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Site Sub-Site Code 2R SSFF =
Lip Lip, Upper C00.0, C00.3 SSF1, SSF7,
C00.0 External upper lip SSF9-10
C00.3 Mucosa of upper lip
Lip, Lower C00.1, C00.4, C00.6 SSF1, SSF7,
C00.1 External lower lip SSF9-10
C00.4 Mucosa of lower lip
C00.6 Commissure of lip
Other Lip C00.2, C00.5, C00.8-C00.9 SSF1, SSF7,
C00.2 External lip, NOS SSF9-10
C00.5 Mucosa of lip, NOS
C00.8 Overlapping lesion of lip
C00.9 Lip, NOS (excludes skin of lip C44.0)
Oralcavity|Floor of Mouth C04.0-C04.1, C04.8-C04.9 SSF1, SSF7,
& Palate C04.0 Anterior floor of mouth SSF9-10
C04.1 Lateral floor of mouth
C04.8 Overlapping lesion of floor of mouth
C04.9 Floor of mouth, NOS
Hard Palate C05.0 SSF1, SSF7,
SSF9-10
Soft Palate, Uvula C05.1-C05.2 SSF1, SSF9-10
C05.1 Soft Palate, NOS
C05.2 Uvula
Other Mouth C05.8-C05.9, C06.8-C06.9 SSF1, SSF7,
C05.8 Overlapping lesion of palate SSF9-10
C05.9 Palate, NOS
C06.8 Overlapping lesion of other and unspecified parts of
mouth
C06.9 Mouth, NOS
Cheek (Buccal) C06.0-C06.1 SSF1, SSF7,
Mucosa, Vestibule  |C06.0 Cheek mucosa SSF9-10
C06.1 Vestibule of mouth
Tongue &|Base of Tongue, C01.9,C02.4 SSF1, SSF9-10
Gum Lingual Tonsil C01.9 Base of tongue, NOS

C02.4 Lingual tonsil

Anterior 2/3 of C02.0-C02.3, C02.8-C02.9 SSF1, SSF7,
Tongue, Tip, Border, |C02.0 Dorsal surface of tongue, NOS SSF9-10
and Tongue, NOS C02.1 Border of tongue

C02.2 Ventral surface of tongue, NOS

C02.3 Anterior 2/3 of tongue, NOS

C02.8 Overlapping lesion of tongue

C02.9 Tongue, NOS
Gum, Upper C03.0 SSF1, SSF7,

SSF9-10
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Site Sub-Site Code Z F & SSF# =
Gum, Lower and C03.1, C06.2 SSF1, SSF 7,
Retromolar C03.1 Lower gum SSF9-10
AreaRetromolar C06.2 Retromolar area
gingiva (trigone)

Gum, NOS C03.9 SSF1, SSF7,
SSF9-10

Salivary |Parotid Gland Co07.9 SSF1, SSF9-10

Glands
Submandibular C08.0 SSF1, SSF9-10
Gland
Other and C08.1, C08.8-C08.9 SSF1, SSF9-10
Unspecified Major |C08.1 Sublingual gland
Salivary Glands C08.8 Overlapping lesion of major salivary glands

C08.9 Major salivary gland, NOS
Pharynx |Tonsil, Oropharynx |C09.0-C09.1, C09.8-C09.9, C10.0, C10.2-C10.4, C10.8- SSF1, SSF9-10
C10.9
C09.0 Tonsillar fossa
C09.1 Tonsillar pillar
C09.8 Overlapping lesion of tonsil
C09.9 Tonsil, NOS (excludes lingual tonsil C02.4)
C10.0 Vallecula
C10.2 Lateral wall of oropharynx
C10.3 Posterior wall of oropharynx
C10.4 Branchial cleft (site of neoplasm)
C10.8 Overlapping lesion of oropharynx
C10.9 Oropharynx, NOS
Anterior Surface of |C10.1 SSF1, SSF9-10
Epiglottis
Nasopharynx C11.0-C11.3,C11.8-C11.9 SSF1, SSF9-10
C11.0 Superior wall of nasopharynx
C11.1 Posterior wall of nasopharynx
C11.2 Lateral wall of nasopharynx
C11.3 Anterior wall of nasopharynx
C11.8 Overlapping lesion of nasopharynx
C11.9 Nasopharynx, NOS
PharyngealTonsil Cl11 SSF1, SSF9-10
[excl. Malignant C11.1 Posterior wall of nasopharynx
Melanoma]
Pyriform Sinus, C12.9, C13.0-C13.2, C13.8-C13.9 SSF1, SSF9-10
Hypopharynx, C12.9 Pyriform sinus
Laryngopharynx C13.0 Postcricoid region
C13.1 Hypopharyngeal aspect of aryepiglottic fold
C13.2 Posterior wall of hypopharynx
C13.8 Overlapping lesion of hypopharynx
C13.9 Hypopharynx, NOS
Pharynx, NOS, and |C14.0,C14.2, C14.8 SSF1, SSF9-10
Overlapping Lesions |C14.0 Pharynx, NOS
of Lip, Oral Cavity, |C14.2 Waldeyer ring
and Pharynx C14.8 Overlapping lesion of lip, oral cavity
Note: AJCC does not define TNM staging for this site.
Larynx |Glottic Larynx C32.0 SSF1, SSF9-10
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Site Sub-Site Code Z F & SSF# =
(A 102 & |Supraglottic Larynx |C32.1 SSF1, SSF9-10
ALFTY ¥ 2
®%{E* ) (Subglottic Larynx  [C32.2 SSF1, SSF9-10
Larynx, Overlapping |C32.3, C32.8-C32.9 SSF1, SSF9-10
Lesion or Not C32.3 Laryngeal cartilage
Otherwise Specified |C32.8 Overlapping lesion of larynx
C32.9 Larynx, NOS
Cervical |Cheek, NOS C76.0 SSF1, SSF3-6,
Lymph  |Jaw, NOS SSF 9-10
node and [Nose, NOS
Unknow |Cervical region, NOS
Primary |Supraclavicular
Tumor of |region, NOS
the Head
and Neck
(GR* 3P
107 B ¥ #
Az P ¢ #
AJCC % »~
KE 6% B
*)
Mucosal C00.3-C00.5, C00.8-C00.9, SSF1, SSF3-6,
melanoma C01.9, SSF 9-10
of head C02.0-C02.4, C02.8-C02.9,
and neck C03.0-C03.1, C03.9,

C04.0-C04.1, C04.8-C04.9,
C05.0-C05.2, C05.8-C05.9,
C06.0-C06.2, C06.8-C06.9,
C09.0-C09.1, C09.8-C09.9,
C10.0-C10.3, C10.8-C10.9,
C11.0-C11.3, C11.8-C11.9,
C12.9,

C13.0,-C13.2, C13.8-C13.9,
C14.0,C14.2, C14.8,
C30.0,

C31.0-C31.1,

C32.0-C32.2, C32.8-C32.9

A

8720, 8721, 8722, 8730, 8745, 8746, 8770, 8771, 8772
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Levels I-III, Lymph Nodes for Head and Neck
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. ;Fgﬁ % H%Tis > TRk N category ]| % 5 cNOF - R150#% 5 988 -
. ®4b*FV%%’?ﬁﬂ%§%@%%%&
o rtSrEY 2. B X $rB998 o
. HkﬁﬁiENEHi,
o 7=k N category®| _% cN1-3 » #23F 2 & p i I B e e #ENE(+) » P % = 75 %8 5
0-
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A i i AL

W2 #" Brhrrariks B (AYd%xE > B)#~ 5t OF

DN (DR Ll - D URN (S L RN RN (R RS - VD RN () ) 8

30 o

Tk 2 WINAE S ZCNL-3(H = BAx R )e) » FhF e adf & S ENE(H)E = S i

PTAAGY - BFHEE o By - BRERESLe

Tk 8 BINET W ZoN1-3(GH = St ize) ) B S Ak i S ENE(H) o & ™ ot

T AAGY E - R EJ% TSR 22 0

%”‘ HER e d o R BHIRE SAPM R 800 Ade b T Bob B R i e Rl
E N K Y I

FARFRYK A ’EJ% G 59 e

AR F R e Bt b b wFREL LD -

*3'“»

s VR Bt R R Ll A - F 3

A % 1§ 7o 8%% B fat stranding, amorphous speculated margins

B # = @ & confluent or matted

C Tl g R
Vascular (vessels, arteries or vein) invasion / adhesion / tethering / encroachment /
infiltration / encasement

D % i »ep % Muscular invasion / adhesion / tethering / infiltration

E A g e
Nerve invasion / adhesion / tethering / encroachment / infiltration / encasement

F v e R T R

G LR B

e BEERKAH2ZENEX Z:

FREWR Aes T RT L & (No palpable lymph node) ¢ " & % < i = %
(No enlarged lymph node) "R Z A s 500

BE % HF G ¥4 H(movable) ~ 2LFH Z(non-fixed) s = A o B ¥ = 8BRS0 5
0o

TRhRE R AR EENT SES S AT M SES NS BRHB L0
TRk P BN B ACNL-3» TRA R E A F M~ RSB IV EE T AT ETARL T
T gz o (A T % F 2 (fixed, fixation, non-movable, not movable, matted) ; (B)#
FEmprrERa g CR K ER -

FRELET AT BIES > D UT ARAEEREFREY E-F SR
Z B RE G2 e
FIRERAAE S A PR 2 B 29
dﬁ%% e X EER AR Mﬁﬁfhﬁ%éi

H—

GCHEP S ERFRHENT ZERAEFRATREY T B &
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I L L

A # = % F 2 fixed, fixation, non-movable, not movable,matted

B FACRE D UL & B e pb] AR G FEind d BT BTk a)
|4 © cranial nerve, brachial plexus, sympathetic trunk, or phrenic nerve invasion with
dysfunction

C A % &)= invasion of skin

o
f‘"’v
]

o

& X|%ra overt ENE & i » ENE(-)
1 A AJ %74 overt ENE & & » ENE(+) -
8 . ¢ * overt ENE -

. ﬁﬂhjé AICC % ~ K% 9% ~ ailoi~‘a‘;14io
9 o iR E %A 4s it overt ENE &P i

* AR FIRE H|¥To

o Azt

LN~
”:\
hn
g

N
: '
D
N

i
1
o

BB Lt mENEZ)® » ENE(-)

S badfity ENERP - T 5 fab ik~ 5 oh & )e cndific > ENE(+) -

Mw%'ﬁ%ﬁﬁﬁ-*i’ﬁ ENEZj° » v ﬂ#-’v-*i#“’ g 7h B e e - ENE(4) -

O N[O

o B E¥H ARt ENE ZRERki o
s AHFRGERE -

° 7\?‘;3”_0

ERE % h e i ENEZ)® - ENE() -

GREREEEFENERR > 2§ 5 H~ B0 P g ENE(H) -

SIS hid it ENERZJ® » fe s i b = B 7h e o - ENE() ©

O N |+ |O

© EE LAt ENE ZRARA -
« AHFEERE -

° 7\?‘;3”_0

988

Tesk 8P %) 5 cNO ©

998

o Wi FERHNISHET AMRTH o
o HFisIEZZ B EH o
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RV RS FHIVRE

po
kg R
000 |CcN1-3 thiE % » ok L5 # 4 45 i LAP(+) and movable: ® £ jt& % 4F 2 & 3 ENE(-)
S L |8 1S B cENE(-) o
001 cN1-3 ehip % > Tk 2%+ 4+ LAP(+) and non-movable » ® ¥ itk 44 2 &
ENE(-) » 55 & 2]%7(s & CENE(-) °
001 Buccal mucosa cancer i % 3% SRR T "R W & 0 K4 1 iE 7Y & IR ENE() 0 7R
%Ehﬁ 7 e A PR it 5 LAP(+) » 3cm fixed of left submandilbe - ?Eﬁﬁﬁxw A3 g
% N category % cN2b -
009 |cN1-3 hip % » Tek W& 4 h# it LAP(+)  ® Btk 6472 & B ENE(-) » ‘55 & 2
715 5 cENE(-) o
010 |cN13:hE% » TR @& 4 3 LAP(+) and movable » @ ¥ ffts & 4% 2 % 3 ENE(+)
and lymph nodes confluent size about 4cm » i 5 57 & 2[%778 & cENE(-) °
019 |cN13 chip% > TR Bt a5 LAP(H) > e AL = %o Bk fi > @ B 48 &
¥ 2 % 3 ENE(+) and lymph nodes confluent size about 4cm > & 5 4% & /LJ i 5
cENE(-) °
021 CN1-3 i % > TA 2 H % 4 7 LAP(+) and non-movable » ® ¥ itk & 4F 2 11157
NERENEMH) A B AH T B ER PR BEEAGY T it g
B8 2|%515 5 cENE(-) o
090 cN1-3eip % > fRA 25 % %3 LAP(+)andmovable > * "T& #ifte & > & B iR 2
AL T BB o SRS HETHE 5 cENE(-) °
099 CN13m‘[\”‘i‘ PR Ade it ﬂ?%ﬁﬁ 502 TaPHME > S PHIRL AP i
ZJe chi e | 0 S A 28915 5 cBNE() -
101 Glnglval cancer B k42X FEI0% "UTA R A 0 L ik AN IR ENE() 0 TRA ?MFF
L 4w it leftside lift shoulder(= <=4 ) Pﬁgm&,g 5% Tk Ncategory % N3be
Flid A A% 11 Hied SAAE G A A gk o
110 cN1-3 enip % > Tk 284 & 7 LAP(+) and movable - @ ¥ jt& & 4% & & 3 ENE(+)
and encasement jugular vein > 5 35F & 2|%7{8 5 cENE(t) »
111 |cN1-3 ehip % » §2A 2 E & & 7 LAP(+) and non-movable » @ £ ffi& 4 38 & & 3R
ENE(+) and encasement jugular vein » 5 & 2]%7{s 5 cENE(+) o
119 CN1-3chip %k > RA RS 4 F LAPH) » AL M= g &kl a Bk aF
4 % 38 ENE(+) and jugular artery infiltration - (3% & 2]%7{ 5 cENE(+) °
121 |cN1-3 ik > TRk = E % 45 LAP(+) and non-movable » #2 3R 4 12 pi;q;‘ P
ENE(+) > e A4 B e &k ™ 37 B0 cnB B A-G ¥ (- J5 ik > S0 4 24515
% CENE(+)
129 Tongue border cancer 1 % 4% FFINT T A e B 0 W2 L iEF| E R ENE(+) > e A
Pl doh B Rp o iRk A-GY - &t TRk FENGT S Wi apEs
%«ﬁ Tek T 4 & et AC P E- kit FETA % TR N category
N3b -
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R 38 RS IR

191 Buccal mucosa cancer # %3t £ B 4 § f it LAP(+) and mattered > F pF X
FINTREARE O FEREF REMRTEERP AT RGRAKT B ElE DR
GEHAG?Y E-fut o 1 F %Eﬁﬁxf 2| 2 f s P B 5 cT2N3bMO -

821 Nasopharynx cancer B % # % EE;E T WA e B 0 IR e it left level 11,111 bilateral

level V % 83k = 5 4 § 07 o oy i (ENEH) e X b = 8 7 200 5l b i A-G
?oiE - o TR P§ FF 3 7 £ 484k & PR 4 i multiple firm and fixed masses over bil neck
level V -
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A i i AL

SSF 10 Wit 3
RIRH T B RER 1 S #§ 4 ¥ * 000,101-120,199,210,221-298,
299,399,988,998,999

Extranodal Extension (ENE) Pathological

B % =5 5 8.10

W ik -

BT AR W T T TV S TOFVR R R R R R) B R 5 RE T P g
M T B2 #p ¢ % (Cervical Lymph Nodes and Unknown Primary Tumors of the Head and Neck,
C76.0)¥r Mucosal melanoma of head and neck » % 3 i#f = g 2 I 5 % 1% 5 Ykl % 95

Jcék P eh !

# ¥ 4 ¢t iz j° (Extranodal Extension > f§ & ENE) > 5 e B 2 g NGB B 15 s 5§
z%ﬁwﬁﬁﬁaﬂé,ﬁﬁ%ﬂﬁwp@&m%:%ﬁﬁ'"waaﬁ

YoFBdp 3l -

o 4+¥textra-capsular spread (i = 5 & ek 43 :}%ECS) » extracapsular extension (# ¥ % & %o & e
ECE) % extranodal spread (# = & ¢ 4734 ENS) %74 » AJCC#% ~ 'k %i— * 3% % Extranodal

Extension > f§ ¥ = ENE -

* PENE()#* 4 & ENE#Z J° -

* PENE(mi) (microscopic® fix) i* % 5 ILENE & j° chped |- >+ % 2 2mm e

* PENE(ma) * £ s ENE & j° cngEdt < »t2mmet S ik (gross) ~ E j(macroscopic) @ 3 3 F s
BENEZ = -

* PENE(+)#™ % 3 jmENE& J° 5 3t & pENE(mI) & pENE(ma) & & pENE(+) °

o MR Sad 21 L HRP AT

© F-BRAG EREHT B RPREERERR DT

© A0 G kT BES L EELHT SRR -

S 1 r;}*“’ff AT ORI T ot R IER<2mm -

ok 2 UM T BT T T T S b e gEEE>2mm e

ok 3Tk T RS BRI T bRy o fL R R P
o ¥ - ~Z L }Fali!'_ ENE i )= ahpedt - 01-98 4 ] v £ 0.1-9.8mm - & A L p :)J%,IE'—_ ENE % J=

SRR 0 R Y fg 99 o

© RE R} ENESR)e o BT AR 5 op TZENE() -

C FF OIHMTHLLI PR ]a 23R4 8§ ENE(H) 2 sEdlichy > BodpP R IESE < H -

e X n»JK%EFF%EW HlEp T B &)X B2 T Sexcision: dissection v it @Iﬁls‘ﬁ e Ui %E'Fi’?:ﬁ_
AU i R EWHt R S e R SERE Dt ),“@1%
ENE(+) > %45 5 399 o

o FATRAFE IR T BT &I T 20 Bexcision dissection v e IR 4 5 i & AL

Bike ! mHT 2% s G988 -

[ ] [ ]
B n‘{“ﬁ
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BN A LT L BRIV

Sl T &
000 FOREET M T BES  LRREET BhRE -
101-120 3 II%IE"—_# T gchizge o B EHRE2mm o T A Ry
199 FOREM T e R EERE<2mm > g A IEdlcd -
221-298  |F ORI T B ehix)e o E)epEg>2mm 2 =9.8mm o & § o pEddcly -
210 FORIEM T Bt R)e o B ° FESE>9.9mm e
299 o P OREMT b B pEg>2mm o G R R EEYEcH -
* P P(gross) ~ E g (macroscopic) ® 3 L F JpL ENE » it @ FE F REd iy o
399 TR T AR o S AT BT -
988 o EXHT B - excision & dissection ¥ i pNO o
o EMT K F - excision g dissection o
©  FEfHT % excision # dissection - iz pILAF L fy A G B R D &M
= 5 (PNX)
998 WO R T B R A T BB I T B ek A
999 © RRFLHERE TR L AR

o OREBHT SRR R T L RPN

L] Zgﬁf_o

K

= & B 2% Level Il # = % excision biopsy - :}ﬁsl_‘?'—_:%‘ﬁﬁé % it metastasis SCC in soft
tissue > no lymphoid tissue seen -
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R A S N R

A 2

CRi
Esophagus
C15.0-C15.5, C15.8-C15.9
C15.0 Cervical esophagus
C15.1 Thoracic esophagus
C15.2 Abdominal esophagus
C15.3 Upper third of esophagus
C15.4 Middle third of esophagus
C15.5 Lower third of esophagus
C15.8 Overlapping lesion of esophagus
C15.9 Esophagus, NOS

AE

T o A s & SSFHY = 475 988

GIST (ICD-0-3 M-8935-8936)

Sarcoma (ICD-0-3 M-8800-8936, 8940-9136, 9141-9582)
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B A SR

= 5 2 5 2 5

949 =L R =5 24 A 2 = 13 L B R e R,
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R L

SSE2

> F .
2. 2 4heX: 2 7 % ; . i 988,9_9_9
o e .
7% -
ré 7 _ v > 3
-— —~
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R S R
SSF 3 iRk 3
PR R 18 IR E i ) %5 = [#] * 000-003,010,020,030,040,

. 988,990,999
Tumor Regression Grade by Pathology

e A5 83

-
YR BEABI D EMRZ LS B
J2ék P et
/‘F\”E 'Ec’—')%li—+ﬁa"%”)§‘/f fe ek AT F’ﬁ’%"’/r% Pk R AR [ hE & F]F o
Yo dp 3l ¢
o AFTRIPERFHEFHPN P FEEET - KT o AT IR 2 R HER R TS &
BPp o B IR LRSS N RGBT AR 0 R L dnedt 5 k3 o
o R HILE jEE K,% 2 pHILAEL S A
Y5 &
000 No viable cancer cells (complete response, score 0)
001 Single cells or rare small groups of cancer cells (near complete response, score 1)
002 Residual cancer with evident tumor regression, but more than single cells or rare small
groups of cancer cells (partial response, score 2)
003 Extensive residual cancer with no evident tumor regression (poor or no response, score 3)
010 BT 73 &g ot FE % 2 U (Complete response) ©
020 [ﬁii‘"""%&sﬁ’r”@% mé{ﬁj =50% o
030 L AR T e <50% °
040 I AR T R A NG e
988 FAg* o
o FIBEFEWEMILE o
o ABFTEGEISR o
o GISTZ% Sarcoma -
990 R R R G L F s R ARP F ik e
999 o FEFAWMEMISF > RFIAP o
. Lfg}ﬁ' * 3 G? FE e
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Bt e AT

SSF 4 k& 3
WK 18 PTRR E %76 § 1 ¢ 010,020,030,040,988,990,999

Tumor Regression Grade after Radiotherapy

R F P B3 8.4

W i git -
B R B R G R F R SR 5 SR F (5 CORT » 440k £ aep )7 15 h0ff
BFEE-

Yedk B e
8 BB RAR  F AR A R ek 2 T £ 75

SRS dn sl

o AP EBREEN FEP RO SORMANR R AP B8R 2667 P PTRE F
BT R 302 (& Bl = RSN L R AR S kg o B A R RE P T RIR A
FIELZ5p FHERF & o

o AP EVITRSE FEIER TS FEE RS

. iﬁaﬁ%iwh%@ﬁo

kY8 K

010 Rk 7B = 2 & J&(CR ; Complete response ; 100%) ©
020 Tk 7 LB 3% > & (PR ; Moderate response ; 50%) e
030 sk 7 AT s 48 2(SD 5 Minimal response) e

040 ek Fk A om g 145 5 (PD ; Poor response) ©

988 FAEHE o

o R HITIEILR o
o WHHFIEILR o
° 7}33[*{{:"22*?*7’K$°
e GIST % Sarcoma -

o R FiREHINAEIAR o

- e A R I i % e A
999 o FREFEWEMILE > B P o

. PEAEPATHE
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BRI LA G R

2

i
Stomach
C16.0-C16.6, C16.8-C16.9
C16.0 Cardia, Esophagogastric junction (EGJ)
C16.1 Fundus of stomach
C16.2 Body of stomach
C16.3 Gastric antrum
C16.4 Pylorus
C16.5 Lesser curvature of stomach, NOS
C16.6 Greater curvature of stomach, NOS
C16.8 Overlapping lesion of stomach
C16.9 Stomach, NOS
Note : Exclude ICD-0-3 M8935-8936

A,
T o A s & SSFY = 475 988
GIST (ICD-0-3 M-8935-8936)

NETs (ICD-O-3 M-8153, 8240-8242, 8246, 8249)
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B2t g R F S Y R

SSF 1 BeER 3
Birfh CEA ¥5% & %f% §5 B 1 001-988,999

Carcinoembryonic Antigen(CEA) : Lab Value

E A 8.1

) A& i
Y R BRE KK 3BT N AT SRR CEA i R o

Jedk P eh:
*ORGER Y R RIS LR

Yo dp 3l ¢

B2 R CEAY % B2 4 HF B R s » AT TR KEFRE DB %_{ﬁgiﬁ T iz
UOROR R o e R SR

BT A RS dn 3 0 B RIe R W3 PR RCEA (ung/ml G H ) BB B blde D s
B 3B 0 N RFRCEAR S 57 (ng/ml) » 3445070 -

AMEEFHELY REFRLACEY BFRAKRK 0 BRNE L FRA k% T R B2
THEIUFRENEDL TR > R TR TR FBREN R SRLEE X
Az f R IRk E 0 P %5 5988 -

FRRARZL DR G AN ERELE T IFAEY > R FP AT A RRE

v
[}

2L

A ST RFRRD U T NS IR R o
% B e pu R CEAR Bh ok io = iR § ehinig o

S 7 K

001 =0.1 ng/ml -

002-986 | 0.2-98.6 ng/ml -

987 =98.7 ng/ml °

988 B H o
* GIST 2 NETs -
© PEARBAG AR RURBRE

999 . :}}%fﬁ#\gag\lg\:z?‘;io
. G Wk o
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T R G LR

SSF 2 BeER 3
Hrbih CEA #5% it ¥ & %% § B © 010,020,030,988,999

Carcinoembryonic Antigen(CEA) : Lab Value vs.
Normal Value

e W F R 8.2

fﬁ"f"ﬁs‘cirﬁ :
PORBEF RT3 B YN THR%RFR CEA (BB oD F @ng B o

Yedk B e
P AR AT Rk CEA BB G2 4 Bl ® -

YKl

© BLARCEAWK S L& HF C R REF I U TRALFERE DR G LY O
TP R RS R o

o R R A ROE Y TR D ISR .

o ik RAILFR CEARK SR 5k S 11§ b o

o APETHNY EFRIACEIHEFRAKR A BT L Friat kel 2 %%m %
TF RV AEEL TR PR D F Bt UL RS o e B el ¥ BT R
#5999 -

o EBENALC GERLET TR D R kKRG P 5088

C FBRARIIH -EGIFANERESEFIORAY MUY A ERT- A REFE

v N

= )
R

. *"fﬁ;”f’**v-“"ﬁ:'ziéfli%‘ﬁ3fﬁ; PG B CEAY 0 kB 999
o I Bk F AL RSE(H4oiE T ¥ E 20~5ng/ml s B % CEAE 5 5ng/ml) R %5 5 030 o
© D EORFGEG L RFRERRFEELL

. Glde t BB E T ¥ B # Fl0~5ng/ml ; 223 Bk ¥ & & F10~2.5 ng/ml -
kB TR
010 B & avgirdih CEA#ZGR EHF /<30 §F @ -
020 Bxavpiadih CEARSKEIEE/PFE, 2 FEUR o
030 BExagiriih CEAKSGE TR B 2T E ey o

988 Hag* o
e GIST 2 NETs -
o LU IRBAE AR B R E

° ]}%)"ﬁ’;\ c;\. * 3’_0

999
e AT HR2IAR CEA % -
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BRIt RS T R

