # 2014 # 2019 &
(2011 & 372 %7 1B %) (2013 # T ET1R %) (2018 # AT ET B %)
SSF1 000-100,110,120,130,988, i 2T Y kG
999 000-100,110-111,120-121,

888,988,999,100-199,
S00-S99,W00-W99

SSF2 000-100,110,120,130,988, i 2T Y kG

999 000-100,110-111,120-121,

888,988,999,100-199,
S00-S99,W00-W99

SSF3 988 RTH bR = FTE AR T  Sodh W uE

001-003,987,988 988

SSF4 988

SSF5 988

SSF6 988

SSF7 988

SSF8 988

SSF9 988
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Tk # 3R F5 0 SSF %has B - A

L W
Bane R &R
FLF+ 2012 # 2019 #
(2011 # 372 %7 1B %) (2018 £ 372 4718 %)
SSF1 000-910,920,930,931,988,999 H*% Snsf 000
SSF2 000-910,920,930,931,988,999 H*% Sasf 000
SSF3 000,010,020,030,040,988,990,991,999
SSF4 988
SSF5 988
SSF6 988
SSF7 988
SSF8 988
SSF9 988
k%
Bane R &R
FLF+ 2012 # 2014 # 2019 #
(2011 # RTL TR %) (2013 & AT 471 %) (2018 & AT 4713 %)
SSF1 010,120,988,999 FATE R o Yok L F
988
SSF2 000,010,020,030,988,999
SSF3 988 RTHO AR =
001-010,988,999
SSF4 988
SSF5 988
SSF6 988
SSF7 988
SSF8 988
SSF9 988
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Tk # 3R F5 0 SSF %has B - A

R
B de? dpE R
F e F+ 2012 # 2013 # 2017 # 2019 #
(2011 & ATZ %71 %) | (2012 AT 4T %) | (2016 # AT ETH %) | (2018 E ATLETH %)
SSF1 000-980,999 FTH $nAB 988 ATH Sofh 981-987, | #1' S 000
989-998
F T aE A 980
SSF2 011-015,019,021-025
029,031-035,039,
041-045,049,
051-055,059,099,
988,999
SSF3 002-010,988,999
SSF4 011-015,019,021-025
029,031-035,039,
041-045,049,
051-055,059,099,
988,999
SSF5 002-010,988,999
SSF6 001-025,988,999
SSF7 000-025,988,999 RT3 S FG 998
SSF8 000,010,020,030,040, | #1°% %% 988 AR 0 Sk
050,988,999 & o 3¥ 988
SSF9 988
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Tk # 3R F5 0 SSF %has B - A

MR
B he? SR E R
F e F+ 2012 # 2013 # 2014 & 2019 #
(2011 & ATZ %7iF %) | (2012 & AL %71 %) | (2013 AT U7 %) | (2018 E ATL ETH %)
SSF1 000-002,988,999 # 1% % 000
SSF2 000,010,020,030, # 1'% 445 020,030
988,999
SSF3 000-005,988, FTH $nFB 994
990-993,999
SSF4 000-005,988,
990-992,999
SSF5 000-002,988,999 AT B 0 Sk
" ju2F 988
SSF6 000-003,988,999 AT 0 B
" ju2F 988
SSF7 000,001,010,011,
020,988,999
SSF8 000,001,010,011,
020,988,999
SSF9 000-002,988,999 # 1% S 000
SSF10 FTH iR
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Tk # 3R F5 0 SSF %has B - A