SSF 3 BeLR 3
dy F* 33 % SaS §= B : 000-008,010,988,999
Helicobacter Pylori

e F B 8.3

W i git -
WY R B R AED G AP FORKRE S o

Jedk P eh:
d PR AR OB IR B R TS o

Ho 551 :

o WSBET B E P RRIA SRR Fe0 2 0 ¢ Em TR e K (histology) ~ m R & - ik
Pk % fa @5 (rapid urease test) ~ x4l & JjE »¥ F ;25 (urea breath test) ~ s 4% F & i Ll
# # 2 (Helico-bacter pylori stool antigen; HpSA Test) ~ & & =i 4éa4) & B (PCR) o + i iz - 38
BARE- N2 RBREEGEREF GREZABERR SR o

o FBMEBERCBINLILE RS RERESAEE P RETRELIBE

C FoEMIZREFEERTSHI EHRB 5010

kY1 A

000 BBk LA o

001 Jp 72 ke (histology)te % g % 5 L o

002 mER AR E LB

003 i Fk & fi 38 % (rapid urease test)ss % & i e

004 AR R SR S

005 Pk ¥ § 385 (urea breath test) e Sk % % 5 B o

006 dy ° 4% B & i $R & 4 % (Helico-bacter pylori stool antigen; HpSA Test) s % % % & 15
)t:_'; o

007 R Eprupsadh 5 B(PCR)E % 5 14 o

008 EHRESFHEE 3 F A

010 E-EAARE S B2 R ES S B

988 7 i * > GIST 2 NETs -

999 |+l Aiefid e
o 2 Wk -
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T R G LR

SSF 4 Wi R 3
HIRAR v IR R Y #5 #= [F] + 000-980,988,998,999

Measured Depth in Pathology Report
e F =55 8.4

e it

FEHORETL S B G LR KRR SER -

ek P i e

AR IR R R ER I RE AR B aRE .
Yo dp 3l -

o RFEEEEHETLY @.@;4;];—, IR ¢ RR By 0 AR Ed BT o
o B FEREELYRESDEE > FREFZ NG E R F IR
999 » 7 1 £ jiFk & F wa%rg@g
o AFEIFLE =501% K (M) FoHRAFL G R E =5 Ak (um)pE o 100um=0.1mm © ¥
FE 6] 0012 5 2 100#k 33448 5 001 ~ 1% 5t %% 5 010 ~ 0.5cm 4% 4 050 o
o EERER L 0LE F (T<100A ) 0 F%AS 5 000 o
o CEORIARD Wl g Bl R RIFE R 0 RIS BE T SRR B 2mm-3mm > S S
030 -
o R f EIEBIFR AN R EER 0 P E Rk yp BB A
o B BRI S LTS (neoadjuvant radiation) ¢ > E ISR 0 P sk £ FAR iy 0 A
1 3 %A% 5 998 o
Bleh D E Bk g W HE5 R (neoadjuvant treatment)w @ R R Bicdy 0 0 E iR IR £
§7% nwii%ﬁ’m@yJ“*”%ﬂﬂ%ﬂ~’*”%”iﬁ””ﬁ/*@Jiﬁﬁ‘
ﬂ * kg o
o FRFENUIRYLFE MY RFFRANGAAMBRE > 2 BT HEF > FHA88 -

S5 ]

000 EERE<0.1 2 (<100 Hk) o

001-979 | ze4x® % i ® A > 1 0.lmm % ¥ = (1000 um=1mm=0.1 cm) ¢
980 -_.«‘/53’7\2#}? =>98mm °

988 3T S

© FHRXIrARETIBE -

e GIST 2 NETs -

© N FFRAFREL IR R TRTH

* Ry EWMEAMAEXEZIINBEE)

£ ip| ik o
$ER B 0 b

998 o EjFmi e :f%ﬁfa’ %8475 F (neoadjuvant radiation) 8¢ > £ M5 R o
999 ILAR L P Ak LR R Sl o
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Rt A L R

(o E .
N =4 A R \ ” )
A F - ,988-990.999
Eymph-vessels-or-vaseular-invasion(VH
. FAs ‘s,
1 2 — 0
2. 2 _wld e
= Al
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b A e A L B

B9

Colon

C18.0-C18.9 Excluding Appendix (C18.1)
C18.0 Cecum

C18.2 Ascending colon

C18.3 Hepatic flexure of colon
C18.4 Transverse colon

C18.5 Splenic flexure of colon
C18.6 Descending colon

C18.7 Sigmoid colon

C18.8 Overlapping lesion of colon
C18.9 Colon, NOS

ER A

1 Tl H A &SSP i i %45 988 -
GIST (ICD-0-3 M-8935-8936)
NETSs (ICD-0O-3 M-8153, 8240-8242, 8246, 8249)
High grade dysplasia (Severe dysplasia)

2. L %D %k SSF ¥ =B 5 0 % % SSF

45

sy e 2
» o

DARE S0

Mo SnkG 5 988 (F i * ) e
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pr At e S

SSF 1 HrER 3
w2 FR CEA #&5% & %ﬁ%#ﬁ - 001-988,999

Carcinoembryonic Antigen(CEA) Lab Value

R E A 8.

W st -
Fedic S R B R sl 3B N TR SRR iR CEA chd g B o

Yedk B e
RO RGO R R LE

Ho 551 :

Firdin CEAR SR AL 45 BB REFE R > AT TRALERF B[ EIF DT i
BT AT (S o

TR WA sl o Bor petis w3 Y N AR CEA (Ungiml s B )& F B 0 blde
iod 31 7 N R atk CEARE 57 (ng/ml) - 3445070

AFEEA Y FFRG L FY FFRARR A RRENARIRAEIRR T RRE
EEFEFRNEHENELTHEY R NE RO TREFRE F R RN R KRS ER
T AL D miM it ® B 0 R WA 5 988 o

FRRARLIH GRS EfrRELSE R ARE R P RS- A R%RE
EYEN
&AL T B TRED TR T S TR .
i B g CEARR Stk (3 13§ i1l -

o

Yo7 &

001 =0.1 ng/ml -

002-986 | 0.2-98.6 ng/ml -

987 =98.7 ng/ml °

988 P g o
*  GIST ~ NETs#% High grade dysplasia (Severe dysplasia) °
o e hRBdnE AR ARY & Mk E o

999 o B RERA
23 WS-
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pr At e S

SSF 2 WL R 3
BoafuR CEA %2 ¥ & %% § B © 010,020,030,988,999

Carcinoembryonic Antigen(CEA) : Lab Value vs.
Normal Value
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Tumor Regression Grade or Score
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» Dworak Regression Grading Classification ”ﬁ}%"fﬁj E N YA L 7 3

+ ¥ @ 3 #7HModified Ryan scheme for tumor regression score » %% % = B % # -

Dworak Regression Grading Classification CS
Grade 0 no regression 030

Grade 1 minor regression, fibrosis in only 25% or less of the tumor mass

Grade 2 obvious fibrosis in 26% to 50% of the tumor mass 020

Grade 3 dominant fibrosis outgrowing of 50% of the tumor mass

Grade 4 total regression, no viable tumor mass, only fibrosis 000
Modified Ryan Scheme for Tumor Regression Score CS
A ¥ 2 &K ¥R Y0 7B
0 Complete response: no viable cancer cells 000
1 Near complete response: single cells or rare small groups of cancer 010
cells
2 Partial response: residual cancer with evident tumor regression but 020
more than single cells or rare small groups of cancer cells
3 Poor or no response: extensive residual cancer with no evident tumor 030
regression

49



pr At e S

k)

G

000 © PR # 5.0 (Complete response) -
© RRF b - 2T R e
o AR

010 * e | % 515 (Moderate response)
e P RER-
o HBAEDAmPRmE

020 * RiE| ¥ 525 (Minimal response) °

© ERF -
« AMRTERBRL -

030 * RRE ] ¥ &35 (Poor response) °

o EFE - 10 B AVERR R LR AR e o

988 T S

* GIST ~ NETs% High grade dysplasia (Severe dysplasia) ©
o R MTE R e

o X EiEioR e

° ARLEHF I

990 FF s RF BARR K- AR o

999 | s e
] }?\ifﬁ#\gai\ o

50



pr At e S

SSF 4 Wit r 3
PR 5 %75 § B 000-980,990-996,988,999

Circumferential Resection Margin (CRM)
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o WX BN Mf‘ » ) 4e: polypectomy ~ EMR (endoscopic mucosal resection) ~
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BRAF Mutation Detection
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RAS Mutation Detection
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o Codonl2
* Glyl2Asp (GGT>GAT)
* Glyl2Vval (GGT>GTT)
* Glyl2Cys (GGT>TGT)
e Glyl2Ser (GGT>AGT)
* Glyl2Ala (GGT>GCT)
* Glyl2Arg (GGT>CGT)
* Codon 12 mutation, not otherwise specified

o« Codon 13
e Codon 13 mutation, not otherwise specified
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Microsatellite Instability (MSI) Detection
W A5 810

fﬁ‘ > ik -
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Yot o
FOROL R lp%fé?’/r}é‘?ﬁ s £ B o
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. A%F]fr 18 7 42 =1+ (microsatellite instability » MSI) » £ _Flim®e & B iE42 ¥ » e (i3 4R 45 350
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DNA 2z 4 fei2 42 > § MMR p% % & £ (defective MMR > dMMR) ¢ 314> MSI 7 & 4+~ 3
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o FAMSIERS% > ie™ 7 HE I YAG
e #% 000 : Microsatellite Stable (MSS) ~ Stable ~ Negative ~ Low probability of MSI-H
e %5 010 : MSI unstable low (MSI-L)
e Y#% 020 : MSI unstable high (MSI-H) ~ Unstable, NOS (no designation of high or low)
o #5999 : MSI-I (indeterminate)
e FAMMRERSS > ik T 5| R
e %5 000 : No loss of nuclear expression ~ MMR intact ~ MMR proficient (p(MMR or
MMR-P) ~ MMR normal
o Y #5% 020 : Loss of nuclear expression ~ MMR deficient (dMMR or MMR-D) - MMR
abnormal
. #%fr;-‘?' FPDRFEFTAY MSUMMRIG S % % > 7 % B & R0 S0 2 RHIZAF L 5
%0 ¢ s o FMSIIMMRYGSR S % %5 > & H Y - BRPIZHBME > FRAFST G
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000 MSI stable; microsatellite stable (MSS); negative, NOS
o/
Mismatch repair (MMR) intact, no loss of nuclear expression of MMR proteins
MMR proficient (pMMR or MMR-P)
010 MSI unstable low (MSI-L)
020 MSI unstable high (MSI-H)
o/
Loss of nuclear expression of one or more MMR proteins, MMR protein deficient
MMR deficient (AIMMR or MMR-D)
988 EIET B
* GIST ~ NETs % High grade dysplasia (Severe dysplasia) °
o Wi ARG > T A MSIIMMR 5% % 5% o
999 * R AN AE

o /;”ﬁ *ﬁ /PIJ o
*  MSI-I (indeterminate) -
*  MSI-equivocal °
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GIST (ICD-0-3 M-8935-8936)
NETSs (ICD-0O-3 M-8153, 8240-8242, 8246, 8249)
High grade dysplasia (Severe dysplasia)
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Carcinoembryonic Antigen(CEA) Lab Value
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Carcinoembryonic Antigen(CEA) : Lab Value vs.
Normal Value
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S 75 &K

010 BEomiadih CEAGEGERH /<30 §F & o

020 Bxiumiadih CEARSKEBEIEY/FE, 2 FEUR o
030 B akiih CEAKSGEALTRR & 2 LB AL -
988 EIRT S

* GIST ~ NETs % High grade dysplasia (Severe dysplasia) °
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Tumor Regression Grade or Score

T F B 8.3

W 2 pcat -
R A A L AN U S L IR SEREY SPERL T-E- NN N

Yedk B e
PR BRI R LD

Yo dp 3l -

o AMFEFTH R EFHBFRHEPN T - o o T w LR Rt B R SRR S A e
g o FltE BRI G R W ERISR 0 S 988 -

o MMFTFTRBLFEEL L B FIFBRRG R (R BRLTR) 0 s 5 988 -

» Dworak Regression Grading Classification ”ﬁ}%ﬁ’ﬁj E SN WA/ UERE S g MR A A

+ ¥ @ 3 #7HModified Ryan scheme for tumor regression score » %% % = B % # -

Dworak Regression Grading Classification CS
Grade 0 no regression 030

Grade 1 minor regression, fibrosis in only 25% or less of the tumor mass

Grade 2 obvious fibrosis in 26% to 50% of the tumor mass 020

Grade 3 dominant fibrosis outgrowing of 50% of the tumor mass

Grade 4 total regression, no viable tumor mass, only fibrosis 000
Modified Ryan Scheme for Tumor Regression Score CS
3 L & H R g

0 Complete response: no viable cancer cells 000

1 Near complete response: single cells or rare small groups of cancer 010
cells

2 Partial response: residual cancer with evident tumor regression but 020
more than single cells or rare small groups of cancer cells

3 Poor or no response: extensive residual cancer with no evident 030
tumor regression
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030 o FRBE | ¥ 532 (Poor response) °
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988 FAEH o
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Circumferential Resection Margin (CRM)
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o WRE X B IR l&% » &) 4 polypectomy ~ EMR (endoscopic mucosal resection) ~ ESD
(endoscopic submucosal dissection) ... % i B 2 % & © & 45 i CRM » 35075988 -
. %’“-}I—‘ﬁgﬂvgygﬁ A e ;\‘. ¥ e Tg -7 ‘egpbai;ﬁ;‘\} & R A ;‘L%;‘%QQQ °
FORAR 2 45 W B TR 7 Hpvery close AP 7 Mok 0 G S LU EAS 8 L
o EHPLRMEERCG LA (REALprga BER R mE E)R) 0 BihAB991 o
c FHNLEFHEEROGIBE (FE L% ERERSE ER) 0 & %HB000 o
. —,{:.ﬁ,z-;F,FqFREFFEI MG PR TR M 2 R 5999 o

SRS T &
000 o EEBRT BN A HEEER o
e Fi ] Imm (<Ilmm) o
001-979 | e4xf SrHiBE 7 % > 1 0.lmm 5 H i+ -

67



T Y R L

kY TR
980 R TR 47 %k =98mm e
990 IR A 8 7% 4 "% (no residual tumor) e
991 MR TR SR IE S FEBLIL G P o
992 WY % <2mm; >1mm; & 43 Imm I 2mm 2 B e
993 TR % <3mm ; >2mm ; & 43 2mm I 3mm 2 B e
994 R TR Y % <4mm 5 >3mm 5 & 43 3mm I 4mm 20 fF e
995 WY % <Smm; >4mm ;& 43T dmm I Smm 20 B oo
996 R k47 % > 5Smm e
988 7 ig* o
e GIST ~ NETS % High grade dysplasia (Severe dysplasia) °
« BERRIB/EAN
o i¢hn 3}*{ 7 ﬁ‘mr'},%: v 2 om hRp IR R S AL o
o WER BHINVER l&% » )4 polypectomy ~ EMR (endoscopic mucosal resection)
ESD (endoscopic submucosal dissection) ... % ;55 ® & $5 it CRM o
999 o AR A Lo
o R
©  JRILAF L @ if 5 distal and proximal margins °
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I 3N F] S B e kS B SR

SSF 5 BreLR 3
BRAF £ F1% %

991,999
BRAF Mutation Detection

e A E 8.5

Hn#85 #= [#] * 000-002,006,007,988,990,

W st -
EROREY B e RS ~ ESRie KBS BRAF AFIR R &S5 -

fetp ¢h:
» %LLﬁ(‘}?’I‘I'_ = %&'/F’}% /é ;Lﬂ °

Yo i3l
e BRAF 8- R KBAT > w8 @A77 - b RAS A7~ %

2ﬁi£}ﬁE:—&%i?%’EMF%?ﬁﬁﬁ&@%ﬁ%ﬁaﬁ%ﬁ

12 V60OE (c.1799T>A) et % % o
o BEYEDPREETHEY RREE AHBERENCAES L

b

T hagp
% % 47

f,;azw;

B RS SRR B FRATIRE s ATIR
e FRHEREFLEFART BHECLRFLE2RH AT 5B o

e EREAEMTC LRIV ELLE  BAEST EHILR D PRBRE S

%E“:L—% 9 Eljﬁl}’.;fh-IQ Fl‘ F o
AP TR FFRL L FY FFRATH T 2L RT

T

o

-

L5
2,

=
o
=+
g

E R

S FR &

000 BRAF & F]* ¥ /& R %/wild type °

001 BRAF A 74 2% : 2% =% § 3 V600E (c.1799T>A)% & -

002 | BRAF £ %1% % % © 22 V60OE (c.1799T>A) % & -

006 ¥ $5 it BRAF Emm% AT PARAFRE -

007 7 i&17 BRAF A ¥tk » 23R4 5t 5 &% 2 o

988 T S
* GIST ~ NETs # High grade dysplasia (Severe dysplasia) ©
o WHImH AL 0 F AN RGHRES o

999 |e  pEAfiA
o it %
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I 3N F] S B e kS B SR

SSF 6 BeER 3
RAS A 5% # 75 H 7] © 008-988,998

RAS Mutation Detection
e FE 8.6

W st -
EPOREY B REY C ESRIeR B RASAFIRERAS * -

fedp e
R R B RISR TS AR

YoRGdn sl -
. R,ZSZQW KRAS{*NRASHZ %5 7V i R F we R - FT 2P > #(;‘Q‘E’f”KRAS’fF'
NRASAFI ¥ # 2 4% 2 %% > P ##RASH L %5+ (codon) % & 4o
o Codonl2
* Glyl2Asp (GGT>GAT)
* Glyl2Vval (GGT>GTT)
* Glyl2Cys (GGT>TGT)
e Glyl2Ser (GGT>AGT)
* Glyl2Ala (GGT>GCT)
* Glyl2Arg (GGT>CGT)
* Codon 12 mutation, not otherwise specified

o« Codon 13
e Codon 13 mutation, not otherwise specified
o« Codon6l

* GIn6lLys (CAA>AAA)
* GIn61Arg (CAA>CGA)
* Codon 61 mutation, not otherwise specified
o Codon 146
* Alal46Thr (G436A) (GCA>ACA)
* Codon 146 mutation, not otherwise specified
o WEVEPAHFHETHY ATIRREE A RBRRF I CAEH IR FEEL B Y
TG AT S B RMINE o E- 3 FIRATFIRE S ATIRES S -
. ”%%@Wﬁéﬁ%{ﬁyﬁﬁwﬂ‘ﬁ?@;ﬁw’ﬂ v kG e
o EiEALjEw e ’4_4'5-)- 3"%’&/\:”%‘ ’ %iéﬁfrm*%ﬁm%w TSRS B E ISR ERRzRs
.Eé;,sa% CRIER LS A
o AFEFH MY z’iﬁ?ﬁt‘m,a i FY iﬁ%l‘%ﬁ?ﬂ UG S RN 23
o MWREZHBod I LABREENFE D F - E%:%KRAS&Q%%‘\%% % - B A NRASA
FIRBEE ST/ 5T s i 8) o TEm M kB TP 4T L
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I 3N F] S B e kS B SR

F-/B | TR
0 KRAS A ]+ % /& R %/wild type °
1 KRAS A %7 R % : ¥ =% & Codon 12 -
2 KRAS A %5 %% ¢ X% =¥ &3 Codon 13 -
3 KRAS A %5 %% ¢ X% =% &3 Codon 61 -
4 KRAS %] %% R% =884 B+ Codon> ¥ 3> % -  Codon 12 ~ 13
& 6l -
5 KRAS A %15 %% : 2 Codon 12~ 13~ 61 =% R % o
6 TH i KRASAFIRE L2 merfapm+ %L o
7 7 17 KRAS A F1Ho% » 4R 2 fuit 5 &% 23 o
9 #1217 KRAS & Fli& % o
¥ = T &
0 NRAS £ %]t % /& R % /wild type °
1 NRAS A F]F X% ¢ R¥ =% ¥ Codon 12 -
2 NRAS A %5 X% ¢ R¥ =% ¥ Codon 13 -
3 NRAS A F]F 2% ¢ R¥ =% ¥ Codono6l -
4 NRAS £ %1% 2% 2% =344 B+ Codon> * 3% - % Codon 12 ~ 13
& 6l -
5 NRAS A %17 2% : 22Codon 12 ~ 13 ~ 61 =¥ R % °
6 Wi i NRAS AFIR% > AT AR+ # 2 -
7 7 817 NRAS A Pl » edf 2 f it 5 72 2)5F -
9 A iE 7 NRAS & Fl# 5% o
¥ = &
8 F iR o
. T faue
P | &
988 FAEHE o
e GIST ~ NETs # High grade dysplasia (Severe dysplasia) °
s MUBRHAFKRL PAEVREKERES
998 . :,)%Ij’ir%?c;“f‘?%éio
. G % -
Bo)
YnkB * b
008 KRAS£NRAS F1# 2% & % ¢ & ¥ (wild type) °
058 KRAS A Fl# 2 % % & % » NRAS A 1% Codon 146 % % ©
128 KRAS # ] i@ **Codon 12% % » NRAS A F] % 3*Codon 13 % % °
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I 3N F] S B e kS B SR

kB =37

468 KRAS # 1%+ Codon 12#2Codon 61 % % » NRAS &4 it A FIR % » £ 3 TP & %48
%P o

478 KRAS # #]**Codon 1227 Codon 117% % » NRASA Fle 547 £ f7 it 5 &% 2|3 o

508 KRAS & F]**Codon 11727 Codon 1467 % » NRASH Fl¥e sk % 1 ¥

998 4 12 FTKRASYNRAS £ FlH# 5% o
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R RS B KBS IR

SSF 7 B =& R 1003
BrEE 75§ ) 1 000,010,988,999
Obstruction

e A 8.7

-
R B R AF R FILE L TN BTG FILE o TR F T R EE R B K
T o

Jedk P et
PR RS ST LR

Y dp 3l

o E-oFHdeRFRGF SIS LY FRG G AAHEFEBREAE TR A
151"@'}?"@?’*7"?;4&"& e Rt TR AR AR SRR o

o FAFEEIBRRBESEENT S FE

o EEFE L RBITREDETN TR TSRS TR o

Skl | TR

000 BRE- BB AAFRGIEES LY AFMS LR o
010 BRE- FHRAFRGIEEN L7 FMGIEE o

988 | A * o

s BREEFE-BHRATARI IR -
* GIST ~ NETs %2 High grade dysplasia (Severe dysplasia) °
999 A A e
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BEF RS DB REY B SR

SSF 8 [
OB éﬁnﬁ%%@ 200
Perforation

0,010,988,999

W E 55 8.8

i A= i

R E- R AF R RTINS FRG R T
A SRR

I<ék P Nt
RO g

TR
PHRAFRTHFTI NI MG B 73 S4EFBREFCE > ST TRA

. [E

R AR AR -

@F@?@%”?iﬁﬁmﬁ% TR B R T 120 0%

TH A RpE SRR S

o T b‘Kﬁ 7 :Err @-}ﬁ: E&.’?E\l/{‘l’h'gﬂ/{‘l’h'fé:)’Fl &,’I—;—— o

° Tdk FEF T R LR R B

S 7 K
000 BPRE- A AFRFFTILN I X FRY T I
010 BPRiE- PG FRGFIAI Y TG H T
988 FAEHE o

e BhRAEFE-FHBRETEREL ISR -

* GIST ~ NETs 2 High grade dyspla51a (Severe dysplasia) °
999 A A e
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I 3N F] S B e kS B SR

SSF 9 BeER 3
BT AL v A %A% § F) * 000-150,988,991,992,993,999

Rectal Tumor Distance from Anus

e A5 8.9

b A = U

WHEESRBERF ISR IR > TR SR IR AIRE YRR T S E P v iR o
I<ék P Nt
FEARE R T BT v SRR ARG B Y R R otk SR hE & B o

Yo dp 3l ¢

o HMTE BT GEIII[ v Rt b ¢ 45 0 A ;Y E % Si(proctoscopy) ~ #rit ¢ R E B AR
(flexible sigmoidoscopy) ~ & # p 42 5 /& (Endorectal ultrasound, ERUS) 2B & JR & & (magnetic
resonance imaging, MRI) ~ #z F* #Fl & (digital rectal exam, DRE) - %7 & & A iRk & R it & -
F Iﬁ.ijl FIRER 2 e B R E T G o

o CTScan? ii s 2 ’-L;» R T S LR C R g ik gy o

s F-fA7YFF I RAREF RFESDL BT FIEIM v OB ITIEY o

o 001-150ch= B A %W & 2 BB THREIIM v afedp 2 (MM E R He 7 223 2
F A 300.1310.9mm > %aB 5000 (7 e BT ~) o BB E D] 1o A %S 5010~ 1152 &
$nFg 5 115 -

o AF RS LR EEEMECE $%HAB001-150; F T BB Y HFL ThEE - S 2 5 13
¢ 1/3~ T 13pF 5 & BE 405 991-993 -

£y A

000 /] %% 1mm °

001- ke ST RE L T GpER > Y Imm f H oo
150

988 T R

* GIST ~ NETs # High grade dysplasia (Severe dysplasia) ©
o BRE AR 0 P AR AFRS o

» %o k5 (Rectosigmoid junction > C199) o
991 EREBENES L 13
992 | ERmEnEG 13-
993 EE;HQ‘;;}E‘::;%%.“‘E%T 1/3 o
999 © pfEAzEAAEe

}%‘gu#\ J_—;p °
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R PR TS B g e kY B YR

SSF 10 itk 3
Mh 7 R P %G 4§ * 000,010,020,988,999

Microsatellite Instability (MSI) Detection
BE AR 810

) A& Ui
FRRAEY EF RS BRI K B R MSI & MMR 5% @ -

I<ék P Nt
P RWRBETEC ST R R AR o

YoRGdn sl -
. A'%tﬂfr_ 18 7 42 =1+ (microsatellite instability » MSI) » £ _Flim®e & B iE42 ¥ » e (i3 4R 45 350
DNAE 7| & 5 bdd I EREEWMEA R 7| el -
o 1% Pa4k i 2 41 (mismatch repair - MMR)f% % > & 3 MLHI1 ~ MSH2 ~ PMS2 ~ MSH3/6 §
DNA 2z 4 fei2 42 > § MMR f% % & £ (defective MMR > dMMR) ¢ 3142 MSI 7 7§ 2+
(MSI-H) -
o FAMSIERS% > ie™ 7 HE I YAG
e #% 000 : Microsatellite Stable (MSS) ~ Stable ~ Negative ~ Low probability of MSI-H
e %5 010 : MSI unstable low (MSI-L)
e Y#% 020 : MSI unstable high (MSI-H) ~ Unstable, NOS (no designation of high or low)
o #5999 : MSI-I (indeterminate)

e FAMMRERSS > ik T 5| R
e %5 000 : No loss of nuclear expression ~ MMR intact ~ MMR proficient (p(MMR or

MMR-P) ~ MMR normal
o Y #5% 020 : Loss of nuclear expression ~ MMR deficient (dMMR or MMR-D) - MMR
abnormal

o &Y EFEPFHEFTH Y MSUMMRIEHR 5% > 2 6B F RFI A BB I FEF L 55
T 7 kg o FMSIMMRig SR G % 35 » A A H Y - TR kAR A
BB AN PSS 5000 -

o F B FMSIUMMREIZIFL 5% Bp & AR E 2 et R ¥ Sl -

o FREBAjw e SRLDERISE > BAFESEDELILR T DRESE D F R ISR T DR

Blg ko PIT R ESE R

AMPEFE Y FFRL L FYEFRETR AT ST A RTR

EX
2
%
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I 3N F] S B e kS B SR

kY T &
000 MSI stable; microsatellite stable (MSS); negative, NOS
o/
Mismatch repair (MMR) intact, no loss of nuclear expression of MMR proteins
MMR proficient (pMMR or MMR-P)
010 MSI unstable low (MSI-L)
020 MSI unstable high (MSI-H)
o /8
Loss of nuclear expression of one or more MMR proteins, MMR protein deficient
MMR deficient (AIMMR or MMR-D)
988 A H oo
* GIST ~ NETs # High grade dysplasia (Severe dysplasia) °
o Wi ARG > T & MSIIMMR #% 5% % 5% o
999 . %@%€a§‘§7€i°

i R
MSI-1 (indeterminate) -
MSI-equivocal °
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S A LILE kL

s:F—:}%.

Liver

C22.0,C22.1

C22.0 Liver

(ICD-0O-3 M-8000-8156, 8162-8175, 8190-9136, 9141-9582 Z % 4+xSSF1-8)
(ICD-0-3 M-8160, 8161, 8180 i % % 4+SSF1-2)

C22.1 Intrahepatic bile duct

(ICD-0-3 M-8170-8175 % % 4+SSF1-8)

(ICD-0-3 M-8000-8162, 8180-9136, 9141-9582 i % % 4%SSF1-2)
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o 20 T_F] S L R

SSF 1 LR 3
AFP © 3755330 #5% & RS B © A00-A99,000-099,100-987,

988,991-993,999

Alpha-Fetoprotein(AFP) Lab Value

e I 5t 8.1

W it :
HAFR B RN E BT 3B N Tk AFP chd B o

fedsep ¢h
AFP T 2575 7 pin f oc % 2 515 nE & FF o

Sy 5]

Sl B R H K in ] RRAFPE Rl PR ST R B3 T N SR SRAFPE G
EAVEER & SCELE Y-

AFPH Sk i &rah ¥ B F IS A0 F Y FRIRAAFPRE 0 BT £ 7
hBLe RS F RAL P RGP %A 5988 -
FRERBRLINR R A N EOREL R T AREY R P B hT- A R%E

v
=N

e E B

e
R

e E2020E (F ) w2 Bk o F RIS T RBRAFP 0 do F BB 0 R B e 19879

ng/ml » 35/ AFP Y& % 2. 5 “"ﬂcxé K,% 108 P B (FR m I 22 > BER) %A -

Gl t AFPHe sk % 5% 9 S8 B 5 9ng/m| » 3% #5000 ; AFPHe % 55 % 7 %7 #icie % 6005 ng/ml > 33

<15‘1:4@;600 AFP¥: % % % 7 ¢ gm = 10350 ng/ml - 33 #5993 -

7 #rE 2021 (7 )Ae2 B R0 p fupf)%:é“ﬁAFP%ﬁE@Lf'? v i 240 1-99 ngiml¥ o ik f vl

4 & 5 A0L-A99; 55 AFPz 2 2 § ¥ #icie >+ 100-999 ng/ml= - 35548 5 010-099 (2 f [t 9

#AFP¥z 2% 2. = #c i@ 5 1000 ng/mlr2 + > g - ﬁiuﬁ: 10 B F (B | iR E > )%

Ao blde t AFPH S & % 1 8@ 2 9ng/ml> 3% 45 A09 ; AFPH: 5% & % 77 " #ic i@ % 123 ng/ml >

# “%5%012 AFPz % % % F " #icid 5 6005 ng/ml ' 5600 5 AFPHe % 5 % F " #iciE & 10350

ng/ml > 3% #5993 ; AFPH: 5 5 % # "k ie % 0.91 ng/ml » F-4 A% A0

% "FT' = mi%“ iR ERAFP > deg R EE o HAFPR & rf_iaﬁfl‘mﬁ%% REDBAFRE -

l:’vlj'li\." DAFPigERAE A G v h < AFREE 0 F & < A & 437400 ng/ml 1 6000 ng/mlz F ¥ o
B 991 F A < ﬁr% 7 4 *>6001 ng/mI,L 9879ng/ml » -4 #5992 5 F & + ﬁrﬁ iz 4¢ 159880

ng/ml B 993 e

FAFPE ZHciE it 5 A AN R EERF ) PR EE S o bldc AFPE S % 9 SBEiE

Fa it 5 <2 ng/ml » ’ﬂ— B A02 -
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B 30 RS

Sl &
A00-A99 | AFP #: % 2 F % i#ici@ 5 <1 2 1-99ng/ml (Hig * >+ 2021 L ¥rE 1 is B %) -
000-009 | AFP &% 2 § “S#ciE 5 1- 99ng/m1 f 10 (g * 3 2020 A U wm eniB R o B E
FREFNESRI D 3 QI
010-099 | AFP #& & 2 1 "Zd#cid 5 100-999ng/ml (2 *% B = ¥) -
100-987 | AFP t = 2 71 "Fd#ci@ 5 1000-9879ng/ml *% 14 10 (# & % 353 > P~ ¥ o
988 FAgH o R B AR A Ff’o’fﬁ%lﬁ"’
991 AFP o5 EAZE FIe R F b~ A E > 2 Fre&k F e AFP &« - & 4% 400-
6000 ng/ml 2. & -
992 AFP # % Ei’é@% ek E e~ E > 2 %5 ik &% 0 AFP 3~ 1§ & 4 % 6001-
9879 ng/ml z_ [ -
993  AFP ¥ 52 7 % # & =9880 ng/ml -
© AFPRFELEFRAREDEAHFFE > 2 FREEDAFP &< - £ 29880
ng/ml o
999 L =
* B XisKv AR AFP F -
Fon
ks H b
991 AFP# 2% % % >5000 ng/mL -
992 AFP# 2% % % >7000 ng/mL -
993 AFP# % % % >11000 ng/mL -
993 AFP# % % % 10365 ng/mL -
866 AFP# % i % 8667 ng/mL -
524 AFP# 2% % % 5246 ng/mL -
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B 28 LTS R

SSF 2 iRk 3
I T e R %ﬁ,@;%ﬁ &l : 000-008,988,999

Liver Fibrosis Score

W E 5B 8.2

gk -
TR B R OVFR A AR o

Jedk P it
AEFAL G B IE R B R 2 FE (S o

Yo dp 3l ¢

s AFEFTHBEEFLIAL FRFAFLFL TASRERL R EFRET R ST
GF AL o F AT LR (progress) & 1+ L fr FARIA T 4T ¢

o MFFMmitfeR - RN %E%FWmnﬁ‘a o i Ishakik o & (7 S fs e SRR e HIE
L9 ¢ R RIshak’id & o P %5 000~006 & i B 75 -

* FRHFARBEFLFTALKEFL AL EFRATAER > FRELF R S
#=EWE 0 RS 5007008 -

© FRAET ﬁﬁk’”—ﬁ it (cirrhosis) » 3t F K ip R T EHIZAF L 2 R P GF RS (RF A - T ek
R PRELIRRE) R %5988 -

YT R A P

E“J«

000 | Ishak FO: No fibrosis °

001 | Ishak F1: Fibrosis expansion of some portal areas * with or without short fibrous septa °

002 | Ishak F2: Fibrosis expansion of most portal areas > with or without short fibrous septa °

003 | Ishak F3: Fibrosis expansion of most portal areas > with occasional P-P bridging -

004 | Ishak F4: Fibrosis expansion of portal areas with marked bridging (P-P and P-C ; P-P as

well as P-C) -

005 | Ishak F5: Marked bridging (P-P and/or P-C) with occasional nodules (incomplete

cirrhosis ) °

006 | Ishak F6: Cirrhosis » probable or definite °

007 | & piLaF 4 fofpaFd gy P PR 2R o AZH A > TR & PRk R %3k

FEFHEEOFH I -

008 | & HILaF2 opmILFd gy PR AR > RAZFH A~ TRWE A PR SRR AF

L5 RBEEIFHI

988 | # i * o

TOTHRRERERA I ML o kY RFRAEN AMELEETR 2 AR
FRIE AR R TR A PELRRAE T REGER -

*  FREY e FA I (cirthosis) 0 2 EFILAR L 2 BB GF WL (HEF A > TR
B ELRERA) -

999 |+ A Eo

e A i¢* Ishak-

p

83



o 20 T_F] S L R

SSF 3 LR 3
Child Pugh 4 # kS ) © 105-106,199,207-209,299,

. 310-315,399,999
Child Pugh Score

T F P A 8.3

W st -
TR B :}_%&'ﬁ TFART Z BN BRIT- IR R TER SR o

Yk p eh e
AIE P DT AL BN IERR B R IR o

Yo dp 3l ¢
o U § =7 B PFis A Child-Pugh Score 2 4 s -
o ik AR RlEEY iﬁ%l‘%—‘ﬁ AT 2T %k o
o FHAIIIFH L PRAVFERM TR 0d T RBIED LB ALHEED L HEFLFAB-C2 &
(e %) -
e MR d 22 WP AT
e LBABCruiti%ml-2-3-
o 4~ #05-150] F 12455 ¢ 73 § Child-Pugh Scorez. 4 #icdf & -
C RREL R A B BRSSP S BSTRE 99
* Bil4el g g e §Child Pugh A > Child Pugh Score 5 54 > Jis %075 & 105 -
* 42 : yﬁa/ﬁgeiﬁcmld PughB - e & # % $|Child Pugh Score » * & ;#3534 @J%ﬁé% %
#5299 -
o ZTA IR % AL 5 Child Pugh AY i E R % e S %asB 5 105 ~ 10624199 -

o E2Riv 5 His 4~ 47 (Degree of liver damage by LCSGJ) ¢ ¥ #F e3= 3% (42 MELD) % 7+ "% 5 F #
P ERARE TRk R AR 2 et £ p HBER Y - B
* Child-Pugh Scorez {1 * & % & F 5 ¥ Faf ~ -k o de b d Fod A PFRPFR B F X T

S R T B R R SRR BRIFE GG A 0 T A

Measure / score 1 point 2 points 3 points

Total Bilirubin, pumol/l(mg/dL) <34 (<2.0) 34-50 (2.0-3.0) >50(>3.0)

Serum albumin, g/dL >3.5 2.8-3.5 <2.8

&Y R

Prothrombin time prolonged, <4(<1.7) 4-6 (1.7-2.3) >6(>23)

sec (INR) 4% fix Jn P Y

Ascites " -k None . Slight Moderate
(easily controlled) (poorly controlled)

Hepatic encephalopathy None Grade I-11 Grade II-1V

(k= (or suppressed with (or refractory)

medication)
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B 2% g XA DR

+ = A w4
Y ERITFEA ﬁi“‘ﬁ.y&.s‘%’%

P5~6 A 5 A T9 8 G

B % ; 10~15 4 5 C % o

Yo Tk

105 Child Pugh A - Child Pugh Score 3 5 4 o
106 Child Pugh A > Child Pugh Score 5 6 4 -
199 Child Pugh A » Child Pugh Score # 3% -
207 Child Pugh B > Child Pugh Score 5 7 & -
208 Child Pugh B » Child Pugh Score 3 8 4 o
209 Child Pugh B » Child Pugh Score 3 9 4 o
299 Child Pugh B » Child Pugh Score # #* -
310 Child Pugh C » Child Pugh Score 7 10 &
311 Child Pugh C » Child Pugh Score % 11 4
312 Child Pugh C > Child Pugh Score 5 12 &
313 Child Pugh C » Child Pugh Score % 13 &
314 Child Pugh C » Child Pugh Score 5 14 ~
315 Child Pugh C » Child Pugh Score % 15 &
399 Child Pugh C > Child Pugh Score 5 % 3%
999 o ABE AHY A

N R
L] /)&F le——]\:‘ o
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o 20 T_F] S L R

SSK 4 Wik R 13
TRB(E) WK E A5 § ) 1 001-987,988,999

Creatinine (Cr) Value

e I 55 8.4

ﬁ’*ﬁ,{t" .

TR B R sk 3B Y ) “THe Bk creatinine PE B @ o

Y<dk P et

Creatinine 3 #L 3% & i ey * F] 3+ o

Yo dp 3l ¢

. Creatinine (Cr)2 BUN (blood urea nitrogen) — 4= * 3=z ¥ 5 i o d 3tCreatinine™ = > i i§
SIRA o AARE ST S B AR » R ATRE S P Fpt T % k3t ¥ Creatinine B &

(creatlnlne clearance (CrCl)) » 12 i & - 3: 2k 40:iB g & (glomerular filtration rate (GFR)) ; &_f§ ¥ »
¥ oRfs iR T ahdpik e

o A A E e ¢ 2w ¢ hCreatinine > v mg/dL & H i iE o

e Creatininet & e &5 v :%‘J?Fﬂ‘m,w IS fﬁ%}‘%ﬁicreatmme%ﬁ.% IR SRl £

* FRHRIARIIH -EFSFANERELSEFAGAE R P T RT- A RKE
Ao FRHENIR. SRIER ARAAE L R R E 0 RS 50988 -

o E&E R W3R Y P TS B F HCreatinine #i & - 3 Creatininetz % & = 0.5 milligrams per
deciliter (mg/dL) P+ - 3% %% = 005 -

o Creatinine® ¥ &% F1F% 2k B > - &k~ ¥ & 505 to 1.0 mg/dL (45-90
umol/L) » ¥ ¥ & 5 0.7to 1.2 mg/dL (60-110 umol/L)

. Creatinine%ﬁﬁé% EHr LT » T3 ) BB{S - %5 0 bl4oCreatininete 2 % % F 2@ &
0.14mg/dL - 3% #5001 » = te& & % @ v e 5 0.15 mg/dL - B 002 o iz % Creatininets &
R | “"—"ﬁﬁw » bl 3T001F o RIF R w T A E 5—...&4?,%001 » ] 4eCreatininets % &
% 2 i@ 5 0.04 mg/dL > ’j‘ 5001 -

YR8 TR
001 = 0.1 mg/dL -
002-986 | 0.2-98.6 mg/dL -
987 =98.7 mg/dL -
988 FAgH oA BdnE AR RO RRRE -
999 © RE AT A
s RAjW&k e
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Total Bilirubin (Bil T) Value

e A E 8.5

*ﬁi [£% ﬁ’It" .
WEFR B R ‘*%‘ Lipfa 3 B2 P ATHE B total bilirubin Gd 3 B o

Jedk B et
& "% = % (Total Bilirubin, Bil T) 3 # £ 3s 8% o dp 1

Yo dp 3l ¢

o # % (bilirubin)H B ERI 17 s P2 % ch® o i 4= % (Hemoglobin) & iz s 3§ ¢ e & 39 0§ i
lt"_'% Eﬂﬁ;ﬁ]‘;‘?g é_’—} 2 l‘-r-% ’ \:J E—T—}?"“ili %.é:]’o fﬁlﬁrg;?mpé’ i;}’ﬁl ) p%‘,‘j‘% |37] E—T_ll“ /B:]_I% K= K§ l'&j\j‘}i,g /;::L
Pl e o P FHFRT on P Iﬁ-e‘ . ﬂtmpr”‘ T E o AR E\‘_u"_;‘fé’ﬁ RRREPE > i P mp;‘;:_% gi‘a
oo LKA PY § %R 0 A5 7 m(jaundice) -

o % % % (Total Bilirubin, Bil T) # 2 & (2 mg/dL 3 ¥ =) & 32 3 #&(direct)*® = % ~ I & (indirect)
" % % 5 4e ¢ deltabilirubin (% & fv Fv B B¥EEF) o

. i&”v’;: wh R OSSR FRL LR HFRARBCFRFRER T S TR

FHENRL SRLEBE IR T RO RKRKE 0 B S 5988 -
© FREEBRZIGK CEFIORSUECREIEF ALY 0 R P DT SRR
BN

. R R RSB P AR R o P F 5 0.5 milligrams per deciliter (mg/dL)
J % 75005 °

e WML F o FEFFF KT AR AR > - FERAE L hE ¥ E 5 0.3-1.0 mg/dL (5.1-17.0
umol/L) -

e WPMEUZRHEHFTHEI > TIBT BEE - TG 0 MR 1%1%56% FEFEEKES
0.14mg/dL - 358001 » = & % & % F e 5 0.15mg/dL » oAb 0020 ik % FRE Z RS
%1?%&E’%%¢*WP£’J.E?l%l%m’@%%mlwﬂry¢:%%$ﬁ%?
“Hcie % 0.04 mg/dL > 3% #8001 -

i

Yo 75 TH
001 = 0.1 mg/dL -
002-986 0.2-98.6 mg/dL -
987 =98.7 mg/dL -
988 A o A BN R ARY & e E
999 i S AR
L E
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International Normalized Ratio for Prothrombin
Time (INR)

R F A 8.6

W st -
FEEAFR B R H KSR 3B P A%k INR e B o

ek B e
INR F AL E a5 meadp i o

Sy 5]

An s FREFR% T ¥ @ (International normalized ratio, INR) 2_#- 3% = fis & pF &
(prothrombin time, PT) &% it g2+ 8 o INR 2B % PTep| @22 ¢ ¥ PTIT S E a0 @& - PTH
ORI v RPUR L BB RO RRALSREAE o

THEFFREKEZ A PR o

INR 5 8 4 &5 @ FFRL L z° #FLaINRRSRE 7 S MR FOR c F B K
R g R AR ¥ R ItRER E 0 RS 5 988 -

FRRARLIH GRS ErRELSE R ARE R P TR S R%RE

v
o

=N

INRB 2 Il e ¢ o > 1b 4ol INRSSHR £ 7 a0 Il e € 138 > @ INR=0.5R] * & & %
¥ a4 o INRehL % £ 5 0.9-1.3 - FINR = 53%45% = 050 -

S G TR
001-060 | 0.1-6.0 -
997 >6 & A AR kB B
988 FAgr o 2 N IR BN E AR AR BRI E o
999 o :}%)ﬁ#\gaﬁg\;zgio
T ik
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SSF 7 Witk 13
B 33X £ & LR %5 #= ¥ * 000,001,010,011,020,999
HBsAg

B A8 8.7

i A= i

BEOTR B RISR P AR T & HBsAg (kS oK T R YR -
124k P e !

B 23 15 P S B L e Wk e

Yo dp 3l ¢

s Ntk NE % %i‘gf_‘_ ) ﬁﬁ’i%?:ki o

© TRRBEN2BATRELTIRIRKRE A RHLEE > ZEEMBEAHLEE

S kG TR

000 h sk TR BWFF R

001 2 s e R G B R

010 WMk GEGEE T 2 BT} R o

011 L R N L f&sfﬁ;{ﬁgaﬁg 3 B"¥F Ry o
020 o N N e

999 PRk A G
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C A%+ Fug %8 # B 1 000,001,010,011,020,999

Anti-HCV
BeE B AE 88

gt
R B e T BB AP BT - A Anti-HCV(20 HCV Ag & HCV RNA)s & % 5 % > 4o i@
EE S A

Yedk B e
B 35 ) 5 VP e B L R Wk

Y- ErEI

s Nk EBALE :fliaxigr‘:?\‘-:'ii °

s TEHBIEI2BETBEIETIRIRERE Uik r 0 EI3BLA T HELES o

© FANMI-HCVEB LS Fup & B4 o 20 2 S RHCV RNAG IR/ > 5078 50115 F1 Fk
B&HCV RNA™ % B 15 > B Saf8 5 020 -

* FANti-HCVE {4 > e HCV RNAZ I {4 % > Ss 5 011 -

i 24

000 2% R CAFLR R -

001 L}tk R R CAFLR R

010 EEELIEE 2R CAPFLR S -

011 R BE AR CREETa) CUTIR S -
020 T R TR

999 e
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B 25 RS RRR

"R

Pancreas

C25.0- C25.9

(C25.0 Head of pancreas

C25.1 Body of pancreas

(C25.2 Tail of pancreas

(C25.3 Pancreatic duct

C25.4 Islets of Langerhans

C25.7 Other specified parts of pancreas
C25.8 Overlapping lesion of pancreas
C25.9 Pancreas, NOS
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SSF 1 BeER 3
Brfh CEA 5% & %f% §5 B © 001-988,999

Carcinoembryonic Antigen(CEA) Lab Value
WE 5L 8.1

I gt
FELRR B R KT 3B N AR SRR CEA Gk 8

Yediep ¢
FoOROL R IR »‘ﬁ@“/r’%“’? s B o

Yo dp 3l ¢

. -ﬁ%%ﬁfw CEAK S B R4 ¥ 5 B R 7l » s K7 RS ERBr %:zqﬁiﬁf &
PR IR TR SRR

. "ii#% WA Al o o F iR w3 Y R ad R CEA (ring/ml G B )5 % & 0 blde
s 3B 0 N Rorbih CEAR R & 57 (ng/ml) » 345070 -

. iﬁ&ﬁﬁuﬁﬁ%ﬁii;“dﬁ%%%%%,ﬁ%%g%ﬁw%h BE o T REE
ERFEFPUEHENEL TR 0 R B BROT AR RE c F BRI R S REIEE
AR ¥ oE ek E > B Y0AS 5 988 o

* FRRARZIH -EGIFANERESEFIRAEY R HD ARG AREFE

Yo K

001 =0.1 ng/ml -

002-986 0.2-98.6 ng/ml °

987 =98.7 ng/ml °

988 FAEHE o
* GIST ~ NETs % High grade dysplasia (Severe dysplasia) °
J 9*?”]’%%’&};} T ALY |tk B o
s mF AR E

799 . E’ﬁ %ﬁ%’é
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RIrFR CEA R ¥ & %% § B © 010,020,030,988,999

Carcinoembryonic Antigen(CEA) : Lab Value vs.

Normal Value

W E 5B 8.2

gk -
HLF R B R s 3B N SRR CEA sk B B F i B oo

12ék P e !
Rk ALK B R CEA sk w21 ¥ wend B o

-1

T R CEA SR B4 HF B REFE > T TR AT R AR K,!rt R - A
PR R R SR
iﬁaé#uéﬂghﬁi:”@$§&%ﬁﬂ’ﬁ%$9*ﬂ%%%*ﬁ%ﬂ’f
FHEFUPRENEL TR o Pl F Bt TULERE o Ao B el F
R 30 75999 o

FHENG IR SRLEFARL T R RRKE 0 P 5088
FRRARLIH GRS ErRELSE R ARE R P R S R%RE

v o
e

*’”f@"&*"ﬁ ST eI Y R PR ’fﬁ%ECEA'*‘ s B 5 #5999 o
T ¥ EEE E S Rh E(bdeE T F E 5 0~5ng/ml > B %CEAE 5 5ng/ml)R| % 5 030 °

ook e
EFA

o

¥ E e R ‘f‘%r?’\pﬁl‘m%ﬁ%i«‘?%ﬂm@n i e
e o SFE Rk T ¥ B F0~5ng/ml ;e ik F & 4 F10~2.5 ng/ml -
S 75 &

L
B ©°

—\

010 B %t iriihn CEA #sk B15 14/ 300 F

020 B %kl 2 din CEA RS EIEM/EF B & F BUp o

030 B X pofpryih CEA#SR B ARl & 2 e fFia il -

988 EIET S
* GIST ~ NETs % High grade dysplasia (Severe dysplasia) °
o LM RBANE ARARY £ E

999 | ° FEATLEAE
e Ri{Fmiadih CEA ¥k o
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SSF 3 Wik R 3
Carbohydrate Antigen 19-9 nFG $= [# * 000-997, 999

Carbohydrate Antigen 19-9
B A5 83

W i git -
EOLFR B R E KIS K P 3B P ok sk CA19-9 kB o

el B et
CA19-9 7 § 3% 2 Wi i 7 % & 3 1 ehE & 5 o

YorGdnsl -

o LHUR B EAF SioR T F ARCALOF o MR HHESE SR B 3B 1 ) 4%k CAL9-9
(r2 Units/milliliter (U/ml) 5 ¥ )8 3 & o

o CALO-Oth gk B ki | BeBEH - 1= | HBH - SRR EERERD

o WS EAESGMY FFRL L FY WFRECAL R E - PIT 4T
e BeXH AR T IR ERE o PSS 5988

* HILAF L 45 W CALO-Otk S B4 A ) R BCE P 0 R D R BB RS -

C FBRARZIH -EGIFANERESEFIRAEY MUY P ARG A REFE

FEE
kY-S &
000 0.0 U/ml -
001 =0.2U/ml -
002-979 | 0.2-97.9 U/ml -
980 98.0-99.9 U/ml -
981 100.0-199.9 U/ml -
982 200.0-299.9 U/ml -
983 300.0-399.9 U/ml -
984 400.0-499.9 U/ml -
985 500.0-599.9 U/ml -
986 600.0-699.9 U/ml -
987 700.0-799.9 U/ml -
988 T IR R ;}g_»ﬁ—‘ﬁ:’z%gig &t ateshE o
989 800.0-899.9 U/ml -
990 900.0-999.9 U/ml -
991 1000.0-1999.9 U/ml -
992 2000.0-2999.9 U/ml -
993 3000.0-3999.9 U/ml -
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B 30 RS R

Yol | TR

994 | 4000.0-4999.9 U/ml -
995 | 5000.0-5999.9 U/ml -
996 | 6000.0-6999.9 U/ml -
997 | >7000.0 U/ml -

999 |+ A3

o F Finf &tk CA19-9

)

i
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Ki-67 %% §5 B A01-A09,000-100,988,998,
999

Ki-67

e 5L 8.4

i A= i
P RORAY SN 4 % B (Neuroendocrine tumor » NET) 1 5 5 32 4F £ #7116 iR] Ki-67 2. % % -

ek B e
5 Rl in ok BA 1SR 2 k¥ o

Yo dp 3l ¢

o AN ARG EHA 5 8150-8153, 8155-8156, 8158, 8240-8242, 8249, 8683 » 2L if
A i B 3045 988 o

¢ RAPETRBNREEL? A BamePE A RS A -

o NKi-67HZzZ B E 5 1-100% 0 RIB~I B e BT~ o
o Bldel  pHTAR 4 e UKIF67 5 14% » HfS 5 014 o
o bl4e2 1 RHILAR A 32 UKI-67 5 8.6% » Hff 5 009 ¢

© FKIOTHRHRZHE ] 1% RlERE G EEL 2D ) BB - = S 5 ADL-AQO -
o b4l RHIL4R A 3 UKI-67 5 0.3% » Kb 5 AO3 ¢
o bl4e2 IR 22 CKI-67 5 0.9% 0 H0dh 5 A9 -

R SESEY ks Sl

o FABRELPELR O WA PHREE Ry PR 2 B

¢ %fﬁigﬁ%iﬁﬁ’—w Y. ‘EPFE'P;}-;,';#: Pl AR B o

. %’ffigﬂ‘éi Y SRR S8 LR T EE STRCRCE S
© Bldet HEAFL B Ki-67<1% ' s HakS % 001 -

Yo &

AO1-A09 | 75§ TL4F 2 Ki-67H 5 /] 0 1% g 2 1t o

000-100 | z&§*JHI23F £ Ki-67H s B p & - o

988 FAEHE o

* 2] f 2t ICD-0-3 M-8150-8153, 8155-8156, 8158, 8240-8242, 8249, 8683 -
998 WK EF AP
999 s Ao

. Az o
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Mitotic Count %% § B © 000-021,110,120,130,988,999