§ ok
Bane R &R
P 2012 & 2013 & 2019 & 2020 & 2021 &
(2011 & (2012 & (2018 & (2019 & (2020 &
LEBRR) | HBEBR) | HBEBI) | FBEBRR) | FBEBI)
SSF1 000-007, BI% B8 998 | B kg 062 | RTH| 45 013
021-027, 375 S Fh 998
041-042,051,
061-062,
090-092,
8XX,988,998,
999
SSF2 000-012, Hik i 998 | ATH adh 9098 | ATH{fS 013 | ATH| St 092
021-025,
041-042,
051-055,
090-091,8XX,
988,998,999
SSF3 001-004,988,990 | #1% 45 7 e
,999 003,004 okl fu2F 988
SSF4 000,010-014,988 | #1%% %5 998 | 3 fckrit i »
,998,999 kB ¥ o 3F 988
SSF5 000-003,988,998 | #1%% %5 998 | 3 fckrit i -
999 kB ¥ o 3F 988
SSF6 000-003,988,999 P A 000
SSF7 000,001,010,011
020,988,999
SSF8 000,001,010,011
020,988,999
SSF9 000-002,988,999
SSF10 s

274




	收案條件與編碼原則
	欄位敘述：
	食道癌
	胃癌
	結腸癌
	直腸乙狀結腸、直腸癌
	欄位敘述：

	肺癌
	乳癌
	子宮頸癌
	子宮體癌
	卵巢癌
	膀胱癌
	攝護腺癌
	淋巴瘤
	白血病

	欄位長度：3
	SSF 1
	編碼範圍：000-988, 990-997,999
	被侵犯的頸部淋巴結的大小
	癌登欄位序號：8.1
	SSF 2
	頸部淋巴結莢膜外侵犯情形
	Extracapsular Extension, Lymph Node(s) 
	for Head and Neck 
	欄位長度：3
	SSF 3
	編碼範圍：000,100,010,001,110,101,011,
	頸部第I-III區淋巴結侵犯範圍
	111,800,080,008,088,880,018,081,108,180,801,810,118,181,811,188,818,881,808,888,988,999
	Levels I-III, Lymph Nodes for Head and Neck 
	癌登欄位序號：8.3
	欄位長度：3
	SSF 4
	編碼範圍：000,100,010,001,110,101,011,
	頸部第IV-V區及後咽區淋巴結侵犯範圍
	111,800,080,008,088,808,880,018,081,108,
	180,801,810,118,181,811,188,818,881,888,
	Levels IV-V and Retropharyngeal
	988,999
	Lymph Nodes for Head and Neck 
	癌登欄位序號：8
	欄位長度：3
	SSF 5
	編碼範圍：000,100,010,001,110,101,011,
	頸部第VI-VII區及顏面淋巴結侵犯範圍
	111,800,080,008,088,808,880,018,081,108,
	Levels VI-VII and Facial Lymph Nodes for Head and Neck 
	180,801,810,118,181,811,188,818,881,888,
	988,999
	癌登欄位序號：8.5
	欄位長度：3
	SSF 7
	編碼範圍：000-980,987,988,990,997,998,
	病理報告中的腫瘤深度
	999
	Measured Depth in Pathology Report
	癌登欄位序號: 8.7
	欄位長度：3
	SSF 8
	編碼範圍：000-980,987,988,990,998,999
	病理報告中的腫瘤細胞與手術切緣的最近距離
	Measured Surgical Margin in Pathology Report
	癌登欄位序號: 8.8
	欄位長度：3
	SSF 4
	編碼範圍：000-980,988,998,999
	病理報告中的腫瘤深度
	癌登欄位序號: 8.4
	欄位長度：3
	SSF 2
	編碼範圍：001-910,920,930,931,988,999
	療後最低CA 125檢驗值
	Carbohydrate Antigen 125 (CA-125) : Lab Value After Treatment
	癌登欄位序號：8.2
	欄位長度：3
	SSF 3
	腫瘤手術後之殘存腫瘤狀態及大小
	990,991,999
	Residual Tumor Status and Size After Surgery
	癌登欄位序號：8.3
	Leukemia
	淋巴瘤

	欄位長度：3
	SSF 7
	編碼範圍：001-980,987,988,990,997,998,
	病理切片報告中的腫瘤深度
	999
	Measured Depth in Pathology Report
	癌登欄位序號: 8.7
	欄位長度：3
	SSF 7
	編碼範圍：000-980,987,988,990,997,998,
	病理報告中的腫瘤深度
	999
	Measured Depth in Pathology Report
	癌登欄位序號: 8.7