Mitotic Count

BB P A B L 8.5

= éit -
e HORA 5 N & 4% (Neuroendocrine tumor » NET)z F 4% 4 % #c(mitotic count) e

Yok B et
A e R B IR R o

Yo dp 3l ¢

© AP A esg2 Al 5 8150-8153, 8155-8156, 8158, 8240-8242, 8249, 8683 » 2 b it w &
A i PR A5 988 ©

o A EPN A RBZ mie g s B et F(mitoticrate) 0 B 40 Bk < B F T P AT B L
TAPFSI0BE AR > 2 Bt 2mm? ¢ § 54 Kotk F g BEADEREZ I
& o

* RS EA HEE SRR L Ty ik /e i (grade) - T AR SAPH L G 54 A
F > ¥#% 110 ~ 120 ~ 130 -

o EREAFL R s NI ANR TR HERE S BIE R EHE BEILE S

o A EEH W IR (S licdy o

o FABEIELE O TR PRAEE R YRR L S

oy &

000 0 of mitoses per 10 HPF (per 2 mm?) °
001 1 of mitoses per 10 HPF (per 2 mm?) °
002 2 of mitoses per 10 HPF (per 2 mm?) -
003 3 of mitoses per 10 HPF (per 2 mm?) -
004 4 of mitoses per 10 HPF (per 2 mm?) -
005 5 of mitoses per 10 HPF (per 2 mm?) -
006 6 of mitoses per 10 HPF (per 2 mm?) -
007 7 of mitoses per 10 HPF (per 2 mm?) -
008 8 of mitoses per 10 HPF (per 2 mm?)
009 9 of mitoses per 10 HPF (per 2 mm?) ©
010 10 of mitoses per 10 HPF (per 2 mm?) o
011 11 of mitoses per 10 HPF (per 2 mm?)
012 12 of mitoses per 10 HPF (per 2 mm?) °
013 13 of mitoses per 10 HPF (per 2 mm?) -
014 14 of mitoses per 10 HPF (per 2 mm?) -
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B {0 RS R

B | A

015 | 15 of mitoses per 10 HPF (per 2 mm?) -

016 | 16 of mitoses per 10 HPF (per 2 mm?) -

017 | 17 of mitoses per 10 HPF (per 2 mm?) -

018 | 18 of mitoses per 10 HPF (per 2 mm?) -

019 | 19 of mitoses per 10 HPF (per 2 mm?) -

020 | 20 of mitoses per 10 HPF (per 2 mm?) -

021 > 21 of mitoses per 10 HPF (per 2 mm?) -

110 | <2 of mitoses per 10 HPF / per 2 mm? (Grade 1) -

120 2-20 of mitoses per 10 HPF / per 2 mm? (Grade 2) °

130 >20 of mitoses per 10 HPF / per 2 mm? (Grade 3) -

988 FAEHE o

i ‘E’_‘%ﬁ‘« 7| 5 2 ICD-0-3 M-8150-8153, 8155-8156, 8158, 8240-8242, 8249, 8683 -
999 |+ A3

. %\a}:ﬁf%} °
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Glycated Hemoglobin (HbA1c)

e FE 8.6

2 pcat -
BB R LU L EERT S 3 B N HbAlC #iE -

fedrp eh:
FIRTE B B 0 5 L HORZ B £ #0458 HbALC SR HOR PN BT A § 2ot
AodkiE 2 % 8 L ROR 2§ R -

Yo dp 3l ¢

e MEta d F- AL T BT0E >V F pfhd 93432 D o B, o it h & %
BF i 4.0%5.6%2 B 1 EHE £5.7%64%2 B 0 B iHF 0§ e RBAOROR % F KE
B 36.5%  RIFEL LB R -

© BT ‘i‘»ﬁnﬁ%;}p 5l FELETLERR TSR PR S FEFE -

oM e R R EBRRL

.
k¥

e F_- il%éﬁéﬁéfrﬁf“i’-’*ﬁﬁﬁ B3P PR FRRRE o
© FYUTT A {E3H AR d RAREPE o RIRARE ST A B R kB -
. §"—}}§1L13—%-§U§%"ﬁ4}w’ PEReEIT AT BT BB - S o

o B4l t BETm {53 7 fHbAlCE B B 55.8% R %= ~ =AY 558

. Bl4e2 D BT S31 7 hHbAlcE B B 57.26% ° R %= ~ Z % 573 -
e FHLPEHEIANUFRHELE  PFEESHEBE -
o B EE N ANA N EHER o PR R E BEIDT R o bl BETIE3R Y
M HbAlcH it 5>5% ° Bl % = ~ = 75 %550 o
¢ AFEFHNY FEFRSACFIVFRFRARR A BRENAL FREIRR IRRLY
ML F A o Pl e TR A o
BEANAREL S L 0 P B Rk S R 2 R L R B RS 5088 -
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T 3% i R S

R

5-5 &

0 B R TR R

1 B AR ¢

Y- =B | TA

01 0.1%

02-94 0.2-9.4%

95 9.5-9.9%

96 10.0-10.9%

97 11.0-11.9%

98 > 12.0%

99 FHEELT R

%k Yaih &

088 ° * lE * oo

o WHRAFERE TR EEEBRRRHL L

999 RN SR e

B

kS !

099 2022/1/23 Admission Note
Present Iliness: This is a 54 y/o female without specific past medical history. At TSGH, the
CT image showed a 2.4cm mass at pancreatic head with double duct sign; T2NOMO. The
biopsy report showed moderately differentiated adenocarcinoma. Under the impression of
pancreatic cancer, she was admitted for whipple procedure.

Past History: nil * 55 ¢ A3 HbAlC &5 & -

162 % AERR L 0 B F B e 2020/3/15CT4R 2 1 i = # 45 > 2021/3/1975 12
FEL & "% & B fE2020/10/284% 1 & & % 5 6.7%:2021/12148 1+ 5 ¢ % 5 6.2%;
2021/06/04%% it & ¢ % 4 6.0%

185 B % FIRE AR R T 8 B B 2021/1/44 s ALT>600 » 34 {7 S 3042 it
IHD,CBD and pancreatic duct dilatation > 2= & & & L& - # 3= G o & [oiE (7 A+P
CT+EUS: 1.biliary dilatation CBD and mild pancreatic duct dilatation. 2.peri-ampullary
lesion, pathology: pancreatic adenocarcinoma o 2021/1/21:& {7 &= #&¥Whipple procedure °
B & % & HbAlc (%) 8.5(2021/01/07) - 8.4(2021/01/20) - 6.8(2021/04/14) >
6.7(2021/5/14)

069 20211215*+ *F ;e CT#z ¥ pancreatic cancer with ometum metas » *F FuiZ 7 47 it HbAlcH

P B & 45 DMys { - 202112204 1 4 B - 20211222 S&HbAlc : 6.9 - #+20211223
biopsy : adencarcinoma > 20220105 start chemotherapy - & Foifs i e &> & 45 i 5 4
$ DMy ¢ -
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988 87 § 4 » 20210115*+ *F o Abd CT#x % Pancreatic head cancer(C250) » 15 4 & & Fadx

Lo 0 A ARAHDALC 4 R Ptk R o
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F

Lung

C34.0-C34.3, C34.8-C34.9
C34.0 Main bronchus

C34.1 Upper lobe, lung

C34.2 Middle lobe, lung

C34.3 Lower lobe, lung

C34.8 Overlapping lesion of lung
C34.9 Lung, NOS
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Separate Tumor Nodules / Ipsilateral Lung
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Visceral Pleural Invasion (VPI)/ Elastic Layer
e B A5 8.2
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Malignant Pleural Effusion

e I h 5 8.4

ﬁ""#’{t" .
54—3—67}:;%..[;:&% SRy ,}; B 53—7? =i

12ék B et
Bk & AJCC @ 2 % 5 Mla> it B>t Mla e S5 8 - M1 B 2822800 % 2
R REY G L BB REEMRRFE AN VR BRI REER S -

Yo dp 3l ¢
o B Rz BN RN R A LA R
© ETRARGM LT RAFwE S BRE o Ao mediastinum » heart ~ great vessles trachea .
esophagus - vertebral body ~ carina% ix — > I PF & 3§ SRR 0 S F )
SR EHE R
o Uk FRAFRT Bl A
o Pl B AEERY F R Fw R (Ambiguous Terms) - &|4r:Suspicious - Probable... %
FEA G FE R AR FEAFAR S Bk
o FFEP BRI dos R R A R 2 g 2
%ok B 85 5 000
* MO 5 5dhmah & 988

YR | TR

000 | BFHFthd 2/ weEKELTHFR-

o FEEH R LB AL -

011 | AR Rat FRYER L ANGFwe S RE T2 B2 HL -
012 | sk ¥tk B # IR ufi-k - @ e F e 4 5 15122 Atypical 2 7 » Tek ¥ §7 2
T Bk -

013 M B AET L BB WALk o

014 'ﬁ%% b #R¥EH AN T e R R R FFAINTE B2 H ke
015 Tk F e & SRRk 0 A B h 5 B Atypical 2 57 0 TRk F T &
H L BSOSk -

988 % ag * > MO ehip % o

999 | B A A A
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Sampling or Dissection of Mediastinal Lymph

Nodes (N2 Nodes) B B 0 8.5

B gkt -

FEE AR R IR R 7 s chh ] e R B R 0 B SURYEM T BB B B eniE ) o
e o g

ay %4m$ﬁ TP FEHAORIEH T SN T R F{op BRFAERE 0 £

ERR LG B
S5
o REIIIF TF'JW%E"”;‘;}*W ‘&B’»fié Brijrle o TrLmILARL DA FEM T BRIk Ry o

E\; J# = "é.' 51 M ?F 3’)}»;}%

KE BB

A %% % 000 o

o FURBRL | Wi ”* }E'Pﬁ A R IR T A ﬁ‘?ﬁ » P %Fg % 988 -
o JRILA HIN2Z N EECREM T ST HaBB iy o T

# R #TRE L

Level 2 Upper paratracheal nodes

Level 4 Lower paratracheal nodes

Level 3a, 3p 3a:Prevascular nodes

3p:Retrotracheal nodes

Level 5 (Lt) Subaortic nodes

Level 6 (Lt) Para-aortic nodes (Ascending aorta or phrenic)

Level 7 Subcarinal nodes

Level 8 Paraesophageal nodes (Below carina)

Level 9 Pulmonary ligament nodes

Ky &

000 BT RORYEM T BB B B o

001 Ptk B GORVEH T B LB R o

002 Ptk B ORISR T B2 B R o

003 Peth B SR T B 3B o

004 Ptk B GOREH T B 4 B R o

005 PR B BRI SIRIMEM T B 5 B o

006 Ptk S B GORVEH T B 6 B R o

007 Ptk RRGSORIEH T BT B E -

008 Pk B BRGHORIEH T B BB -

109




B 3 RS R

Wi | TE
988 | A -
* ] % % i (1ICD-0-3 M-804L, 8042-8045) -
© GEHRFIEEFL Y
999 |+ mEAERAAE-
© FRAHIREHT BB RSG  RRBAP
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SSF 6 BeER 3
EGFR # 7% % %f% i B ¢ AAA-UXX,VVV,XXX,ZZZ,
999

EGFR (Epidermal Growth Factor Receptor ) Gene

Mutati
utation BoE A 8.6

W i git -
224 EGFR 28 %% > W har B d @ * S bR o2 4 B 2 FF15 Xk o

Yedk B e
R R R R B R R PR F iR ek FF AR THA 0 g ek
TR A -

Yo dp 3l ¢
o IPEEIAEGFRAFIZZI RS P HAFIRBHALFELESF LI -
. #r;frﬂ‘ WP PRETAY EGFRIE%R S % » P A ARM AR E ERFA S FL R 2 -
o ¥FBHREGFRZBEFLIBEFIRT BHECLRFLL M P77 5%BE -
. ll%?ﬁ#e»#‘«frm&fv » Fliek A2 PEGFRER - 3 7 g -
o MFTE3G o] I LA HRELF- AR F O HRRFIHARE
o FWAEHFR-FBREFOME AT BN F ‘;E%El%ﬁ AREE XSG FREH
Iﬁpﬁfﬁ.‘l FRBPE BB EIRS N UE FRER GG -
wl4el @ 3R 4 3 5 Exon 19 deletion— #& R % £ Exon 21 L858R % % » %#8 = ABX -
wl4e2 @ 3R 4 4 5 Exon 20 insertion 78 R % £ Exon 21 L861Q % ¥ » %% 5 EEH -

o APEFHUYEFRLA “@ﬁfhﬁfﬂ’w?%{*%ﬁﬂ°
e EGFRAFIZRH % K » 40T £
S kB AR
A EGFRZ Fl# % = Exon 19 deletion® % (= 7 % fasubtypes) o
B EGFR F]# % % Exon 21 L858R % % -
C EGFR & #)4# % = Exon 18 E709 % % (i]4- : E709A ~ E709G ~ E709V) -
D EGFR & #)# %% = Exon 18 G719 % % (&]4- : G719A ~ G719C ~ G719S) -
E EGFR# 13 % 5 Exon 20 insertion & % (¢ % % fésubtypes) -
F EGFR A F1# 5% 5 Exon 20 S7681 % % -
G EGFR £ F1# % % Exon 20 T790M % % -
H EGFRA F1# 5% 5 Exon 21 L861% % -
U EGFRA Flie sk = 8 ## BER B (R 73 i 4 52 =gk -
\Y% EGFRA Fl#s%k % %7 2% > LA E P AR %
X EGFRA Flte %k = & R % o
Z 7 ETECGFRA Fl#e % > @ % % &2 23§ -
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B % 4 TF S L R

Yokl | TR

999 |+ FwE AL FE 3 EGFRAFIR Ees -
© FEGFRATFIZ %%z Fh LpFALREL > 2 wBEILEF o
s RAF W o

£ 6

Yot | R

EXX | Aninsertion in exon 20 of EGFR is identified.

ABX | EGFR# F1# 5% & % I p% 3 Exon 19 deletion— #& % % 22 Exon 21 L858R % % °

AXX | Adeletion in exon 19 of EGFR is identified.

BGX | Codon 858 mutation (c.2573T>G, p.L858R) in exon 21 and codon 790 mutation
(€.2369C>T, p.T790M) in exon 20 of EGFR are identified.

UXX | Codon 757 mutation (K757R) in exon 19 of EGFR - (j & # 2t % Exon 19 deletion)

UXX | EGFR# Fl# 5% & % &4 Exon 21} :9K846R % % -

BXX |2018#5"* # %7 i LUL cancer stage4B - 2018/05/31 Lung biopsy EGFR 4 F|#: 5% =
Exon 21 L858R % % » Afatinib sine 2018/06/22 ; 2018/12/10 CT showed a new grow
tumor of LLL » 2018/12/18 Peripheral blood EGFR £ F]# %% % Exon 20 T790M % % »
osimertinib since 2019/01/09 -

AXX |2018#1* # %t Lung cancer stage4B » 2018/01/12 Lung biopsy EGFR # %] 2
= Exon 19 deletion % % > Afatinib sine 2018/01/26 ; 2019/3/4 CT showed
mediastinum lymph nodes progression > 2019/04/08 lung rebiopsy # F]# % = Exon
19 deletion % % % Exon 20 T790M % % - start osimertinib on 2019/5/16 -

BXX | 2024/07/17% %7 % % # 1 % cT2aN2M1la - Lung biopsy EGFR Exon 21 L858R :
Detected ; 2024/07/26 5 * 4% Giotrif - 2025/02/19 wedge resection.
ypT2bNXM1la - NGS EGFR: L858R+T790M - ﬂfr% FFrrie st TTOOM % £ §_ 7%
Falde -

VVV | PR 875 W UK 5 A0 0 3t AR e gy FEGFR(H) A 3 AP M SR 3F £ -

XXX | » No mutation on exon 18-21 of EGFR is detected.

* EGFR mutation unfound.
777 | 7 ETEGFRA Flie sk » @4F 24 &5 i 5 &% 13 o
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ALK £ Fl#g =% %75 § B 1 010,020,030,999

ALK (Anaplastic Lymphoma Kinase) Gene

Translocation

W E W 5B 8.7

B st
EALK RREE 0 ER R Y R PR AR 2 L & HE AT ok o

febkn e
PRV REER R B R R R E IRk Z LD -

YorGdnsl -

o AP EIFALKATILZ A% P HATFIRSHRF R ESF L IR -

. %b@$BW%ﬁPVﬂMKéWﬁ%*%’"Zﬁ%ﬁiﬁ’wﬁﬁﬁﬁ%ﬁimﬁo
© FRRALKZ HEFLIBFIRT BBECLSRFL2HBH AT

g *ﬁ&?ﬁuéﬂ%hai’ﬁdﬂfhﬁ“m’mﬁxj*Vf)°

S FB &K

010 ALK& Flfesh % > F 2% ¢

020 ALKA FlHb st % » B2 %

030 7B TALKA Fl¥e sk > fe g 5% &% 23 -

999 o A AT ALKAFIR ik o
. meéﬂﬁ Btk Fho CHEFALTREL P OBRLTG R
° /)& }3 lp&%ﬁ /E
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Specific Component of Lung Adenocarcinoma

W E 55 8.8

W i git -
T g u;’r\:};?ﬂ; T e Y > R 7SR
(cribriform

4| (micropapillary) ~ § %8 3] (solid) fr & ;& 3]

| AF
A i o

fedk B e
W e &

7 mcEa - ¥ ﬁ”#ﬁ#Jfﬁﬁﬁﬁé’%ﬁﬁﬁﬁiﬂﬁ%”ﬁ’ﬂﬁﬁf

Wi BIREZ 7T R RF o iTm2 ity
.ﬁnﬁ%#ﬁﬁl :
o AT R BN 'ﬁfrﬁ'ﬁi?ﬁf';%ﬂfﬁ%”'L'rﬁ*'ﬁ’ R e e A R T B 5 RN

ERE7F S EEBICHGETREERE CRBE A RF L REEL o R F Y o

o ZHARR M H:j‘b@,v(invasive non-mucinous adenocarcinoma)i & 3|y ¢ 7 7 5§ ‘ﬁl_é:i*" (lepidic) ~
Bjru’a 4] (acinar) ~ 5 % 4| (papillary) ~ #& 5 & ] (micropapillary) {= ¢ %ﬁf‘; | (solid) ; # # BJ]L? A
(acinar)s& & % & sk A (cribriform) & 45 & H;]‘L |(complex gland) fe_= > i ¥ FE{s e £ o

o FAHELT o K@ Fs R Al (micropapillary) ~ F # 3 (solid) ~ & % 3] (cribriform)/4g & 9t Al
(complex gland)iz = &3] f& > & % & % 000 o

o FAlR A R st %A (micropapillary) & 5 £
we zEF A% o ia)@%{r;»—%? MF e

=] (solid) 2] & ikt (%) 5 & & g2

g

o  EREBAA W& 7 HcF R Al (micropapillary) ¢ %% 5001 @& % F %82 (solid) » %#g 5002 ;
& 7 & kA (cribriform) 2 45 & ’S‘f]L J(complex gland) » %% 5004 %3 it w A fiz 24 >
FAr R R B F P S e s Jc;c?r\ o DAt B Al AL B Y @ F L é ?{i']
(micropapillary) ~ & 8 %] (solid)f= & ;& 4] (cribriform) = % % 5 > P %45 % 007 -

&7
o AWEFHUYEFRIL FYRFRAET E'J'E‘ %
o FBELRTH > B 2088 -
. EiBZ%
o FiBEZe AT

s} PA» ,a‘\au‘ o

2t % invasive non-mucinous adenocarcinoma ° & %% = 988 o
}%pﬂy}}xAAa%,@_Enﬁ%ﬁgsso
° ?Iﬁ%i?yr‘,:}ﬁl‘:ﬁiﬁﬁ'aw ’ b*ﬁ‘ﬂ gw%t:!’_/r,,}%“ ’ EI <ﬁ)€%§9880

a7 T &

000 A ik A & 7 HcFt R Al (micropapillary) ~ F %8 3] (solid)fr & s 3] (cribriform) °
001 A Bk 8 7 st R Al (micropapillary) e

002 WA A e 7 F M A(solid)

003 A Bk ¢ 7 At R Al (micropapillary)fe# 48 4] (solid) °

004 %3 5 e 3 &k Al (cribriform)/4f & % 3] (complex gland)
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B % 4 TF S L R

kY &

005 R Al fk ¢ 7 A s R A (micropapillary) fe & & 4] (cribriform)/ 4F & ”fj‘\ A] (complex

gland) -
006 oAl i @ 7 F 883 (solid) v & sk A (cribriform)/48 & ’iﬁ'\ | (complex gland) -
007 MR A AL ¢ 7 HeFt R Al (micropapillary) ~ F 48 3] (solid)fw & sk A (cribriform)/4F & 9111{.‘;]
(complex gland) -

988 EIET S
o R o
e 2t invasive non-mucinous adenocarcinoma B % o
o BERENUBRIBFT EIRFTR
o AEX RPN fiié:)ﬁ}'kii W WREINEH T S A RS NER FRER S
Rl S e i el S ENLS

999 . ;ﬁ,—fﬁ;\ A A

B

SnFG )

005 Lung, right lower lobe, lobectomy - Adenocarcinoma, micropapillary predominant.
Histologic type: adenocarcinoma, micropapillary predominant. Histologic pattern:
micropapillary (50%), acinar (45%, with 20% cribriform), papillary (5%).

Cell type: non-mucinous tumor cells.

988 Lung (RB4) biopsy DX: invasive non-mucinous adenocarcinoma, MICRO D:
adenocarcinoma growing in solid and acinar pattern.

988 Lung (RUL) ,biopsy DX: adenocarcinoma, MICRO D: Sections show tumor cells
arranged in solid and focal cribriform patterns.

988 Lung (RUL) , biopsy DX: adenocarcinoma, MICRO D: moderately differentiated
adenocarcinoma in acinar pattern.

001 Lung (right upper lobe) lobectomy DX: lepidic predominant adenocarcinoma, pT1cNO,
MICRO D: adenocarcinoma with lepidic (60%), acinar (30%), and micropapillary (10%)
growth patterns.

988 Lung (right upper lobe) lobectomy DX: Mixed invasive mucinous and non-mucinous
adenocarcinoma, pT1bNO, MICRO D: Mixed mucinous (40%) and non-mucinous
adenocarcinoma with lepidic (bronchioloalveolar) (55%) and solid (5%) growth patterns.

988 Fg f7# %75 RLL lung cancer, cT2aN2Mlc » @& (73 = s*7 * > pI24E 4 Lymph
node (RS10) biopsy: metastatic adenocarcinoma -

001 2021# 3" Z %% Lung cancer, cT3N2MO stage 3B » 2021/3/11 Lung (RUL) biopsy

DX: adenocarcinoma, MICRO D: adenocarcinoma growing in an acinar pattern »
2021/04/12 %4 = Lung (right upper lobe) lobectomy, DX: papillary predominant
adenocarcinoma, pT3N2, MICRO D: adenocarcinoma with lepidic (10%), acinar (35%),
papillary (45%), and micropapillary (10%) growth patterns -
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988 2021# 1" # %% Lung cancer, cT4AN3M1c stage 4B - 2021/1/20 Vertebra and epidural
space (L3) excision: metastatic adenocarcinoma, IHC: pulmonary origin
adenocarcinoma - Afatinib sine 2021/2/9 ; 2021/10/15 F1#5 1 & - 41 {7 Lung (left
upper lobe) biopsy, DX: adenocarcinoma, MICRO D: poorly differentiated
adenocarcinoma in solid and lepidic growth patterns -

000 Lung, left upper lobe, wedge resection - Non-mucinous minimally invasive
adenocarcinoma, pT1miNO. MICRO D: Histology: adenocarcinoma with lepidic (90%)
and acinar (10%) growth patterns.

001 Lung, right lower lobe, wedge resection

-- Adenocarcinoma, acinar-predominant, grade 2, pT1aNO
Histologic pattern: acinar (50%), lepidic (30%), papillary (10%), micropapillary (10%)
Lung, right upper lobe, lobectomy
-- Adenocarcinoma, acinar predominant, grade 2, pT1bNO
Histologic pattern: acinar (50%), lepidic (40%), papillary (10%)
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Tumor Nodules

B ® W =B 5 8.9

B gkt

BRI Y F 0-2 B (B0F TI)W R B K R pp LR £ 2 R R
ek P e s

(T 5 Rl i v % B (53R R o

$orBdnil -
o RBHEIYWHIEGY WIELRF B R EEREK -

o FREFNIFYHELF- RFEIEGF I F”Eﬂf Tt MY e U F R
o AFENFREID FOFEP B LA 0 FARF L FILY WL 5 0-28

o F &7 e ¥ 5 TO (Noevidence of primary tumor)2. i % » & %% & 988 -
o j&*&“fj—;%f}:&lue‘ g\r};%}%g i g g}}:%}r;jﬁ.ﬂ Rl Fd }}x»,\\an, 0
o BERFeWUIRBFE o F EIRTHPF > PG 5988

Rl e
P % 7% 988

002-020 | "z %pdic s 2-20 %f ©

021 E R Edc S 5t 20 3E 0L ) o

988 EIRT B

e TO (No evidence of primary tumor) i# % -
© ALBpEYUE 02HBR -

*  JHIZH W 5 T3INO (Stage IIB)# 5 -

° AHRFERE o

o G HIEER -

. gt e gy%}l;—;?‘/}‘; o0 2 E PR E AL o

999 Bl ke e A A o
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2021/02/25 CT of Chest: multiple GGOs in Right lung » 2021/03/18 :i& {7 + jix

*  Lung (right lower lobe) wedge resection, papillary predominant adenocarcinoma
(8260/3), pT1b(2)NO. Tumor A: 1.2cm and Tumor B: 0.8cm without visceral pleural
invasion

*  Lung (right upper lobe) wedge resection, lepidic predominant adenocarcinoma

(8250/3), pT1aNO0, tumor 0.6cm without visceral pleural invasion

Lip & ASEERSTRALAIZ ¥ 4 5 7 & ¢

002 » — 4 & Rule M7¢ 3¢ C343/1(RLL), pT1b(2)NO -

988 % - 4 i Rule M6¥ #F C341/1(RUL), pT1aNoO -

o

>
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Breast

C50.0-C50.6, C50.8-C50.9
C50.0 Nipple

C50.1 Central portion of breast

C50.2 Upper-inner quadrant of breast
C50.3 Lower-inner quadrant of breast
C50.4 Upper-outer quadrant of breast
C50.5 Lower-outer quadrant of breast
C50.6 Axillary Tail of breast

C50.8 Overlapping lesion of breast
C50.9 Breast, NOS
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Rt E RS R

SSF 1 WieER 3
B e 2% M R(ERA) %f% § B : 000-100,110-111,120-121,888,

988,999,100-199,S00-S99,W00-W99

Estrogen Receptor Assay

BB W B 8.1

W st -
h B R REE L TR AR AL

Jcék P eh
5 Bl o r % BIE S 3mR 2 kg o
Yo dp 3l -

AMF TR G REAEL A 0 R

h

ERILAR L T @ A 0ncotype %k i& 17 ER& iR

=

¥ o7 5 988 -
BRI > BE R E k- BRI R TERE o - TRA L § BB BRSO ERL

R o
:)/%E,fo

Flt g BRIERKRHR SR B EF > €453 BEk AF %‘ﬁ?%‘fj Bj ook~ Boo) & el

o A 7}% ¥ S 38 > A w S ERF B 5% Allred IHC score » ’P ,;;% ]ﬁI‘*’iﬁ 4 g i
ZERIERE %~
ERF Bt b & = 48 > $afB i 2 3 P 40T ¢

* % - 44 intensity of staining: S (Strong) ~ | (Intermediate or Moderate) ~ W (Weak)
YA E| A A WL BN+ 3 A

*  H- ~ZHENEAERF BB
© bHcliopEeEEREE LRG0 AM(F)RA S 100% 0 PSS 5 SO0
© B2 pESFLKHHESHLE 0 AR(R I )RR S 1% RIS S WOL -

* FREFRLAENT RGP FABE o PESER L ERF BB e

Allred score+ = %5 > %,z% d 23+ 3P 4eT o

*  Allred score % 3 %0U5: & 4 #ic(intensity score » 0-3)¥ ‘w2 b (] 4 Hc(proportion
score » 0-5)@ & 4e T E M2 Held ; A R A B 0243 A1 4o A 384G
it o
* ¥ - A & BL5E A (intensity) - ik H ¥ & A W|4E 4+ S (Strong=3)
| (Intermediate=2) ~ W (Weak=1) ~ 0 (& 31 5.=0) 4 %] X £ 38 ~ ¥ ~ 334 ~ m M50 o
* %= ~ Z B & fmre b (proportion) o ik H 4w Rz vk G (positive cell %)J T
PIEE R LT AR A
o G4l ){% :“ﬂ;’ 4 %5 it 2 ER Allred Score=8 (3+5) » P % — 7§ i& 3 %% S »
N RS %S 84

. G4 2 - R 3% 2k it 5 Estrogen receptor: estimated proportion of tumor cells
score 0, average intensity of positive tumor cells score 0, Allred score =0 » P % 75
% 000 -
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R R

*  FREFTAELR Allred score > 2 7w H UEUS R L2 i v B A BepE o Rl RTT
R R kS -
e Allred Score=0 > %% 5 000 » &4 o
» Allred Score=1-2 > %78 5 120 > 542 > ER ¥ v 5] % f7 o
« Allred Score=3-8 » %#% 5 110 > B4+ > ER ¥ B 53 P o
. MR fA YRR N R R T AR R R R A
o REINERFEG ELERERCEFR BAFSERBEZ KB ZE R A WGBS
E'J#ﬁéﬁ"b’? i o
. REE @%mwﬁﬁ%mwﬁ DAL PE o L RF IR B S s RYg o R
HINE A GBI R E SR IV EE -
. gﬁ&@%j;ﬁ—&%aﬁﬁ’?pi&&%%iﬂé P 4 452 o of
g 30 g % PR R AR o IR 2 R E
o SHRBE GH- REZBER FINMBABYFHMEET AV KREE  BBLE
Eh BV GIIRE & E
s FHEIRPFFIREERF BV HEBNEERE > BAFEHERF B 5 o
* % PP ERF & b2 Allredscoresi & pF > iR LIESE B PRL S5 FHRL S5
ik pF o BB AAESERE B B o
o FAEL IR WRy BB E 0 Rl Y pIRAR L 2 BB A
e FERPIRLEIG IOHBET AVFLIFE PIESATERF B GG IEEE S
2
o BETEMILEBER REDELRVORRLEELL FEAVERFT 2 KE > PES
ﬁ:r*r“ﬁ:‘ }]%I‘i'fﬁ 2 2_#iE > xﬁ%’]‘ﬁ%lﬁ B s 111 1 %8 5 121 -
e FEMILE T BB R ok e BB AR RS 5 888
e FRERRSFAEIEME AN RHER 0 PEHRERE FKELT R -
o ERILIRL D EELF G0 R B R R ©
* % intensity of staining 14 % ¥ 45 i (64w ® %-3 %) - P14 & intensity of staining #% % -
*  dF 4 intensity of staining £ p¥F » ARBF 0t R GpIRARE L LR 0 F R AR L
X intensity of staining i&

ER F & b
Y75 TR
000 ER 0% -

001-100 EUREFL ERF Bt b0 B A R(L )RR AP T o

S00-S99 A2 ER F B o

100-199 P AZ ERF I b o

WO00-W99 | 5542 ER £ Ji+t b »
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BRI RIS SR

Allred score

0 0 None

W 1 Weak

1 2 Intermediate
S 3 Strong

00 0 0%

120 1 <1%

06 2 1-10%
22 3 11-33%
49 4 34-66%
84 5 =67%

o B s fe b AP o

110
* Allred score W #5 it 3-8 4 » A P 5= Intensity 2 Positive cell °

111 ER IR SEREE RPCr S R e

120 et o

« ER F fuchnt 6]<1% (3 %k & 56 B) o

« ER F Jirit Gl AP 7 o

e W47 % ER(-)

e Allred score &4 it 1-2 & » A P 7= Intensity 2 Positive cell > -

121 ERIRLE SEREY ST azr SR T A

888 M AR S B d A LB

988 3 e

« 12 Oncotype % i& {7 ER &kl ¢ -

e Phyllodes tumors (ICD-O-3 M-9020) -

e  Sarcoma (ICD-0O-3 M-8800-8936, 8940-9136, 9141-9582) -

999 P FERBIEAFIHAG -
° }%}ﬁ‘#\’é& ‘o
. %a}:ﬁ"ﬁﬁ, °
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BBt = i e A

B

$a’G % o1

888 BE?W LK P A EREE ) LB HEBEMEI LR 268X 13k
MFC S ko T 2 pH IR S S ER B 25% -

005 ER positive < 5% -

095 ER positive > 95% -

010 FHILr H4F 2 ER B & 5-10% o

S98 PREFL2ZHEEHE S S ERIB% -

WOl FREFL 2 et 5534 ER1% -

S70 FU R 1B %0 b Fedi X core biopsy o o 3R £ 4w it IHC study: ER: positive , 85% of
tumor cells are weak positive ; & 3 ¢ 3F FIRFIF R 1% % & £ =X <% core
biopsy > J5324F £ + 45 uf IHC study: ER: positive , 70% of tumor cells are strong
positive.

S70 34 1B 5 2% b g 2 core biopsy ¢ IR 4 45 i IHC study: ER: positive , 85% of
tumor cells are weak to moderate positive.{s T ¢ 4 % Fx F] % FFEHERETIRER
core biopsy » J5IZ3F £ F 4y i IHC study: ER: positive , 70% of tumor cells are
strong positive.

S84 7' % B % 5 T2 4F £ $ i Estrogen receptor: positive, estimated proportion of tumor
cells score 5, average intensity of positive tumor cells score 3, Allred score =8

000 BEor P REFLRHEIZER0% &L L5k 0 RS HERE H i 5 ER
Negative -

120 54 % 1 % >+8% 29 p % Echo guided biopsy,# 2.4 £ %5 it IHC study: ER(positive,
moderate expression in 10%), PgR(negative), HER2(positive, score 3+).9 % 29p £ %
breast-conserving surgery,J X 4% 4 4 it IHC study: ER (negative, weak, <1%), PgR
(negative, weak, <1%), HER2 (positive, score 3+).
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B 3N RS TR

SSF 2 WieER 3
3 Mgk 2% W R (PRA) %f% § B : 000-100,110-111,120-121,888,

988,999,100-199,S00-S99,W00-W99

Progesterone Receptor Assay

B A 8.2

W st -
e ROBIRAF L TRRRIE MR ML B o

Jcdkp ch !l

A B io ek BT 2 B o

£ R

o AMFEFHAMREEL LI FBEERLFL TR 0 A £u0ncotype k i (7PR 7l

—fg v & AE 5 988 o
BRI BET G- PSR A APRE © - RTRAE L § kBB R SRS R0
B FILF BROPRBHRS S AHBEE . 47 BRAFEF T g oo Bl F s
R o
&ﬁa»&aﬁ%%*ﬁ’AMHWF@”MXN%Mmm’a&%@ﬂﬁ%%ﬁﬁﬁ*
g o
PRE W 6% = 75 » $ofB i 5 3 %3P 40T ¢
* % - 44 intensity of staining: S (Strong) ~ | (Intermediate or Moderate) ~ W (Weak)
A e AR T A
e K ~ZHRELPRE BB
© bHcliopEeEEREE LRG0 AM(F)RA S 100% 0 PSS 5 SO0
© Gldr 2 REFIHELHI L AR(FAI)RAES 1% Bl%RE S WOL -
* FREFRLAENTRE Y FLBE o RESRER L PRE BB e
Allred score® = 7§ » %8 % 3 + 3P 4o @
*  Allred score % 3 %0U5: & 4 #ic(intensity score » 0-3)¥ ‘w2 b (] 4 Hc(proportion
score » 0-5)7 & 4 447 & T2 s 5 F A A B 0-2 4R 5 a0 e i B 38R 5
Bt o
o ¥ - BB 4 siag A (intensity) o ik H & A w44+ S (Strong=3)
| (Intermediate=2) ~ W (Weak=1) ~ 0 (& 1 5.=0) 4 %] i* £ 38 ~ ¥ ~ 334 ~ m 5L o
* %= -~ ZF & et (proportion) o ik H e v i (positive cell %)+ T T
BT IE E e R TR RS A o
©  blde 1l pITARL 45 5 PR Allred Score=8 (3+5) » RI% - # 12 3 %45 S~ ¥
Z NS5 g 5 84 -
© BlHr 20k JW 3R £ §5 3 5 Progesterone receptor: estimated proportion of tumor
cells score 0, average intensity of positive tumor cells score 0, Allred score =0 > B
Y% = 000 o
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R LILECE S EA Y

*  FREFTNELR Allred score > &2 (740 H tm e v & B 5 R A HpF o RIET
)RR A e
e Allred Score=0 > %% 5 000 » &4 o
e Allred Score=1-2 > % %% 5 120 > 1542 > PR ¥ B+t ]2 B o
e Allred Score=3-8 > % #% 5 110> 54+ > PR ¥ g+t ]2 B o
. MR fA YRR N R R T AR R R R A
o RBFMEBFEG RRFEERCRF BAFSEERRELEE F LR A RRPIF
E'J#ﬁéﬁ"b’? i o
. REE @%mwﬁﬁ%mwﬁ DAL PE o L RF IR B S s RYg o R
HINE A GBI R E SR IV EE -
. gﬁ&@%j;ﬁ—&%aﬁﬁ’?pi&&%%iﬂé P 4 4 £ i 2
B 3n b < TR MR P IR AR L i
o SHRBE GH- REZBER FINMBABYFHMEET AV KREE  BBLE
Bk By RGBSR E o
. ?ﬁ%k%?ﬁﬁPRﬁ@wmﬁﬁhﬁﬁ%’%i%&PRF%“@°
* % FPFFPRF B 62 Allredscoredr 4 pF > BAREEBHFEL S5 FHRLES
ke B0 PRI EPRE vt B o
o FABRILpEsR o TR VA E R PR 2 BB
s FERTPRADG BT AVEIE RIS TERF BB F R S
Bt
e RBADEPISEBRE RUAEISREWORAIES A FRED EIS T2 BE > PIEES
S LR 2 HelE o R Yp iR LA 5 111 Mg 5 121
. BRI BE S AN RS e S BP0 RS 5 888
e FRERRSFAEIEME AN RHER 0 PEHRERE FKELT R -
© FREIFLEEZF BN ET R RS E -
* % intensity of staining 14 % ¥ 45 i (64w ® %-3 %) - P14 & intensity of staining #% % -
*  dF 4 intensity of staining £ p¥F » ARBF 0t R GpIRARE L LR 0 F R AR L
X intensity of staining i&
c AFEFTHNYEFRIL O FIHFREATA AT

o

3 b

R

B
PR £ J&5 4 i)

-y &K

000 PR 0% ©

001-100 | sefsmI@4p 2 PR F et 6] > ® 2 (A4 )R AP 7 o
S00-S99 | 3% E PR F it b o

100-199 ® 42 PRE it b o

WO00-W99 | 532 2 PR £ fis it b o

126



BRI RIS SR

Allred score

0 0 None

W 1 Weak

1 2 Intermediate
S 3 Strong

00 0 0%

120 1 <1%

06 2 1-10%
22 3 11-33%
49 4 34-66%
84 5 =67%

e o el pap o
1o e Allred score 45 i 3-8 # » A P 5= Intensity # Positive cell °
111 W B RS s e LB
120 et o

o PR F et 0i<1% (F % d Ao

e PRE Rirnt blAP 7 o

e W47 5 PR()-

*  Allred score ¥4 i 1-2 & » A P 51 Intensity % Positive cell °
121 Wy ER R alEr JIEE .
888 nERSR S OkEd BEEIBE
988 IR S

« 12 Oncotype % i& {7 PR &Rl -

*  Phyllodes tumors (ICD-O-3 M-9020) -

*  Sarcoma (ICD-O-3 M-8800-8936, 8940-9136, 9141-9582) -
999 A FHRRIETRGE

- AR

s Atk
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BBt = i e A

B

$a’G % o1

888 BRRRT Y M h 5 PRIGE S AFERS S Fing > 2 BRIIVEE
Feu 2 vk o IS 2 BIAE L L PRIBIE25% ©

005 PR positive < 5% o

095 PR positive > 95% -

010 FHrILr H 4R 4 PR E & 5-10% ©

S98 PREFL2ZHEERH %L 0 PRI8Y -

WOl FHIEIFL 2 BB it 553% > PR1% -

175 FU R 1B 50 b Fedi X core biopsy o op IR £ 45 it IHC study: PR:positive , 60% of
tumor cells are strong positive ; & 3 ¢ #F FIRFIF R F1Z 4 £ £ XK core
biopsy » JzIZ3F £ 45 i IHC study: PR: positive , 75% of tumor cells are
intermediate positive.

175 34 B 5 2% b g 2 core biopsy 0 i IR 4 4 i IHC study: PR:positive , 60% of
tumor cells are strong positive.{s T ¢ 3F FIRFIF R 1% % & f =X core
biopsy > J5324F £ + 45 # IHC study: PR: positive , 75% of tumor cells are morderate
to weak positive.

110 FU % B %k /HTE4F £ 9 PR S positive, Allred score=7 -

000 B 37 mILAR L fe PR 0% » 422 4oy (8 > S mIAE L & i 5 PR
Negative -

120 54 1 %781 29 p & Echo guided biopsy, % 47 4 45 i IHC study: ER(positive,
moderate expression in 10%), PgR(positive, moderate expression in 15%),
HER2(positive, score 3+).9 * 29 p # < breast-conserving surgery, J 32 4% 4 45 i IHC
study: ER (positive, moderate expression in 10%), PgR (negative), HER2 (positive,
score 3+).
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BBt = i e A

SSF 3 BeER 3
WAk 2 R ok %% §5 B 1 010,011,020,030,040,988,990,
999

Response to Neoadjuvant Therapy

W E 5L 1 8.3

i A= i
I RBEEL I TR EMEKREZF R -

e B eh
CEN AR LRSS MR TSR

$oBh A3
o ﬁbzﬁfga,&jgf;%yﬁ;)ﬁpx P FE thie ?\‘.'r — s o BORIR e moa EA R 2 RN
Grenikp o LPIERFE T T H JLUTS N R T g 0 - *7‘%"3:\_. B b A U?\. I renix

:}%& 0

"

pCRz b H ot 7;’;%‘,]4)%,27 e uq’ﬁ;},}fﬁ w4 ’Il&ﬁ’i"”'?-‘fﬁifﬁi R ERA > fﬁi 0

© FBFFRLIN FBECLFEEFL 2 HEILP R BERBTRA LT FE TR RE TR
EOpIRAR L SE G 0 AT HIETE F I oo d dF ek o

bl4el t g o ILAE 2 4 it 5 Treatment effect (response to presurgical/neoadjuvant therapy):
(1) In the breast: Probable or definite response to presurgical therapy in the invasive carcinoma.
(2) In the Lymph Nodes: No definite response to presurgical therapy in metastatic carcinoma.
F R AR T 2 ¥noeadjuvant treatmentf 24 oo & E d I IW AR 2 B it ) 2w
iz 2 e BANRELR %Eﬂ"é’?’ e SERAE e NI

P42t B A DT Eﬁbreast SONO4F £ 47 1t "% < -] 5 2.32 & » noeadjuvant treatment s
EEZMRM SR o iFis 2 3% 2 # it 4o T :The size of invasive carcinoma: 3.5 cm.
Treatment effect (response to presurgical/neoadjuvant therapy): (1) In the breast: Probable or
definite response to presurgical therapy in the invasive carcinoma. (2) In the Lymph Nodes:
Probable or definite response to presurgical therapy in metastatic carcinoma - #]noeadjuvant
C/Tistumor size® « » &2 d JpILAF L 4y W 2| T w F1f 2 2 foe > B FeAk 1§ ¥
B i 2 e s @ oo

oy T &

010 Clinical complete response(cCR) °

011 YR 7 3 A8+ Pathological complete response(pCR) ©
(No residual tumor ; no invasive component in breast tissue and lymph node » NO(i+) 7 %
A% pCR) °

020 Partial response(PR) ; Moderate response ©

030 Stable disease(SD) ; Minimal response °

040 Progressive disease(PD) ; Poor response ; No response ©
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e 70 4 T F] L IR

988 A e

o RFREWERRE -

« AR ELE

990 R AR B L F RARR AE- HRP o
999 c  FREATEEILRE o LRRAP .

« pERERA .
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BBt = i e A

SSF 4 FeEr 3
TRH” Stk akP Sk #° B © 000-089,988,996,999

No. of Sentinel Lymph Nodes Examined

W W AR 84

W i git -

B RGBT B M T Sk A R

fedk B

5 R & TR R

Ho 551 :

¢ REBDELILRE FIT R EHT BREAE 0 7 B tE o BRAB88 -

o APETEBEHT SR A TR A AT B BB H T N ST R AR
B A R (RF B #2.14)7

o ERENHEHT BHRRD N2 IKT FN AP B

k3 &

000 R AR W=, Rl

001-089 R H 2wl T S E o

988 EIRT S

996 Rt EHKTBkE o nikp AL
s EFEAANAHEMBT LB LREFLY APRHT Lo

999 s FFERBIEIRG -
o A

B o

S 75 * b

001 TR BRSSO T BRRPE > L pIE4E L 4 i 5 ¢ Sentinel lymph node, "1,
axillary, right, resection --- Metastatic |nf|Itrat|ng duct carcinoma (0/1) -

996 R B R BT P4k 0 BRpIAF 2 &5 i 5 0 Sentinel lymph node, "SN1",
axilla, left, permanent section of frozen specimen --- Unremarkable. No lymph tissue find
(s T4k W = S )

996 RS a -;};k R R Dot pfaiw 2 & it 5 ¢ Sentinel lymph node, "1",
axillary, right, resection --- Metastatic |nf|Itrat|ng duct carcinoma in soft tissue (-‘I}ii LR
RE kT 5B e osoft tissue § Al e %))

996 F R R4 2> e SLN mapping failure - 3 F7 >+ =2 £ 34 7 Axy LND
(0/5) -

988 PR kg F o S X £ Fae? SLN mapping failure - ¥ EF 5T e 5
3 7 Axy LND (0/5) -
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B£8R

R

SSF 5

LR 3

EHT RRPEKP S 7S &= [F] © 000-089,988,996,999

No. of Sentinel Lymph Nodes Positive

e A B85

gk -

B ERRBIZ B HMT B &)

Q4R
NS

1<ék P et

WD & I AR e o

P TS

s AMFEEHBAERT BRAL FTRERMT BORPEE TN 2l s

J—J—-'/: Pa N
FHAEHT S

EIHD FHF AR EH T BB ED (BE I 24 #2.15) .
i3 isolated tumor cell (ITCs) & j= f¥ > Ji& %485 5 000 -

E ’7}7}:@7:‘:5

4L

LT

Z %

SRS ETAES M S AR S LR LR RN R A ST ALY £ £
T AEE LN B 0 P %5088 -
Yo &
000 o RpHEHTBEP
*  H T %7 isolated tumor cell ITCs) iz je »
o FFFRTREAERT B RpEELY AFRMT BEH > Ak
A LM AR iZ)e o
001-089 | i&F B imye 2 ol & k> S#cp 3~ o
988 A o
996 o Rl B Ee o R¥ch e
© FFFET ﬁmw T IR RILAF L Y AB M B e
4 e e
999 < AR wﬁtw SLEFARER
. %ﬁ%°f°
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BBt = i e A

Bo:

Yol Gl

000 PR R L ST Bk HopaRL &b 5 ¢ Sentinel lymph node, "1,
axillary, right, resection --- Metastatic infiltrating duct carcinoma (0/1) -

000 PR B RES A S HT BP0 B L & 5 ¢ Sentinel lymph node, "SN1",
axilla, left, permanent section of frozen specimen --- Unremarkable. No lymph tissue find
(T2 e Bl 4 = g ) o

996 PR B RBLA LS B HopaRL &b 5 ¢ Sentinel lymph node, "1,
axillary, right, resection --- Metastatic infiltrating duct carcinoma in soft tissue (32 &
R M~ Bl o i softtissue § Ak w2 i )°) -

996 TR b 4% £ Flje? SLN mapping failure » ¥ £ =t £ #7437 Axy LND
(0/5) -

988 F B M infkis X £ Fs? SLN mapping failure » %5 EF Y e S £ g
# 1= Axy LND (0/5) -
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Rt E RS R

SSF 6 BeER 3
Nottingham # BR 4 /5 #& %5 § B © 030,040,050,060,070,080,090,
110,120,130,999

Nottingham or Bloom-Richardson(BR)
Score/Grade

W W BB 8.6

W i git -
oo TL MR e e e o

Yok B et
A e R B IR R o

Ho 551 :

BR* # % modified Bloom-Richardson -~ Scarff-Bloom-Richardson -~ SBR 4 % ~ BR 4 % -
Elston-Ellis modification of Bloom Richardson score ~ the Nottingham modification of Bloom
Richardson score ~ Nottingham-Tenovus ~ # Nottingham 4 %

Fe g erhRg a0 18 T iR Bt (a) Bloom-Richardson score3-9 (b) Bloom Richardson
B (low - intermediate - high) -

BR:4 &%@{3-94\ o Wt A B R R R = B RFA DI L (Y
A58 B g 4‘54']/,,\ B~ FE R e A B R VR m’?e#‘,m; A5 ‘m’?e%",a\ %o BArIE £

fo it f'J“:1 “ iz - % (low - intermediate > high)m 7 & #cF » % & R B #T L F RER
A 2 =
FRHEAFL P b N R B PHES A
By T kG T PR A
© REIMERF] RERE R SR BAES R R EE § RRR A AR
RlAE & R g BciE o
© FESL ﬂ@%WW%ﬁﬁmw@wﬁﬁ%’u@%%&iﬁﬁé%%&%,g@
IR R o PR S A I -
. gﬁw@%£;E~&%L@$’$29£$%$$%’U1W”%&%%&&
SRR R IR S 2 BeE A
o PR R H- R BROF SAEEA YWY BRA S BB LRSS BB
2_Hcig o
© FABEL ISR R P RAE 0 RI P RILAR L 2 o s
c FWRZ ARBTG5 AP PESEERF SRS LR
B L0 T HEBIER(F 32 L InRk B sin ) 0 BRI Y 5% 7 BR scoreshms > »
* £ jkvis 2. BR score

o

(B

o
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B {8 R F S TR

k1 &

030 34 0

040 4 5 o

050 54k o

060 6 & o

070 7 Ao

080 8 & o

090 9 & o

110 Low Grade » BR grade 1 -

120 Medium Grade > BR grade 2 -

130 High Grade > BR grade 3 -

988 FAEHE o
e Sarcoma (ICD-0O-3 M-8800-8936, 8940-9136, 9141-9582) -
*  Phyllodes tumor (ICD-O-3 M-9020) -
s R e

999 e % & BRgrade 7 & BR score °
° ﬁr,— )ﬁ % 3T ;\‘. o
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BBt = i e A

SSF 7 BeER 3
HER2 £ =3 (v 8% chf S dc it %5 # ) © 000,004,100-103,200-202,

300-302,400-402,500-502,510-512,
520-522,530-532,590-592,600-602,
640-642,888,900-902,988, 999
R A 8T

HER2 (Human Epidermal Growth Factor
Receptor 2) IHC/ISH Test Lab Value

gt

et fLgk T 8% 4rip (8 HER2 2 3 Sl ® o

Jcé% P e :

IRSES RS- s E E

Yo dp 3l -

©  AFEHESHER2ZA A SR Bl RS % > L RRT § R LT 1 F e 50
HER2/neu£k r] b

* HER2LZ it B> iz ¢ 3 & 22 $(In Situ Hybrldlzatlon ISH) & §. 5 s i & 4
4 (Immunohlstochemlstry, IHC) o ISH5 2 #ic i chife L g B o2 5k o i 32 % 72 (FISH) # iRl %
L300 Bd R (CISH)= 2 » B s 5 IHCHR Bl % -

ARL: %"Hcﬁzﬁl-?ﬁ% 22+ B E RS 51020 A minie AT FISHE # & 4

BIAR 2 o F i FISHRA H 3 #plpF > 4 7 %8 5102 o

AR2:FF FIHCHKR RIS 52 &FISHR H @ {BRlpF > REAFSHFEAEELESE -
Bldr D BREFA X P E 0 - PIHCHKR A4F2 A Her2(2+)» ¥ - »IHCHR &% 4% 5

Her2 (1+)* & FISH& B > J& %4 5 101 -

112& =58 7 ~ 1142 3 i3

* T# LOwHER2 Fiumrx €4 > § ISH & RISZ % 5112 > 2 IHC 5 148 2+pF » v F et
IHC 2 & Rl% % - p 112 % &4 > B % IHC fr ISH ¥ 7 & PIFF » &P FFiE 4 IHC &2 ISH

iRl o

o W 114B¥EA > L Tk HER2 3-v i3s3 £ 1 (Ultralow HER2) & #8225k 5 o

Al 5 HER2 A > AR EAp R T35 B3P A T 0k B & 2 L FEATE LR AR

BE

FHIHC RIS 5 02 BFR - FHDIFL J LM A GIR 20 0 G ET 7]RR 508

e #F IHCscore0® % & &5 0% > & %S = 000 o
e ¥ IHCscore0 ¥ & ¢ t 5)>0%F <10% > Ji& kg 5 004 o
e #F IHCscore0® Afpit % & 6] > B %AE 5 100 -

e Fi6H7F A ISHKRBIF BFPF %S IHC & ISH % % %% 5 500-502~600-602 & 640-

642 -
e HER2HBIZEHE =40 23 LA NS F 5 ¢ %3—
Bk pFER IHC {o ISH & RIFFn IHC RIS S ~ 5 =

v
?
v

?

HER2 & % # Bl % o
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BBt = i e A
B HEEEX IHC ¥R -

% e P42 IHC 4o ISH #3R] -
i s 78 AR R

A5

8
)
Fe)

o

©o|uo|lo
o
o |-

TE

e BHEHEX IHC R -

e negative orscore 0 > ® # ¢ +t 5|=0% -

e negativeorscore 0> ® Afgif R & b o
score 1+ o

equivocal or score 2+ -

4
I
F

o

positive or score 3+ -
negative or score 0 » ¥ 0%<#% ¢ +* 5] =10% -

h e+ e

O | B W |IN|F

BaAHE IHC Rz &% i % IHC 4 ISH % & plp -
HISH #&RI.E %

0 negative orscore 0 > ® % ¢ +* ]=0%3" | negative or not amplified

P T T
score 1+ positive or amplified

s
fu
=

equivocal or score 2+ equivocal

positive or score 3+

negative or score 0> ® 0%<% ¢ i)
=10% -

9 7 2o

A |IWIN|PFP

My EREE
e p 108-111 %7 2 B % > H HER2 % % 3% 2 % %5 ISH (FISH/DISH/CISH)# Bl %% % > & 4%
7% % 500-502 ; p 112 & %7 ﬁfLL B % > R ikgy ISH (FISH/DISH/CISH)Ar IHC # B3 % %5
= 510-512 ~ 520-522 ~ 590-592 ; ¥ p 113 > %r#& A== B % - 773 %% 500-502 ~ 530-532 ; 3
7 ¥ 3% ¥sB 200-202 ~ 300-302 £ 400-402 ; 114 L ¥r& 422 B % > 773 %ss 000 ~ 004 ~ 600-
602 ~ 640-642 -
*  FHIRIEUT i R A %iiﬁfs"w'
. ERRERCKET T R C BAEEE R R BE S R RRARIRRIE 2T LR
> B ie :}%'f;—
. H?FE?E”ﬁ B R e A3 R R ILAR A B o L R IR 2 B G SR &g o0 ¥ BB
A RIPE 0 RIS A IR BE o
AR REIn l“frﬁ%ﬁ% TREHIEAREL T P 0 MEERY ISH RaedE > B BRARA G
FISH ¥R % 52 »CISH=x2 » & 5 IHC & PBIE % -
DA BERFIVCE RSB HT BT T f > d’f s % HER2 IHC 35 5 2+3&¢ equivocal ;
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B S LTS TR

BT %3 B FISH fRl 2 5 a1 0 111 & (3) 5 L #5555 5000
B112 k«’?ﬁi{\ Sk % 520 o
o H-oaprhgr SE- RELBRFT P REFLP LI R Rt A SRR
UeRe iﬁ*i*wi-’%i%%¥BHﬁmwa%,cmHif v L H = L IHCH B2 % o
Blob s 2 RN A R R AR S TS % IHCH Bl » fe £ jiein 27 ¥
%7 FISHI& Rl& % P > b B L3 &FISHE % .,’F_!,;\IHC%?,E R e L
B X BB AR PRI 2 B % R b o
o SR e 2 H - RFELBEET S ER o B SRR vi’%iiﬁﬁé’:‘HSH%ﬁ
Pl % > CISH= 2. » £ H =% % IHCH P& & o
s FAEX Jﬁ'/r%"ﬁhl&”’#%ﬁﬁj"ﬂ Y107 R ILAR 2 BB AF A o
BERERATRRELBEE 0 LB REFE g Lk B HER2 S S
equivocal » J& 4 &= %’ﬁiéﬁfé’ﬁif% MicE o
W EMs AT HER2 5% 5 1402 - equivocal R4 2 % 0BT A SR B2 B L
MPE o R s 5 888 -
W EMs AT HER2 5% 5 1% - equivocal R4 2 % 05 A SR s E sk
& % equivocal » ik 5 Ktk 0 2 BA4E4- FISH fhipli % > CISH 2 » £ # = 5 HC #
Wé%°?$%ﬁﬁﬁﬁ%%*éwk’Mﬁ?ﬁ%ﬁ$%ﬁﬁ§ﬂo
EB%5 4% HER2 #h% » dF2 ¢ £ A B I 8 #cid > ubhsd 5 999 o
APEEE Y WFERL L FYERFRATA MY ST RTR -

oG TR

000 IHC, 0 (negative or score 0) * F fg it % ¢ * &) 5 0% H e

004 IHC, 0 (negative or score 0)  F fg it % & * 6] 52>0% ~ =10%% g e

100 THC, 0 (negative or score 0) ® A5 it 4 & b b ¥ g

101 IHC, 1+ (score 1+) °

102 IHC, 2+ (equivocal or score 2+) °

103 IHC, 3+ (positive or score 3+) °

200 H100-107 2% Bx® > p 1084 EA2 BEAGF* o
* CISH, negative °
* CISH, not amplified -

201 W 100-107 ¥ xid* > p 108 Z%7EA22 BXAF* o
* CISH, positive °
* CISH, amplified -

202 H100-107 4% kg > p 108 Z%7EA22 BX A+ o
CISH, equivocal °

300 100-107 4% kg > p 108 Z%7EA22 BXAF* o

* FISH, negative °
* FISH, not amplified -
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B 3N RS TR

kB

L&

301

T 100-107 47 BRig* > p 108 LW A4z BX7A§* o
* FISH, positive °
» FISH, amplified -

302

W 100-107 & Bxig* > p 108 B%rEA22 X7 % o
FISH, equivocal

400

W 100-107 ¥rE kg > p 108 Z%7EA22 BHRAF* o
H U k5% > HER2 &% o

401

T 100-107 ¥rE ke > p 10847 # 422 BXRAF* o
H U k5% > HER2 % o

402

W 100-107 & Bxig* > p 108 B%rEA22 X7 % o
H v ¥ 5% » HER2 equivocal °

~

500

108-111 Zdr#E pxid* > [12L%EBXAF* o

* ISH, negative or ISH, not amplified -

113 ZdrE 4= Rig*

* [HC, 0 (negative or score 0) ¥ ISH, negative or not amplified °

114 Z8rE 4= B X * ¢

» THC, 0 (negative or score 0) (& #w it % ¢ +* »:]) ¥ ISH, negative or not amplified -

501

108-111 Zdr& pxid* > 12V % EBXRAF* o

* ISH, positive or ISH, amplified °

113 ZdrE 4= Rig*

* THC, 0 (negative or score 0) * ISH, positive or amplified °

14 ZdrEA2B Z * ¢

» THC, 0 (negative or score 0) (& #5 it 4 ¢ * &]) ¥ ISH, positive or amplified -

502

108-111 Z¥re Bxig* > [12BEE BRI J* o

* ISH, equivocal °

13 Z¥rEAB R * ¢

* [HC, 0 (negative or score 0) * ISH, equivocal °

114 Z¥rEA2B ZF * ¢

» THC, 0 (negative or score 0) (& #w it % ¢ +* &»]) * ISH, equivocal °

510

IHC, 1+ (score 1+) * ISH, negative or not amplified °

511

IHC, 1+ (score 1+) * ISH, positive or amplified °

512

IHC, 1+ (score 1+) * ISH, equivocal °

520

IHC, 2+ (equivocal or score 2+) ¥ ISH, negative or not amplified °

521

IHC, 2+ (equivocal or score 2+) ¥ ISH, positive or amplified °

522

IHC, 2+ (equivocal or score 2+) ¥ ISH, equivocal °

530

IHC, 3+ (positive or score 3+) * ISH, negative or not amplified o

531

IHC, 3+ (positive or score 3+) ¥ ISH, positive or amplified °

532

IHC, 3+ (positive or score 3+) * ISH, equivocal °
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B 3N RS TR

kB TR
590 IHC # 3% > e ISH, negative or not amplified °
591 IHC # 3% » e ISH, positive or amplified °
592 IHC 7 3 e ISH, equivocal °
600 N4 ZerEA=B R ¢
IHC, 0 (negative or score 0) (% ¢ +* ] 0%) * ISH, negative or not amplified °
601 14 ZerEA=B R ¢
THC, 0 (negative or score 0) (% ¢ '* &] 0%) * ISH, positive or amplified °
602 114 842 B X * ¢
IHC, 0 (negative or score 0) (% ¢ +* &] 0%) *® ISH, equivocal °
640 114 8rE 4= B X * ¢
IHC, 0 (negative or score 0) (0%<#% ¢ +* ] =10%) * ISH, negative or not amplified °
641 114 Z8rE 4= B X * ¢
IHC, 0 (negative or score 0) (0%<% ¢ +* ] =10%) * ISH, positive or amplified °
642 114 Z8r& 4= B X * ¢
IHC, 0 (negative or score 0) (0%<% ¢ +* ] =10%) * ISH, equivocal -
888 o LM SRS HER2 ¥e sk B d A 5 it o
o @ PPia T e HER2 5 & 0 (w5 16 HER2 i@ 5 2 o
900 HER2 154 > B U sk ™ 3V & P Petesk > 3V 7 2o
901 HER2 F5 12> B v B = V& oh sk = 5V 7 350
902 HER2 equivocal » H v 5 > ;N & *hfatg s > 8 7 3% o
988 ZIRT B
¢ Phyllodes tumors (ICD-O-3 M-9020) -
*  Sarcoma (ICD-0-3 M-8800-8936, 8940-9136, 9141-9582) -
999 A FERBIEIHNG -

° }%)ﬁ‘ié\gai\o
SR Tk
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B RS R
B

Y * o

888 BR>aRT 7 Y HC wh4F 2 5 Her2 () £ Fﬁ‘r% B JEALE SE S
(5 FX TR A S ke R TRAR 2 2 THC # A 4F 2 5 Her2 (34)

100 BRI Fwr Pk A IHC ¥ 4474 % Her2 (equivocal) » £ {7 i%% ELE e 4
e LR BR IR S ke AR 2 2 IHCHR A2 5 Her2 () °

102 BEEs >R A IHCHR A3F2 5 Her2 2+) ©

300 BENAFIOT ELBE LT/ ok a2 P AIHCHKR A2 5 Her2 ()&
Her2 (equivocal) » £ {73 % 50 M i B0k » 2 {6 £ H X “,/T‘. e LI “,/T‘. i
-‘}]%Ii‘l_iﬁ% 2. FISH# #3844 5 Her2 (-) °

302 BENARE 107 £ LU 5 7% i&xf”f s *T“Tﬁr RILIE L 2 IHC & &
4 2 Her2 (2+) » 14 4 FISH # £ 4% % 5 EQUIVOCAL -

500 BENAR 108 ELETL o inhH 7 P A THC ¥ 8482 5 Her2 (1) &
Her2 (equivocal) » £ X w E M BEok » Z 6L B “ﬁ% s L “ﬁ% o
pILAE 4 2 FISH & 6384 5 Her2 (-) °

502 B0 108 # ST AR IR R S R 2 IHC He b
47 2 Her2 (2+) » 14 4 FISH ¥ % 47 % % EQUIVOCAL -

511 ki ¥ ¥ & HC # 4482 5 Her2 (2+4) » FISH(+) » 2 &% 4k 4 %
g ek ILAR £ 2 IHC fe 4R £ & Her2 (14)

521 Bk P4 4 IHC % 4474 5 Her2 (2+4) » FISH(+) » B 455 % $ 104
6 L RERLAVE IS porgienEF L 2 IHC A 4F 4 5 Her2 (14) -

520 Fep B RN 112 & 8 7 29 p % Echo guided blopsy » JHILAR 2 4y i THC
study: HER2 (1+) = 9 * 29 p 4% breast-conserving surgery > J5324F £ §5 it IHC
study: HER2 (2+) » FISH(-) -

521 FoRp B XY R 112 # 8 7 29 p 3% Echo guided biopsy » 532 3F £ 45 it [HC
study: HER2 (1+) = 9 * 29 p 4% breast-conserving surgery > J5324F £ §5 it IHC
study: HER2 (2+) » FISH(#) °

520 U B RN 112 £ 8 7 29 p &% Echo guided biopsy » 5323 £ 4 it IHC
study: HER2 (2+) 9 # 29 P $% % breast-conserving surgery * 324 4 45 i THC
study: HER2 (2+) » FISH(-) »

521 SR B X UM 112 & 89 29 B 4% Echo guided biopsy » 5 324F 2 4 if HC
study: HER2 (2+) = 9 * 29 p 4% breast-conserving surgery > J5324F £ §5 it IHC
study: HER2 (2+) » FISH(+) -

004 R4 ELE L RBEET 2 P HRAF2E 5 THCO (5%) -

600 BEAR14 EZE L % ab;.,a}‘”f e *7“Tﬁ:r »Her2 jri2sf 2 55 % 5
IHC 0 (0%) » {4 4 FISH & & 5 HER2 (-) -
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B 3N RS TR

SSF 10
Ki-67

Ki-67

iR 13
Yn#% §= 7] © A01-A09,000-100,988,998,999

B s =B 5 8.10

fg‘ [ = k11

Bl o ILAR £ TR R] Ki-67 2 5 % o
fedk B e
€5 Ml il Pk BT 1SR 2 (R o
Yo dp 3l ¢
© AFEFTHAUREEREL Y LI B AL LA o

o UKi-67 e BT Bl BT A o

[EIR: 1 [Iiai‘*’ﬁf = ?r‘:? Ki-67 % 14% > %4 % 014 -
Blde 2 L pH L % Qr‘:ﬁ\ Ki-67 & 8.6% > %5 5 009 -

o Ki-67teH B2 ficie > 1% F&EIEFEHEI EBD ) BEF - = %fg 5 A0L-A09 -

4ol t o IEAR 2 2e §EKI-67 5 0.3% 0 H#g 5 AO3 -
bl4e2 T IRAR 2 2e §EKI-67 5 0.9% 0 Hig 5 A9 -

o HEPET GadS R R

o R E RN (5 lichy o
o BERERERCKL TR BPAESERRIKE F ERRARBRAE 2T R
2 i (8 4% 45 o
. F% F@%Ww%ﬁﬁww@wﬁ P 0L R RN 2 BB L AR kYR 0 E BB
At BP0 B S A5 30 x‘"ﬁtm o
. E—ﬁ@%;mﬁ—@§7®$? AR B0 0L R R RN % B R A
%ﬁﬁ%%%%lo
© SAEBE LH- RELBEET S LBREM RS A RS 2 KD -
o FABRL LGSR W PR AE o R P ORIRAR 2 2 BB dE 4
‘ ?%ﬁﬁ%)ﬁﬁ%*uaﬁﬁﬁ’ﬂ%%&sao
¢ FREIFL L RS SN N R B BE R EREEE A
S k8 TR
AOL-A09 [zefumimdr 2 Ki-67 /| » 1%:7 At o
000-100 [z {“ /@R 4 Ki-67 e A vt o

» _E * o
e Phyllodes tumors (ICD-0O-3 M-9020) -

988
e Sarcoma (ICD-0-3 M-8800-8936, 8940-9136, 9141-9582) -
° ‘/’”’?Qﬁﬁiiﬁf*ﬂﬁ WA BB f}""“j‘ 0
998 TS RF AW .
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B 28RS R

o R ERRRIATRE -
999 s RpEAE
o H ek -
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BN F TS T R

TR

Cervix Uteri

C53.0-C53.1, C53.8-C53.9
C53.0 Endocervix

C53.1 Exocervix

C53.8 Overlapping lesion of cervix

C53.9 Cervix uteri
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SSF 1 Wik 13
SCC Ll k% & nFG #= [#] © 001-988,999
Serum Squamous Cell Carcinoma Antigen (SCC-
Ag):Lab Val

g):Lab Value BF I A 8.
gt -
I T EE —%;&,@%%?—F{ijg:}%ﬁ3ﬂ}” JL/F SCC-Ag s g 1B °

Jodk P eh s
SCC-Ag A3™f + ¥ S My ok 2 TR {5 hE & F]3 o

Ho 551 :

LS Bl SR L#F?gfma B i?f}‘m%%ﬁ%}’ M oiE e A H W P?Fm X¥eE Y sk EE

B TR AL TS 0 R T RS Sl o

fi&%’”i‘ff‘ﬁn/ﬁ%iﬁ%' P~ F i 3 Y o FSCC-Ag (ring/ml: H )EcF B o bl4e 1

B3 ? pow FSCC-AgE % & 5 7 (ng/ml) - J& %5070 -

j\ﬁ}%‘:SCC AQH S 4k = 45T » 553 ] HeBE (S - 30fS 0 bl4eSCC-AQHE S i % 7 F L
%0.14 ng/ml > & %5001 » =2 .& % F " #i@E 2 0.15 ng/ml » & % #5002 - & %= SCC-AgHs %
R B R rh ) %@001?{ R e BT 2 BHABO0L > H4rSCC-AgHe % 2 %
i = 0.04 ng/ml > & % #5001 -
®Q%k»m% TG et g REL R FIRALE 0 R P BB AREKE

e ERENARC GREEE SR 2 RS E - 0] % 5988 -
. AR mﬂe/&'pém#ﬂﬁué'p % (M-Code #F2-% 8050/3-8086/3, 8560/3) - 4c :
FEFRZE T ES i]"\%' P S 75 988 o
£y &
001 =0.1 ng/ml -
002-986 0.2 -98.6 ng/ml -
987 =98.7 ng/ml o
988 R
*  FERRERE-
* kT YR A l%?h,;.@kﬁ*/%é‘.@k#“ﬁ{l*’é/%ﬂ
. ¢ AR B AR OB ARY & PRk E o
999 ©OREAERS
S
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SSF 2 WieER 3
SCC #uk %A% §5 B © 010,020,030,988,999

Serum Squamous Cell Carcinoma Antigen (SCC-

Ag) : Lab Value vs. Normal Value B E BB 1 8.2

2o
G

gt -
¥

r3

‘T\?

FERR BT AR 3B P F SCCAg edF B8 § HeL B o

<4k P eh:

PRV RETFE I P HFER R RIFLEAR -
FEHEA T wmefB kL F SCC-Ag B2 A B EARRANY > 80%4 L i B R B R o 2
SCC-Ag B R E ¥ + o SCC-Ag "Emgihie B 4 7 r0 1% 5 5 + 222 Jy 18 Bieh »adpthe

SoBBdn 3l

e SCCHLhmkBA4HE 2R REFE > TR AEFTRE DB '*,fiﬁf?ﬁ B R
P M TR 1k

o EERE G BUTREDETN T SIS TR o

o RPBSCCHLR Kok B 5 im 4 11 ¥ %okl o

o AWEFTHUYFFRIAIEYFEFRARR A BRe T E FRBEIRR D KR EE
EF B UF AL TR > R el F Bt LT do® B Rl F TR R
S5 999 o

o FRHEWARL GRIEE AR T ARIREKE 0 R 5988

. @%%k»m% TGS S oRE S E PR ARE o R F P BT &R E

o

do e
b

- = }E%%%ﬁ%— F' I\/p}%‘w3lﬁ; oy 7P%{%5§L/FSCCAQF v ] S #5999 o
o A PR e S B MUR 2 B 5 (M-Code § 125 8050/3-8086/3, 8560/3) » 4 :
FTEF R ?;Eg’]l%' R 575988 o

W | TR

010 i % i i SCC-Ag Hsk 1 12/+ 1 &

020 # % 7 #+ SCC-Ag ¥k EIEM/E ¥ & 2 F BURN -
030 i % ihai f SCC-Ag e & 5 Tt i 5 2 T ILS 1R -
988 R

SRR -
R RESS AL RRRE LR R AR
LAY ]‘FmF'B'&pg’k)%‘ﬁE._ Y e B B o

. \. o
999 A ; R
e« it {7 i SCC-Ag H5% -
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BRI EE TS 3 TR

- ¥ W

Corpus Uteri; Uterus, NOS (excluding Placenta)
(Carcinoma of the endometrium and carcinosarcomas)
C54.0-C54.3, C54.8-C54.9, C55.9
(M-8000-8790,8950-8951,8980-8981)

C54.0 Isthmus uteri

C54.1 Endometrium

C54.2 Myometrium

C54.3 Fundus uteri

C54.8 Overlapping lesion of corpus uteri

C54.9 Corpus uteri

C55.9 Uterus, NOS

Corpus Uteri; Uterus, NOS (excluding Placenta)
(Adenosarcoma, Leiomyosarcomas and endometrial stromal sarcomas)
C54.0-C54.3, C54.8-C54.9, C55.9
(M-8800-8933,8934-8974,8982-9136,9141-9582)

C54.0 Isthmus uteri

C54.1 Endometrium

C54.2 Myometrium

C54.3 Fundus uteri

C54.8 Overlapping lesion of corpus uteri

C54.9 Corpus uteri

C55.9 Uterus, NOS
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A R T

SSF 1 BFeLR 3
B Fck # X Wk RI(ERA) Y% §° B : 000-100,110-111,120-121,888,

988,999,100-199,S00-S99,W00-W99
Estrogen Receptor Assay

BB W B 8.1

f;ﬂ e it

Brip RHILAE L TRRIB R RIMLEE

i

Yedk B e
SRR ISR BT SR 2 o

Yo dp 3l ¢
o AFPETHRILREEFEL LA FR
ﬁ v PR #5988 o
© RAY O BETEHR%K- BESEATERE o - HTRH L € HRB R OB EIRLEF L
o PV E BROGERRRSF GBI 53 BRAEFEFF L &g oo Bl F Raip
}/%‘ o
s MHIETEZE BB ZIFEMPAT
©  BAFEREEFL G R SRE P RSB R - F - BB S (Strong) ~ |
(Intermediate) ~ W (Weak) 4 %] s £ 38 ~ ¥ ~ 334 o
e H- ~ZHELERFE BB o
o bldellopITARE R E A 0 A T(R 4 ) A G 100% RIS 5 SO0 -
o b2 EILFLHE RSB L AR(F )RR G 1% AKAE S WOL -
* FREFLAEMTRE P R LBL o RESEL L ERF LB
TP Sk R4
o BRJEERUCIBER BAESERRIEE > §RRHEACIRPIF 0 ISR R

W

< & HAF L T @ £ 0ncotype %k i& 7 ER 7

Big -

- FPEL @%WW%ﬁﬁf ﬁW$ REE AR SR R
IR R RIPE > PR S A I B o

s FHIHEBRY ZH- RFLBER G S PEREAFL 1L R R

B+ FERHA TR L Bl S A
o ST LH- REZBIRFIIEBANYTHBEE AV REKE 0 IR
ek vt blE 2w E e
e FHARPEFHEERF B GIEHBMAER . BAEEERF B B o
o FABRILIPELR O TR PRAEY R P2 R g
c FERTIRAET G SOBET A VELE ) PEE R B bR iR
2Rk
© BREDFLRHERR O R FRRORREER LA FRDFRPLEE RIS
S AR 4 2 Ml R L0 5 111 s 5 121
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o 3% g R A5

A X

N R J=REE R IES
. P RERKBHERAESHEME LA

IP_P'FAIV}’/F')%‘Ib\ L@_.wf%l“"ﬁ& f@}‘gn’g%ﬁ'888°
YR PE RIS 42 B A A -

. ?% DIR L P B F RV I E PR BAFS RS E -
*  intensity of staining2 % fF 45 i (6140 ® %-56 %) - P14 &rintensity of staining# ¥ -
*  dp#intensity of staining & & - LRP~F it Bl ® hupIRAR L SR o R gpz AR 2 i
intensity of staining i& °
y *ﬁ&?ﬂuéﬂﬁ%ﬁﬁ “@ﬂfV%“W’W 5% BT e
7By T &
000 ER 0% o
001-100 B2 ERF Rt 6] 2 IR(L3)mBE AP 7 o
S00-S99 WA E ERF BB o
100-199 # A% ERF it b o
W00-W99 5%@£ERF@MbW
110 F%}* » (R AP
111 Ly aul%]’*zr%wm&xﬁ_f ENE R e
120 @ﬁ°
e ER F et 6]<1% o
o ER F J5 it bl A B 7 o
o W47 % ER() -
121 ER IR R ATk S Y Y e
888 R R S EkiEd BEEIB .
988 7 o
» 11 Oncotype k:& {7 ER #& B % °
999 o Py EARRIEFIRG
. Iﬁifﬁ'#‘;&?‘ o
. ABE o
B o
S 75 * by
888 BRI m PR AL ERIEE > AR g B0k 2%
iR o e 2 AR 5 ER BB 25% o
005 ER positive < 5% -
095 ER positive > 95% -
010 I #sF 2 ER £ 5 5-10% e
S98 HILAF L 2 Helidy it 5 5% > ER98% -
WOl :}?aigs*ﬁi‘iiﬁzfﬁ ot 5334 >ER1% -
000 B> P REFLHEERO%  £X 2o s » IS RERL RIS
ER Negative -
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B 38 A S S W

SSF 2 WeER 13
* AW &2 Wik E(PRA) 475§ F © 000-100,110-111,120-121,888,

988,999,100-199,S00-S99,W00-W99
Progesterone Receptor Assay

BB W BB 1 8.2

fg"f"ﬁ:’cirﬁ :
Boip FopIAE L TR RIS MR HL 8% o

Yedk B e
SRR ISR BT SR 2 o

Yo dp 3l ¢
o AFPETHRILREEFEL LA FR
ﬁ v PR #5988 o
s RPAI > BEFR EHk- BEHERAAPRIE o - LTRA Y § ERB RN EERELEFS
Bo Flt g BRAPRGSRS R GBI 47 BRAREFF Aot o] & (s
)}é‘ o
s MHIETEZE BB ZIFEMPAT
©  BAFEREEFL G R SRE P RSB R - F - BB S (Strong) ~ |
(Intermediate) ~ W (Weak) 4 %] s £ 38 ~ ¥ ~ 334 o
* ¥ ~ZHBAELAPRE MG
o Bl Ll opEAFL L SR E 0 AR(EI )% A 5 100% > Pl S SO0 -
o b2 EILFLHE RSB L AR(F )RR G 1% AKAE S WOL -
© FREFLANTEE Y FEBE o RSP PRE Lo
IR LT Yokh R R4
« BRRRERCRF - BAESRERIEE § RERA DRI PSR SR

W

< &/ IZAF 4 F3L 0 @ A Oncotype % i& {7 PR iR

Big -

- FPEL @%WW%ﬁﬁf ﬁW$ REE AR SR R
IR R RIPE > PR S A I B o

s FHIHEBRY ZH- RFLBER G S PEREAFL 1L R R

Bt AR P RAR L B G L
o ST LH- REZBIRFIIEBANYTHBEE AV REKE 0 IR
ek vt blE 2w E e
o FHARFEG R PRE B GIE AR BALIELPRF B 6
o FABRILIPELR O TR PRAEY R P2 R g
c FERTIRAET G SOBET A VELE ) PEE R B bR iR
2Rk
© BREDFLRHERR O R FRRORREER LA FRDFRPLEE RIS
S AR 4 2 Ml R L0 5 111 s 5 121

o
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T 3% 3 RS

AR

F R

I JERES SR
T REBHRERiELIEE AN

% intensity of staining/* % & 45 it (5]4c® -3 Z) »
3 #rintensity of staining (& f& » L4k B~ 5 it ) § s LA £

Be A o R o2 BB S B BAS 5 888 -
R BERF 0 R E Rk gpE BB G o
PR L P RS F R UM E RS BESES E

R4 &rintensity of staining#. % ¢ -
Lk L ke

intensity of staining & -

3 24 b

© AWEFHEMYEFRIL FYEFRAETA T EYARTR
oG &
000 PR 0% -
001-100 e ETEIEL PRF ot 6] R AR(R )RR AP T o
S00-S99 BWAE PRE B O]
100-199 ¢ 42 PRE it i o
W00-W99 34 % PRE BV i o
110 Bt et b3 e
111 R TEREY AP I e
120 P%]“i °
o PR F et p<1% e
e PRF ot blApP T o
s #4575 PRO-
121 W wEM RSB JIEK -
888 ML senlicEd AHE LM -
988 A o
» 12 Oncotype k:£{7 PR Bl E -
999 G ERPIEFRE -
o Ao
.« AR -
B o
S 75 %= B
888 BER>2ipmw 7 P a s PREM  AiFgw FF0k 2822
e o IS 2RI 5 PR B 25% -
005 PR positive < 5% -
095 PR positive > 95% -
010 I #4E 4 PRE S 5-10% -
S98 «}Eﬁif‘f’.é’ﬁ 42 Bt 2 %4 0 PR98% -
Wol AR L 2 Ycieds it 5 354 0 PR1% o
000 IB‘Q*?”@I‘”iﬁ fn it PR0% » &% /{ﬁ'zp}%’“w’/{ﬁwﬁ%wﬁ? it 5 PR
Negative -
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Mixed Histology Tumers 7% 48 i P :
, 3 -
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Bt e R F S L5 g Wk

SSF 4 BeER 3
POLE # 7% % %75 § B © 010,020,030,999

POLE Gene Mutation
e 5L 8.4

B st
OB TLAF 4 ¢ POLE AR % 5% -

Jdk P ih e
RS MR LE

Yo dp 3l ¢
* POLE# %] (DNA polymerase epsilon ) 2 DNA#F @ {ciz 42 » 7 B4Ei®* > i ¥ POLEA F1R
B¢ RIS o
o FBHRPOLERBEELHET HmESRF LMW KRB 5999 -
o FhREhAjrwme SRINEME > BAEST EFRILRE T ORERSE B AT
g% o PIF R IS T o
o AWEFALIEFRSLFYHFREATA AT ST HRTR

ks &
010 POLE # Flte s &% > 7 %% o
020 POLE A Fl¥ % 2% > £ 2% -
030 F i 7 POLE A Pk % > f i % 3% 215§ -
999 © R AEPAE
o X7F il
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Bt e R F S L5 g Wk

SSF 5 LR 3
Mk 7 R R k% 3§  000,010,020,988,999

Microsatellite Instability (MSI) Detection

R AR 85

W gt
FHOHITFE L P MSI & MMR 5% @ -

Jdk P ih e
RS MR LE

Sy 5]

Me® %87 48 =1+ (microsatellite instability » MSI) » £ _Flim®e & B4z ¥ » Pz (i3 4R 45 30
DNAE 7| & 5 bdd I EREEWMEA R 7| el -
% B 4% fie 12 48 (mismatch repair - MMR)f% % > # 3 MLHI1 ~ MSH2 ~ PMS2 ~ MSH3/6 §
DNA 2z 4 fei2 42 > § MMR f% % & £ (defective MMR > dMMR) ¢ 3142 MSI 7 7§ 2+
(MSI-H) -
F 2 MSIH Sk 5 % o 3T S| s

e #% 000 : Microsatellite Stable (MSS) ~ Stable ~ Negative ~ Low probability of MSI-H

e %5 010 : MSI unstable low (MSI-L)

e Y #% 020 : MSI unstable high (MSI-H) ~ Unstable, NOS (no designation of high or low)

o #5999 : MSI-I (indeterminate)

% » MMR#& % %% » iR ISP Y 2

e %5 000 : No loss of nuclear expression ~ MMR intact ~ MMR proficient (p(MMR or

MMR-P) ~ MMR normal
o Y #5% 020 : Loss of nuclear expression ~ MMR deficient (dMMR or MMR-D) - MMR
abnormal

W& P pHETHEY MSIMMREES% 5% > 3 i B R RN N BN /IR 2
0 ¥V B o FMSIIMMRigSR G % v 3 - A A E Y - SRR EE GRAFEEFE
S IERRY A R S%ES 5 000 -

F B FMSIUMMRyEIZAE L 51 % Bp B SR8 2 2 el Bimas 5999 -

FREAIn e SRIDERLE > BARFESED FRISF D ORERS S B A ISV R
Bk o BT AR B FA -

AL iﬁ%l’%% EREEE iﬁ%l‘%;’@}f%m B URGEE S g S A

EX
2
%
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P LI - X LIS P S

Y &
000 MSI stable; microsatellite stable (MSS); negative, NOS
o/
Mismatch repair (MMR) intact, no loss of nuclear expression of MMR proteins
MMR proficient (pMMR or MMR-P)
010 MSI unstable low (MSI-L)
020 MSI unstable high (MSI-H)
o/
Loss of nuclear expression of one or more MMR proteins, MMR protein deficient
MMR deficient (AIMMR or MMR-D)
988 EIET B
* GIST ~ NETs % High grade dysplasia (Severe dysplasia) °
o Wi ARG > T A MSIIMMR 5% % 5% o
999 * R AN AE

o /;”ﬁ *ﬁ /PIJ o
*  MSI-I (indeterminate) -
*  MSI-equivocal °
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T 28 R

I L

SSF 6

P53 MR Fr4] -9 &R

P53 Tumor Suppressor Protein Detection

Wik R 13

SnF5 $= # * 010,020,030,999

e FE 8.6

b A = U
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fedk B

iR ¢ pd3 M B feiRlE & o

PRSP MR EALR -

Ho 551 :

o TP53 %] ~ fé#r % 2 F(tumor suppressor gene) > ¢ TP53L ¥4 4 2 p533-v F &

2 DNAB 4L frim® = B £ & (€7  p533-s TR ¥ MR
o FRAPSIERATHI TG 2 MR E Y - M5 B o R4EE5 010
o B EPSIEA A v 2 IR L EE T Bom & T

F i % 3% < TPS32 FlHk iR » & RpS3F-v &R

& kg & 999 o

(E= 1“*7??

RS2 AR 0 TS 5 999 ¢
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wrﬁv

e FBEIALINTC SREDERISE 0 BARET MR ORKLE S FRISRT DR

LR N

R ?%mo

o AWEFALIEFRSLFYHFREATA AT ST HRTR
Y &
010 p53 30 AMEF o
020 pS3 Fv AmM ¥ o
030 F i Tph3F-v R o ek mE K o
999 o Wi TP53 A TFHkR| > L & p53 v B o
° ;P*ﬁjﬁ;\ C?\. * 3.0
o XTF R e
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SSF 1 BeER 3
Fw CAIS B @ %8 #5181 001-910,920,930,931,988,999

Carbohydrate Antigen 125 (CA-125) : Lab Value
Before Treatment

e A 5 0 8.1

fﬁ"f"ﬁii‘l’l :
b—‘ﬁf’%ﬁ%ll}%*"“‘/km}%ravﬁx T- /k%ﬁ%}mﬂ_ CA125 & -
12ék P e !
CA125 };1 ’f :l‘_]‘:', PR I%’/r)? XS iR o theE & F]F o
T
o ’3-“" ¥ okl W ﬂ Tipf B iT— =X 7 +CA 125 (2 Uml& IU/ml 5 B =) > 00 & 2
&8 TG o

o EBEEVNBRBAT IR 0 L R RK%E 0 B % 5988 o

o« Jisg & 22d 4w H(M-Codesé ) 8590-8634, 8670, 8800-8815, 8890-8896, 9060-9072)% -
7] 475988 o

¢ R EARE T Mk BRI © GlheCALZH R S % F F AL 5854 Uiml k5085 ;
FHA % R F 5 855U/ 8086 - L FCALSHE S 3% L F F AL+ s 2001
S REIEE I x> o AB001 > #4cCAI25H 5 4 % @ = it 5 04 UMl > i #0001 -

%ﬁ &
001-900 | & iF CAI25 #s2kim A>T &3 1-900U/ml pF > 42 7B E -
901 w73 CAI25 ¥ % e 5 901 - 1000 U/ml p& o
902 x 77 CAI25 ¥ %k & 5 1001 - 2000 U/ml p# o
903 w4 CAI25 #%% @ 5 2001 - 3000 U/ml p¥ -
904 w73 CAI25 ¥ % 2 5 3001 - 4000 U/ml p& o
905 w4 CAI25 #%% @5 4001 - 5000 U/ml p¥ -
906 w73 CAI25 ¥ % 2 5 5001 - 6000 U/ml & o
907 x 77 CAI25 ¥ % & 5 6001 - 7000 U/ml pF o
908 w73 CAI25 ¥ % 2 5 7001 - 8000 U/ml P& o
909 w73 CAI25 ¥ % 2 5 8001 - 9000 U/ml p& o
910 w F CAI25 5% 5 9001 - 10000 U/ml p¥ -
920 w7 CAI25 ¥2% ® 5 10001 - 20000 U/ml p* -
930 % i CAI25 ¥ &% & = 20001 - 30000 U/ml p= -
931 w77 CAI25 % 5% © 5 =30001 U/ml p¥ -
088 ZET S

. JI,;L m}% —ﬁ o

. I S R };&i(ICD 0-3M-8590-8634,8670,8800-8815,8890-8896, 9060-9072) -

® g AT ]"me‘;'r'&pg’k/p)%‘_ ]‘fm’]‘ﬁgglﬁ' °
999 . pfg/ﬁ#\ s AR

s itk
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R 5B CAIS H5% & %% # F) © 001-910,920,930,931,988,999

Carbohydrate Antigen 125 (CA-125) : Lab Value

After Treatment
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12ék B et
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C HETEBBRP R FFARR AT ¥ AR P kM FCALS E (1 Uiml & IUMmI G 8
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75988 -

o AFEIRE LT~ B EMRIS  bl4cCAL25H % % %+ F B E 5 85.4 Uml v i #5085 ;
sk S SHcE L85.5UMl > & %5086 o & 5 CAL25H & % 2. F " E » %#g | *7001
FoRA R e T ~iE o BHABO01 64rCALBHKR % % % F F ki 2 0.4U/ml > i %5001 -

Yo T &
001-900 | s i CAI25 & & /i »v &% %% 1-900 U/ml p# » se45H % i o
901 & CAI2S ke (8 & 901 - 1000 U/ml p= -
902 & CAI2S ke (8 & 1001 - 2000 U/ml p= -
903 £ CAI25 e @5 2001 - 3000 U/ml p& -
904 & CAI2S ke (8 & 3001 - 4000 U/ml p= -
905 £ CAI25 s &5 4001 - 5000 U/ml p& -
906 % CAI2S ke (8 & 5001 - 6000 U/ml p= -
907 % CAI2S ke (8 & 6001 - 7000 U/ml p= -
908 % CAI2S ke (8 & 7001 - 8000 U/ml p= -
909 & CAI2S ke (8 & 8001 - 9000 U/ml p¥ -
910 & CAI2S ke (8 & 9001 - 10000 U/ml p# -
920 & CAI25 & & 5 10001 - 20000 U/ml p* -
930 & CAI25 ® & & 5 20001 - 30000 U/ml p* -
931 % - CAI25 ¥ % & = =30001 U/ml p* -
988 A o
< EiSHE
ozt g4 fm¥E Iﬁ'p—‘ﬁ (ICD-0O-3 M-8590-8634,8670,8800-8815,8890-8896,9060-9072) -
999 . }fa/j’irik SRR
s HAite&®k -
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WL RS2 A G ERRAEE 4 ] %% # ) 1 000,010,020,030,040,988,
990,991,999

Residual Tumor Status and Size After Surgery

W E W 55 8.3
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ga;\‘.ﬂﬁ_%ijﬁ—‘f;iﬁ; G AR E L] o

fedk B
M IS 2 R R PRRIFLCDEL T T c BB EILT IR CE ISR TELE
-‘Fé’*?"‘ﬁ%iﬁﬁéifi‘% I ﬁfé’v’ﬁ%ﬁgﬁ S EPERBETEATAEE TN

Yo dp 3l ¢

o RIS 2R TR s 0 R T B S MR R AR 1T AR L R e M £ (primary
surgery )& w 45 F {8 e gie(interval surgery ) 0 327 4 & o

s FUEBBRILG EX "ﬁﬁv*ﬂfiﬁv P S 2% 988 °

Yo B &

000 A IR R B

010 R ER <] DA > RS B AR o

020 RGHB=] A > BRI LR

030 AR>S A 0 AL TR A o

040 RG> A R AR E R e

988 E T S ;\iﬁgo

990 P ] A TR 0 ke sk ] P AR TR g
991 MR RE R R 0 At ] T f R g
999 B R A A
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9%- ﬂ);)%

Bladder

C67.0-C67.9

C67.0 Trigone of bladder
C67.1 Dome of bladder

C67.2 Lateral wall of bladder
C67.3 Anterior wall of bladder
C67.4 Posterior wall of bladder
C67.5 Bladder neck

C67.6 Ureteric orifice

C67.7 Urachus

C67.8 Overlapping lesion of bladder
C67.9 Bladder, NOS
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i S F--010,020,988,999

WHOASEP-Grade
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LR A A SR I SR # B ¢ 000,010,020,030,988,999

Extranodal(Extracapsular)Extension of Regional

L h Nod
ymph Nodes R A 8.2

gt -
R B R RGNS B B e

fedk B

o % st
FiciFr °

Ho 551 :

2 %;t%?q’gﬁ: T4k o

e m#5010-030 l"f:}ﬂ’ﬁ FEHMT BEPEE

© FREES TR RN BRI (REFEATRATR) L ARE LFF M B AR &
SnFg 5030 o

Yok | &

000 |RBREEHT &P -
F w

010 RRMHT BB RaHT Bt iz
020 WIRMTHER DG HT B ERE

030 TRBTRER D L T BAHETE G BREF
999 e }IATF
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SSF 3

Hj rop K mEE R

Muscularis Propria Pathological Samples

Wik R 13
Yn#% 4 1 000,010,988,999

e A5 83

2 pcat -
R REBE AER FE R Jf,%& SR B KT st (transurethral resection of bladder tumor,

TURBT)2 7 52 {f 4

Y<dk P et
RIEEAG @

5!

. 2z 4%

& 5010 -
o FF SEBE o a- EIEAG A K AL 5010 -

7 H7

MR ET P

o fFEY EFRTHL L
HLAE & o
* F &L g MR ' gi(transurethral resection of bladder tumor, TURBT) # TURBT i & 7 &7
MrE o R %45 988 -
© FTURBTRHIE it B vop & o Lo f S ACHBET P W APEEL 238 A%

7z #7 »~p & (muscularis propria) °

o k& (muscularis propria) & & FE3F i SR W 0 E & F

A3 7 poo E- ATURBTHIZAR 2 45§ F G vop A 0 Bl

U FRANGTURBTR @ FF vop K4 o 7 %3 g

#5988 ©
Wil | T&
000 | pEMEAAS ZHF IR -
010 | HEEAG @ 7 Fj~p & -
988 | A -
« %3/ TURBT -
o 3 ebpdR s TURBT > ¥ v Bum a2 T o
« TURBT # 5 # #7{+ ;%@;%_ .
999 |+ REEIAKHELTZF AT K -
. ‘4;‘3'_0
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Rl 3% i 1S R

S LY
Prostate
C61.9

C61.9 Prostate gland
Note : Transitional cell (urothelial) carcinoma of the prostatic urethra is to be coded to primary site C68.0, Urethra, and

assigned Collaborative Stage codes according to the urethra schema.

yER A
TR T L
Transitional cell (urothelial) carcinoma of the prostatic urethra (ICD-O-3 M-8120, 8122, 8130-8131)
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R F8 i L F G R U

SSF 1 LR 3
AR R Y75 §7 B 1 001-999

Prostatic Specific Antigen (PSA) Lab Value

e I E et 8.1

W st -
PSR B R TR e AT W 3 B PR E R R AR 4 B(PSA)E R E -

e B e

2= L4 2 2L
R i e

SoRB i3 ¢

o BEAUE 02K (R E W A 5LH2.3) 350 te PR B 4R 4 B(PSA) B -

© HORE R R AR B(PSA)T B B ITERORR B R R L AR RIAR L SR e
ﬁ;b‘ll}‘*ﬁ%i‘” 0 BFL an*%v%aﬁi*iﬂim@'#ﬂgzm kS E o PR I HRRE 0 B BE S
B o

© PSARS EfESFURE N L FREeREL B B P L E A EE A FREC A
BRE AR D A RR%E > B Y%A 5988

blebs kA BN T )2 PR S Bk 1 0 1 RITPSA > 2t PSA

TR o
o BILARE By i PSA M B4 A [T B 0 B 4 R AL A -
Yo T &
001 <0.1 ng/ml
002-979 0.2-97.9 ng/ml -
980 >98.0ng/ml ; & 100-104 L ¥rE B * > p 105842 BEFF* o
981 98.0-199.9 ng/ml -
982 200.0-299.9 ng/ml -
983 300.0-399.9 ng/ml -
984 400.0-499.9 ng/ml -
985 500.0-599.9 ng/ml -
986 600.0-699.9 ng/ml -
987 700.0-799.9 ng/ml -
088 FAgH o e MRy AR AR £ R E
989 800.0-899.9 ng/ml -
990 900.0-999.9 ng/ml -
991 1000-1999 ng/ml -
992 2000-2999 ng/ml -
993 3000-3999 ng/ml -
994 4000-4999 ng/ml -
995 5000-5999 ng/ml -
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R LF S R

Yo R TR

996 6000-6999 ng/ml -

997 7000-7999 ng/ml

998 > 8000 ng/ml -

999 © RREAETAAE
e G Wk o
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A RGeS

SSF 2
sy 8 8 8 SR 1R I Gleason X &
ERR AR ICS 3 g (RIS o

Gleason’s Primary Pattern and Secondary Pattern
Value on Needle Core Biopsy/ TURP

BrER 3

S8 $ B 1 011-015,019,021-025,029,
031-035,039,041-045,049,051-055,059,
099,988,999

e W F R 8.2

i A R U
LR B R E P F R BRI P A
Bl = & sl o

12ék P e !
RiFR o

Ho 551 :

FRE ek f]l“' % ¥ %8 Gleason % A % 1 & &

© AF I g 5 G R LR TP 1 R A 2 Gleason A B FTRL
*  Gleason= » % ; (Gleason gradlng system) = &p HeBLT™ Hle i B ol dmie chPE S i R
ﬁ¢§5&’—ﬂ§ﬁgﬁ4'%&#iﬁmwwv%%i&&»w2@&&$%f$@@t

(primary pattern) ¥ =x & * #c(secondary pattern) >

2 % B dcqp 4o B] 5 Gleason % 4 % (Gleason’s

Score or Gleason’s Grade) » F]* & B & 48 cGleason < & &7 o & b 24 (1+1) 7| & % 0104

(5+5)* % o

* FHEIFL Y Gleasont A B FAER2BHET > PR G L& Bl & Bl Ape T

Gleason’s score o

*  FHEEL Y Cleason A HFTATE RIBEF > 2 B30 F050 PIARL A& sl

REENE S R I

©  FHEAFLY Gleasont A BFTAEERLIBHSF - 2 &+ 255 PI4R 4 Gleason’s score ©
*  FREFL Y ER"Gleason’s 3/10” > R F 11k #F 3 5 ) e 5 2 Gleason’s score > % 21 5

105 B+ A 5 (5+5)

* HER RIeRRE we s 5 R R e ] inGleasont 2 HikiE
e EFHFIZmpr R fj\ﬁ%é“ﬁv' % » P4 #-Gleason’s scored & %
o ERFIXmst R f}lﬁ%é”’f\" "% ##¥ > 2 Gleason’s score § 48 f > B «%ﬁéﬁ*dl E S 3

(primary pattern)$. % % -

°  FAFAFmitr B f}sﬁ%i”ﬁi" £ P kS 5 988 o
. ]ﬁ BARE P FiE s PINIIZ @ is Gleason s score * P a5 % 988 -

L4 i = ,.:m{EJ'*T 11’L }T\ﬁ%\:ﬁ;}’$)| /{h‘ i }%

i ¢ Aze o ]SS 5 999 -

* #ﬁﬁéﬁ‘fﬂ'iﬁ?ﬂ“ ‘i’?ﬂ'iﬁ%l‘mﬁ Foow RE A RTR
RS

011 DRl ] BBl -

012 SRl SRl

013 TR AT XY

014 SRl SR a4

015 | L& skl =& 5dks5-
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Rkt e 25 R

k)
019 ARsl]l XL BBKIP o
021 ERE S RIS 3 I
022 AR B2 KR B2
023 AR mB2 & sH]3 e
024 AR B2 K& sl
025 AR 2 RS
029 AR sB2 KR BBKIP o
031 1B mH3 KB a#Hc] o
032 BRI
033 QB afic3 & mH3 o
034 QB B3 & mlcdo
035 AR EH3 B &HS
039 AR B3 AR BHEAP o
041 AR a4 R EB]-
042 A8 Bficd KB B2
043 [T VEE RS XL
044 A8 Bdficd K& Bl
045 1B mfcd KB EHS
049 AR Bfd R BHEAP o
051 AR BES A& &H] -
052 QR BB S X sHDo
053 AR BB S R sH3o
054 QOB BfcS SR mlcdo
055 AR BES B &HS
059 A BBBES AR BEAP o
099 AR EEAP  KB I o
988 7 i

© ARF e PSSR RS A

e PINII -
999 o RFwEr P R G RE R FEAR S A e i

. F ;3_ °
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R F8 i L F G R U

SSF 3 BeER 3

mghr B N SRR %%E’Jﬁ{{,l] ‘,ﬁ% # % Gleason = 4 ¥k nFS = [# * 002-010,988,999

Gleason’s Score on Needle Core Biopsy/TURP

W BBl 8.3

b A = U

ehkiE E“J]"\Ei\%' BxR>2E@ ¥R il =ANEICE ;ﬁl:}i%é”ﬁléd“f s %9 Gleason =~ A #t o

fedk B

o % st
P ie \’:‘T"\:' °

Ho 551 :

MMF TP g B SR E“ﬁ‘c' 2 B~ {8 5 48 2_Gleason = A & F 3 o
Gleason = % ‘& ;% (Gleason gradlng system) 5 B &L T H-dm ke ik dm e chdt S s 4 T B A
MA L5 - ﬁ;%%gm EH 2B BN Lenme A0 R Wil 2B 5T AR KK
(primary pattern) ¥ =x & % %c(secondary pattern) > 2 i & #c4p 4c P % Gleason = 4 % (Gleason’s
Score or Gleason’s Grade) » F]4t & B & 8 cGleason < & &+ d & b 24 (1+1) 7| & % 0104
(5+5)* % o
—‘E:ﬁp‘ﬁ’_éﬁ% P Gleason= &4 & T T IR2BHF > PIAR 5 L & BB L sl fphe T E F
Gleason’s score °
PRI L P Gleason = 2 s T R ML BHF - ¥ E A X5 ARG L& e o
pFGleason’s score g 5 999 o
F LR L ¢ Gleason® & B Tl R 1B HF - T & < 205> RI4R 5 Gleason’s score » % 4
BeF kB o
%’I}ia ®Ig 2 ¢ % 1 Gleason’s 3/10” > B F 1B #icF 3 5 ‘%% 2_Gleason’s score 523 HcF
105 # % 4 % (5+5)
By f e Bl 28 1 Uk Y fé ' F]F 35 Fe i 0 i d RS AR FlF 24P 4 d 7 o
FEF T ie R DT msher F R GRG #1107 F $] ehGleason’s score
FHRE S bt B E\';f}i%i’ﬁt" ﬁ%ﬁﬁr P14 #-Gleason’s scored & 4
F AR GTwE o P AY Eﬁ;ﬁ%éﬁﬁléﬂ“ﬁ%ﬂ?’ Al % Fg = 988 -
ﬁiﬂ’iﬁ 24 ﬁ\ = PIN 1112 @& e § Gleason’s score » P %% & 988 -

FR T mat e PR f};ﬁ%&“ﬂi“ |*5 o /Iia LE SRS ci\ v P SAs 5999 -

*%4“5?3?"«”*“'*?” ?‘1‘”%' ’q{:“‘i‘?ﬁha BT R RTR
S 75 TR
002-010 | Gleason’s Score °
988 7 ig
© ARFImE s SRR IR
e PINII -
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SSF 4 BFeLR 13

R 274 & X REF 18 Gleason X £ 3 SR $ B ¢ 011-015,019,021-025,029,

ZALEEIL ALK 031-035,039,041-045,049,051-055,059,
099,988,999

Gleason’s Primary Pattern and Secondary Pattern

e F A5 0 8.4

Value on Radical Prostatectomy

W i git -

bR Hﬁ{:@'g BEx>E %5 R A < ik ’9;]1 > ‘f (Radical Prostatectomy) z% ~ 48 % 2| #& %8

Gleason = & &3 & A it B B2 T & 3 jn ¥k -
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R8T o

WA
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B o

* Gleason* 4 % (Gleason grading system) & ApficdL ™ H#-le 7 B ik hm e cht 7] ~ & - X
BA 555 0 - mFEFEHN2B R Linimre Ak Ll 2 2B AT AR Bk
(primary pattern) £2 =t & * #c(secondary pattern) > 2 i & #cp 4c B] 5 Gleason % 4 - (Gleason’s
Score or Gleason’s Grade) » F]* & i & 48 crGleason < & &7 o & b 24 (1+1) 7| & % 0104
(5+5) 7 = -

* FREFL P Gleason= & % F i ER2BHEF > PR Z L& BB L Blic APl
Gleason’s score °

*  FREFE ¢ Gleason= ~ 5 T & 5 RIBHFF » 2 B A EF350 BIARE L& sfico
RIS

e FHEFL Y Gleason A FMEE RIBHF > ¥ B~ 35> B4R % Gleason’s score ©

s = R TR 24 ¢ % Gleason’s 3/10” > B % 1B Hc5 37 5 gt .?kaGleason sscore * %2 B HcF
105 & % & & (5+5) -

*  F AR fﬂ%é’”jt}_*f RS RRfE3) 0 R YAg 5 988 o

e FHiTHE Eﬂ}j{}.*f e MR opIZARL % 5 PINTI 2 No residual tumor » ¥ &3
a*r\ Gleason’s score > B ¥ #% % 988 o

o EAEwm L EH T EMILE 0 P A S g Gleason X A & 0 Hhnih 5 988 o

e FHR Fa‘%éﬁ%”jli*ﬂfﬁ A ARfRR] o RRIRARL Y Red o RIAAR 5999

o &Y éﬁ%t‘%?)ﬂé BN FF N SR S A - S

kY TR

011 d BBl KB sH] o
012 d BBl KB sH2o
013 AR s#Hc]l KB BH3o
014 G Bl l R sB4o
015 AR B#Hc]l KB BHSo
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Yot | &

019 I ReH ]l XL BEAP o

021 BREECS QRN o S I

022 BREICS ' QURNE o S (A

023 OR B2 & B3

024 JR B2 & B4

025 A B2 AR BHEKS

029 AR BE2 B &P P o

031 BRSO o S )

032 AR BH3 AR BE2

033 RIS OIS R

034 3B B3 K sl

035 AR BE3 TR BHS

039 A RBHI R BPAP o

041 ARl Z BB

042 AR B4 B BEK2

043 IR B4 BB

044 BRI S B

045 1B BH4 TR S

049 IR B4 B BEAP o

051 JBBHS AR ]

052 1B BHS AR 2o

053 | 185 & B3

054 3B BHS K sl

055 RS R S K

059 AREBES KRB o

099 AR BHEAP KB B P o

988 IR

RN ST ST TR AR
PIN III £ No residual tumor °

o Fjwm e AT EEINR -
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Gleason’s Score on Radical Prostatectomy /

Autopsy

e A E 8.5
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(5+5)% -
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Gleason’s score °
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pFGleason’s score g 5 999 o
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=H F%f}ﬂﬁl}_*f “ﬁ%é * %ﬁﬁ’*?' » e f}iaiﬂ’iﬁ 2 %% % PIN I & No residual tumor » ¥ & &
i Gleason’s score - R %% & 988 -

FEpEm e R E R LR 0 Pl A T S g Gleason X & #ic 0 KafS 5 988 o
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002-010 | Gleason’s Score °
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e PIN I # No residual tumor -
° ,{y‘]ﬁ:—@ P4 "{“‘ —ik{ f? ’;371 %:F’} )r‘,:}? o
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Number of Cores Examined

Wik R 13

nF5 = [#] © 001-100,988,999
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Ho 551 :
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© WA FEREZIREY F(TRUSBX)SVRE & 54 0 HIZFEE 5
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RS o
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s ERFIZIRE
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H PLER 2R FeAR A AR G Y2
Ve VR B Ry T2 kA ke

ik fcte B #Ap e o

o o7 5 988 -
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RE ST

S S KR
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S 75 CE

001-100 | #& & 1-100 *» % if & o

988 P AR FET

999 o HFEE e R iffkik Ak o
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SSF 7 WEeER 3
Sp 0 i R A %A% § B * 000-100,988,998,999

Number of Cores Positive

BB W BB 1 87

i - i

AR R R B RO E R PR SRR S Y R R L -

Yok p ¢

ER W/,,\ﬁp‘_—fv’?r EE oo

Ho 551 :

-

EEF S F 5B iR G N PN AR AR 5 R
FH i ¢

=k P Friedktr B E ﬁtf%ﬁ*ﬁtﬁxrﬁﬁ:w e & #k -

FRE SRS w gt B¢ B iR gcle B B e o

Pl ik ot IR 4 5 A 0 R P ORILAR L AT R AR & 0 e TRUS-BX /¥ 4F & #7144 (748
BiFE PP B R R R TR F 0 F R EIE R 998

TURP%: 2 A 7 ¥ » e shsb 5988 ¢

PIN N3 % » Ji %55 5 988 -
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ﬁ&%udﬂ§&fﬁ§ia%@§§&§§ﬁa?${ﬂﬁfﬂo
S Fh K
000 E R N e £ S S = Y A
001-100 | 1-100 *» % if #ic & IRI5 14 -
988 P o

S N
« PINIIB% -

998 RS AEE S 2T 7 TEBEED £F 0
999 . Fviﬂ%ﬁ’ﬁhwwﬁﬁﬁﬁiﬁ°
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A RGeS

X e

Yo% * b

001 FIRFL B EBEEFEES 1% EF#s 14 6% > & TRUS-Bx /B & 5 it
P 126 (R 0F - HaBE 74 LEaEe) .

003 TURBx Procedure :
1.right peripheral*4
2.right parasagittal*5
3.left peripheral*4
4.left parasagittal*5
TURBx Pathologic diagnosis:
1) 4 strips of gray white soft tissue, labeled as "right peripheral"--acinar
adenocarcinoma. (3/4).
2) 5 strips of gray white soft tissue, labeled as "right parasagittal"-- Nodular
hyperplasia.
3) 4 strips of gray white soft tissue, labeled as "left peripheral"--High-grade prostatic
intraepithelial neoplasia.
4) 5 strips of gray white soft tissue, labeled as "left parasagittal"--Atypical small acinar
proliferation.
JRILAR 2 E e iF s 18 7% > TRUS-Bx e B & A e & iFdc s 18 iF » i fadr
4 - R

012 TRILAF 2 b RS 1408 0 e A iR #1405 > & TRUS-Bx A 3§ & 5 i 54
A s 12 e (TR0 3 B 1 TRUS-Bx Ak 4 & 4 fFdics 1)

988 TURBx Pathologic diagnosis:
1) 4 strips of gray white soft tissue, labeled as "right peripheral"--Atypical small acinar
proliferation.
2) 5 strips of gray white soft tissue, labeled as "right parasagittal"--Nodular
hyperplasia.
3) 4 strips of gray white soft tissue, labeled as "left peripheral"--High-grade prostatic
intraepithelial neoplasia.
4) 5 strips of gray white soft tissue, labeled as "left parasagittal"--Atypical small
acinar proliferation.
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Rl 3% i 1S R

Yok

=N

998

TURBx Procedure :

1.right peripheral*4

2.right parasagittal*5

3.left peripheral*4

4 left parasagittal*5

TURBx Pathologic diagnosis:

1) 5 strips of gray white soft tissue, labeled as "right peripheral"--- acinar
adenocarcinoma.(3/5)

2) 6 strips of gray white soft tissue, labeled as "right parasagittal"--- acinar
adenocarcinoma.(3/6)

3) 4 strips of gray white soft tissue, labeled as "left peripheral"---High-grade prostatic
intraepithelial neoplasia.

4) 5 strips of gray white soft tissue, labeled as "left parasagittal"---Atypical small
acinar proliferation.

FiILAR 2 % e iF B s 20 % > TRUS-Bx FeB R TR A FEG 18 if 0 ERrR
RN IR SRR VL S EL L
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B SRR M R

3 R

Hodgkin and Non-Hodgkin Lymphomas of All Sites

(ICD-0-3 M9590-9596, 9671-9680, 9684, 9687-9689, 9699, 9702-9727, 9735, 9737-9738,
9827(EXCEPT C42.0,C42.1,C42.4)) ¥ % % 4% SSF1, SSF3, SSF7-9

(ICD-0-3 M9650-9663) ¥ 7 % 4+ SSF1-2, SSF7-10

(ICD-0-3 M9597, 9690-9698) & % % 4% SSF1, SSF3-4, SSF7-9

(ICD-0-3 M9700-9701, 9731-9732, 9734, 9749, 9751-9759, 9761-9762, 9766, 9811-9826(EXCEPT
C42.0,C42.1,C42.4), 9831-9837(EXCEPT C42.0,C42.1,C42.4)) ¥ 2 % 4% SSF1, SSF7-9
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EINEETFF R B

SSF1 ria
BXARALED 2pEEFRTAER A B © 001-002,988,999

Assessment Status of HIV Infection

T m HF A B 8.1

gk -

GAY AR B FALE F HIV B4 B AR mame g e o
Yok p e

A TR ST B X FEIFE T M o

Yo dp 3l ¢
c FHBEFAFLAG 2pAHIVIE ARRETHES FEHTIHT K FI D HETA

£y 2K
001 A o
002 H o
088 Z3ET S

. ICD-0-3 M-9811-9837 & C42.0, C42.1,C42.4 -
o pEAELA

999
* X7j & HIV -
B
B % B
- BE2010 £ 20 2P LEf L BIEG T K T 2010E 20 30 R

HRpE? PP BEs HIVEI R SmY > BE20201022 7 4925
= pUpt T R B B RS
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D = A N Sl ]
SSF 2 Wt R 3
VTpE 2 D22 Rk Ky ;ﬁ' & : 000,010,988,999

Systemic Symptoms at Diagnosis

e B A5 8.2

W st -

Yy B dp 31270 A & Nl T B(M-Code # [F] * 9650-9663) 51 2 L gk antg i

é;"‘,—o

ﬁ&ﬂ*'

rA,}lb'af‘fmFljéﬁ /é}%;i%%ii—ﬁ ﬁ’g °
i3l
. @%%%#%

gipr 3 MR T RS Y 1T 3RS BRK ) AT

CBRE L RZERATOFIET WEAREES AR -

2. REEF DAL G AR
3. ML pE g2 ER R Wﬁpw ?<@Eﬁﬁﬁﬁﬁﬁﬁéiﬁﬁii°
e FHCEFRAE  RAEESE (LRSS LERZ G AFEE RS EFE
o FRHUEFKRE S RARLEE L EEY T ARET "Z"T?‘:F'&_‘,_ﬁ H ARG ERE LS
e FRUEERE  RARLEE (LS ARG G AMEFEY R EMERE -
e FRHUEFREFBMLEE §L S AR "B}i#’zﬁmﬂB&# Jie #7500 ©
Sl &
000 £ B o
010 F T E- Bk
B
R o
Wi
988 FAE o
«  ICD-O-3 M-9811-9837 & C42.0, C42.1, C42.4 -
¢ ICD-0-3 M-9731-9732, 9734 «
e ICD-0-3 2= M-9650-9663
999 Lk inki
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N LR X A ER g

SSF 3 BeER 3
IPI score H7% 7 X5 ) © 000-005,988,990-994,999

Assessment of International Prognostic Index

Score (IPI) B A 83

[ A U

g IPI 7 78 7]+ 2 {7 2L% A & 3 ® B (M-Code %F' F : 9590-9597, 9671-9727, 9735-9738, 9827
(EXCEPT C42.0, C42.1, C42.4)) 2. IPI score HiE8 22 24 o

IPL 8 BE4EF 0T T4 LFF eliep » % USERIB R

1. #% %360 -

2. AnnArbor # ¥ 5 ¥ = & F 2 ) o

8 v P 2 (performance status) : & ECOG T_& =2 H

& pd & S(LDH) &k EARET ¥ & -

=2 T B B o

tHTHEFFIE - L - L 01 A FMRE G 2R MR 3L Y BhRE 4S5 S EFRE

o b~ w

Jeék P et
A FAE B BT R SRR M

YoRh 3

o Moycosis Fungoides/Sezary disease£? v Z & < # = % * if * » 445988 o

o Jgie tL# = % (M-Code 95973, 96903-96983) i ft * 14 IPl Score & 3h i ¥ 4f £ > fe 7% ¥ 3
FLIPI score® i 4 o

o FimiE M= B ® FLIPIscore » k3= IPI scoreﬁ v M AR 5 988 o

e PEBERAMNEF P HIAFN I M) AHRGAH FRFY FFF AEE R RS FOT R
Rl e s i FABKLE FEMPEZE -

S kB T &
000 |0 A o
001 1 A e
002 |2 A4 -
003 |3 A4 -
004 |4 A o
005 |5 A o
988 [ A o

ICD-0-3 M-9650-9663 -

« ICD-0-3 M-9700-9701, 9731-9732, 9734, 9749, 9751-9759, 9761-9762, 9766 -

o ICD-0O-3 M-9811-9826 & C42.0,C42.1,C42.4,9831-9837 & C42.0,C42.1,C42.4, M-
9827 & C42.0,C42.1,C42.4 -

o i€ ik ® % (M-Code 95973, 96903-96983) i-2% iz FLIPI score » & =iz IPI score

990 Fie ' b '& (Low risk) °
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Rl 2T RELS R
991 Lé\‘sf ® Mk % (Low intermediate risk) e
992 ¥z ¢ % b & (High intermediate risk) -
993 e 8 b % (Highrisk) -

994 Ry ® kb * (intermediate risk) °

999 f},’iﬁlﬁ%;‘a R A B

B

003 -~ EARAENHTBBFEFEELLEELTOR L LDH &K EF > L ¥ B -
a1~ ~AnnArbor 2~ 8 5 % ZH ~ kT B Ejlemy o

002 B % A i 5 M9690 Jfie Mk = B o s i Acit IPI Score 2 A
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SSF 4 LR 3
FLIPI score 73% 7 X5 ) © 000-005,988,990-992,999

Assessment of Follicular Lymphoma International

Prognostic Index Score (FLIPI) BER A 84
P): =1 1= hu + O.

W st -

iz 45 FLIPI i& {7 Jjg 3% 1ok = % (M-Code # B : 95973, 96903-96983)2_ FLIPI score 578 £ 34
FLIPT #3545 Bk 41 5 § T 1 % LF]F cnfep > % MAERIA /R

I &% %060 f o

2. AnnArbor # ¥ F F = Fw o

3. HTREPRPEE>S

4. s Fipd &% (LDH)BcEAR BT ¥ & o

5. & ¢ @ 12gdl e

PRI EFIFIEF - L - A 001 AL ARG 245 RE 0354 S B R o
ek p en

A FAE B BT R SRR M

$aBBdp 3

o PHEBRALGIHETMI DED SHRGAH FRET BT AEE L RS FHTR
PR SA S Bk FAME FRRIBEG E

S 75 T &
000 0 & o
001 1 & -
002 2 Ao
003 3 &
004 4 A e
005 5 4 o
988 A o
. 2£1CD-0-3 M-95973, 96903-96983% °
990 Tz b & (Low risk) °
991 Fied? k& (Intermediate risk) °
992 Eiz§'F b *& (Highrisk) °
999 i A R
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R L

SSF 7 HWiEk R 3
B3+ 4 & LR %5 = ¥ * 000,001,010,011,020,988,999
HBsAg

BB Wt 8.7

=S L
BB R E IR ek - BN BT RS- X HBsAg e R o v % 0 ¥

T

Jcdkp ch !l
AT EWT BRI T EFET Mo

oA g 51 ¢
o VRFERBELE UL AL ¢
e TREMIEI2EA T PRLIRIREE RALE > SEIIBE AL EE

Eoy K
000 h sk TEBWFF R
001 2} sk R RE G B R
010 R HRLEM P g B} RY o
011 wHRE* S IEME > Ly BFY R o
020 A e N e
988 FAEHE o
. ICD-0-3 M-9811-9837 & C42.0, C42.1,C42.4 -
999 *Ee
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B LR = E A

SSF 8 BWeER 3
C 35+ % fual %75 # ) : 000,001,010,011,020,988,999
Anti-HCV

e fF 55t 8.8

gk -
el R e LRS- BP0 EAY B - =0 Anti-HCV(s* HCV Ag s HCV RNA)
RS EE I REHR T R YR -

Jcdkp ch !l
AT EWT BRI T EFET Mo

$oFfdp 3l

o NHRBOBERLYE > pLaEfxs

e TERHBIEI2BLATBELIRIREE: BRRSES  ZRY3BELATHLEE o

o FAN-HCVE Lgfims #dinf s o (8 HR%KHCV RNAL L > %8 20115 216 4
Z%HCV RNA™ 4 B 2P - B %5 5020 -

e EANti-HCVIE > e HCV RNA S IR P > %ofg 5011 «

kY TR
000 it TR CAFRRE SR -
001 Ly e Lpfei g CAPFURZ -
010 WFEE M T g CAPFLR 2R -
011 WG E L CREEPEG CAPFUR S -
020 L SE A
988 F g * o
. ICD-0-3 M-9811-9837 & C42.0, C42.1,C42.4 -
999 * o
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RN ETFF R R

SSF 9 LR 3
& MO R T anE R %75 # ) * 001-002,988,999

Assessment Status of Acute Hepatitis Condition

BB BB 0 8.0

W st -

Y B TALE (7 & TR P TR et o

ek P el
AT FHEHT RIRYTLEFRE ARTET M

-1

o AEMITUFTEITIARLEALEP ALY P Ak > xRk AGOT(AST) 2 GPT(ALT)F 42 %

THEIARYE - Ak TEBFLHEFy -
e & RBGOTHCPTAH 24z ¥ B IGR K » L& Z TaAEWFLHFT, » 7
T IR E L E o

kY K
001 #EMIFLGFEo
002 T AN T
988 FAEHE o
. ICD-0-3 M-9811-9837 & C42.0, C42.1,C42.4 -
999 c ARSI
e 17 GOT & GPT iz- k% -
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B 20 RIS R R

SSF 10 BieER 3
w4 &\ #H~ BIEis F1F ESR & IPS

Prognostic Factors of Hodgkin Lymphoma:
ESR and IPS e W =R 5 0 8.10

W st -

iz 5. ESR(Erythrocyte sedimentation rate)£? IPS i& {7 i A & i = % (M-Code # [ : 9650-9663)2
TRl B edk o

IPS A3+ 5 B R47h § T = 3 LF]F cnfich > ¥ LARRIA R IE S (L & i 2 advanced
disease) :

1. v ¥9 (Albumin)-]- ** 4.0 g/dL -
2. & =% (Hemoglobin)-|- ** 10.5 g/dL -
3§

4. EdLA S E A5 K o
5. Stage 4 disease °

6. v Ik %3 15000/mm? o

7. & 7 ® 3k #1T (lymphocytopenia) © # = Tk v B/ 3t 8% i = Ik ] > 600/mm?
FTHSIEFFE - L - A £ 07 A o

Yedi B ¢
SRS LN EREY S T L SN K

YoFGdp 3l ¢
* o 3Rt 5 (Erythrocyte sedimentation rate » ESR) & 4p dm s 3f & 1 /] P J0 8 i 56 > 1
% K/ Pr(mm/h) 5 H iz o
e MR 31,%,&«;;4‘4\?;3{4;5941[«1:
* - S A ESRECE - GEEFLHRFL e 2 BE ¥ ESR #icEAE 50
Pl- 2% 5 Sl
*  FZAE A IPS Ao Hipm AL rre 2 A HE g o
* FESRAIPSH S £FTHF  GfpSp oo = B NP RFTR L RFRF 2L 8&KE -
. %% ”éﬁff*%éi’?@ﬁfuﬁ“w’?%%ﬂaﬁﬁo
© ARZENHTHBBEHHRBLB(AET)-
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S LR X A ER

F- B | A
01-50 195 ESR 7 % #c B 4 &
1-50 mm/h -
51 ESR #ci&>50 mm/h -
98 ZIRT S
¢ 2L ICD-0-3 M-9650-9663 % -
99 FREAE  FENEL G R
LY &
0 IPS 0 4~
1 IPS 1 &
2 IPS 2 »
3 IPS 3 »
4 IPS 4 »
5 IPS 5 »
6 IPS 6 ~
7 IPS 7 &~
8 FAEHE o
e 2L ICD-0-3 M-9650-9663 % -
9 R A S FER G R -
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v on )}'is
Leukemia
(ICD-0-3 M-9740-9742, 9800-9809, 9840-9874, 9876-9948, 9950, 9960-9968, 9975, 9980-9993)
% % 4+ SSF1-2, SSF6-9
(ICD-0O-3 M-9811-9837 & C42.0, C42.1, C42.4) ¥ % % 4+ SSF1-2, SSF6-9
(ICD-0O-3 M-9875) # Z % 4% SSF1-2, SSF6-10
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A ) C

SSF 1 ek 3
vk ke Wik L aER %% 4~ F : 000-007,013,021-027,041-042,

051, 061,090-092,8XX,988,998,999
Assessment of Chromosome Study in Leukemia

Rl e T C

-
FPFHEFTHEES LR Hie h it B iekk e
Jcdkp ch !l

AR FTAE D & /s i~ TR S TR °
Yo dp 3l -

o FIMBHEIBIBREL LI MBE  NABFTORAFR A C HIEFEF > ARS
Bl EH o pit 1874 Bk ANFES&ERMBEFEE > v} TiEHHH 4 BE 5HBL &
= imdik o Glde o 1 %‘?;\;:),%f {624 ¢ %tk & 51(8;21)(q22;022) - B % #5801 -

o FIMBANF AR LFE G R R TR AE AL ST ¥ F %A 000 -

o FIMBAENWR AR MR KR ew T B’*ﬁ%ﬁ%i B AFL BTN AR
- FBH Elxze“cfﬁ@%ﬁnl% Ao

o AR BHIF %ﬂf‘”irl%?“&w?ﬂ TePrHRAY AR ANF - AR WA #7
2 S 7B 0013061_'mgfxa ko Pl $%5090 ; & = B 4 gﬁ;g FoHY - BR AR
Nﬁ » T A 50905 deg B IR T 2 L4 K zggn-iz » B B 091 5 e = fA(7 ) L mﬁf,bﬁ
Mg (TR 1) %F?§$Eﬁlj.$4‘5 W %092 -

e 24 ﬁé"%ﬁ% % % % No metaphase cells » €457 #1744 & & 5 »imie ¥ 2471 A] - R S0

998 -

vk A d MR RAEHRL > AT

S5 T &

000 ;¥ e

001 AML with t(8;21)(q22;q22.1)

002 AML with inv(16)(p13.1g22) or t(16;16)(p13.1;922)

003 Acute promyelocytic leukemia with t(15;17)

004 AML with t(9;11)(p21.3;923.3) or t(9;11)(p22;923)

005 AML with t(6;9)(p23;q34.1)

006 AML with inv(3)(q21.3q26.2) or t(3;3)(q21.3;926.2)

007 AML (megakaryoblastic) with t(1;22)(p13.3;q13.1)

013 AML with t(9;22)(q34;q11)

021 B lymphoblastic leukemia / lymphoma with t(9;22)(q34.1;q11.2)
022 B lymphoblastic leukemia / lymphoma with t(v;11q23.3)

023 B lymphoblastic leukemia / lymphoma with t(12;21)(p13.2;q22.1)
024 B lymphoblastic leukemia / lymphoma with hyperdiploidy

025 B lymphoblastic leukemia / lymphoma with hypodiploidy (hypodiploid ALL)
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A ) C

oy T &
026 B lymphoblastic leukemia / lymphoma with t(5;14)(q31.1;q32.1)
027 B lymphoblastic leukemia / lymphoma with t(1;19)(q23;p13.3)
041 Mixed phenotype acute leukemia with t(9;22)(q34.1;q11.2)
042 Mixed phenotype acute leukemia with t(v;11q23.3)
051 Chronic myelogenous leukemia - t(9;22)
061 Myelodysplastic syndrome associated with isolated del(5g-)
090 « —EEF o HE L HAIZAIMEF -
o fERF RV - gEA iz A WEF
e _-—REW Ayl AIMEY -
091 PRF 3t 44 MEY -
092 A2 R MEN A= B (F) R I MR -
8XX Chromosome study after chemotherapy or immunotherapy or target therapy
988 P e
* |CD-0-3 M-9811-9837 (EXCEPT C42.0, C42.1,C42.4) -
998 R A 5 E- R - BEEL
999 BREAEPSAENANGEL I MR -
5 B -
LY
001 AML % % ¢ 84F 2 5 46,XY, €(8;21)(q22;q22) » ¥ F ¥t i ¥ & 8 5L 21
LA RS o
090 AML % % ¢ #84¢ 4 5 AML with 45,XY, -7 [20)( % ¢ ##%E & % 124 4 1
¥,h- R THLA S Mk h 20 3 mie)
091 AML B %% ¢ %8352 5 46,XY, t(8;21)(q22;922),inv(16)[20](Fr 4 ¢ # & & ¥ 1+
FIMWLE, SHEV R A E 215 WA =2 165LFF WE k4 20
%f fmPz)
090 ET(Essential thrombocythemia)) B % 4% Chromosome # % » ¥ 4 3F 2 % % &
45,XY,-22[5]/46,XY[15] -
090 Acute myeloid leukemia B % # % Chromosome # % * & A3 2 % % 5 46,XX,
t(9;11)(p21.3;923.3) [S],add(11)(p15)[1]/46,XX][14] -
090 Refractory anemia with excess blasts & 4% Chromosome # % > & A3 2 %% 2
45,XX,-22[2]/46,XX,t(3;12)(q27;p13)[4]/46,XX[11] °
092 AML-with multileage dysplasia i % #& % Chromosome # # ° # &4 3 2 % %
44,XY,der(7;13) (p10;q10),-9,rea(9p),-16,rea(21q),+mar[18]/46,XY[2] -
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R e S I

SSF 2 ek 3
v o ),ia RS &' §-Xoam Ky ;pv ¥ : 000-013,021-025,041-042,

051-055,090-091,8XX,988,998,999
Assessment of Molecular Studies in Leukemia

e i B8 8.2

gk -
ERRETFERS ops T AP E R b g Biekk e

fedk B

S RS L RS EAREY £ VR

.ﬁu/ﬁ%#ﬁ%l:
. AP @ P2 d 4 & 2 *F > 12 Southern blot ~ FISH PCR % /&++ﬁf%§
PR 2RO FEFURSREN R AFL LA BRAFRL B ET AR i

'Jfﬁ%%%"‘ﬁnﬁ?\%%% B hpd 5 ?‘fi’z » B %48 000 o

o CRXEIRELA ‘\"F‘E"'&*"/r'}%‘w’i‘if"m/v\"'4#"%%@@?#%@”%1%8?“@’%F'Td
L F A B AR RS e Mdrs B ILRSZ A3 2 FE A 5 PML-RAR >
4 45803 -

o« FAFAVEWLFFLIINTORER > 2 %hA~ + %E FHcP 5 5% SSk%8 50100 @ 2
0902091 -

« AFA LB R A A%ﬂ@@%ﬂ%ﬁ%é%ﬁ%éi’ﬁﬁﬁﬁﬁzib%ﬁ

001 % 055::% 38 + > R 4045090 - —fAsFHREREY R - AR Y2 %l“i“%ﬂl—ﬁ ’

wﬁﬁpwoaﬁm%ﬁm(ﬂulb+%%$#’Tﬁ79+4#%ﬁ§ o R

091 -

& TR [ﬁa/ﬁp‘}' L}J“—JJB ] S5 999 o

o VABAFALERLIECHBEREL > 4T

Yo 75 K

000 & f e

001 AML with RUNX1-RUNXITI1

002 AML with CBFB-MYHI11

003 Acute promyelocytic leukemia with PML-RARA
004 AML with KMT2A-MLLT3

005 AML with DEK-NUP214

006 AML with GATA2, MECOM

007 AML (megakaryoblastic) with RBM15-MKL1
008 AML with mutated NPM 1

009 AML with biallelic mutation of CEBPA

010 AML with mutated FLT3/ITD

011 AML with mutated FLT3/TKD

012 AML with MLL-PTD (partial tandem duplication)
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R e S I

k)] TR
013 AML with BCR-ABL1
021 B lymphoblastic leukemia/lymphoma with BCR-ABL1
022 B-lymphoblastic leukemia/lymphoma with KMT2A-rearranged
023 B-lymphoblastic leukemia/lymphoma with ETV6-RUNX1 (TEL-AMLI1)
024 B-lymphoblastic leukemia/lymphoma with IGH/IL3
025 B-lymphoblastic leukemia/lymphoma with TCF3-PBX1 (E2A-PBX1)
041 Mixed phenotype acute leukemia with BCR-ABL1
042 Mixed-phenotype acute leukemia with KMT2A-rearranged
051 Chronic myelogenous leukemia BCR-ABL1 positive
052 JAK2 V617F mutation
053 Myeloid and lymphoid neoplasms with PDGFRA rearrangement
054 Myeloid and lymphoid neoplasms with PDGFRB rearrangement
055 Myeloid and lymphoid neoplasms with FGFR1 rearrangement
090 . - AR Y BB PHEAAZA T RER T -
e RV HY-FAFIHE2ZLIHRKEN o
s - REY - AVEIHEZALAIHRHRREY -
091 FrReg s fa(z) e Pz AR T o
092 FREg = f(z)t »+Rm%REF -
o ZfA(FI)MIEF AP -—FAm P2 A THRFHFRAF o
o ZAA(F)MIBAH BRI HZLFIHRHET o
8XX Molecular study after chemotherapy or immunotherapy or target therapy
988 P o
* |ICD-0-3 M-9811-9837 (EXCEPT C42.0, C42.1,C42.4) -
998 FTHELF AP E RG> R R e
o BEE A A7 Lo
s | PR ik
£ :
oAl % bl
010 % AML F p¥ 5 FLT3/ITD mutated 2 NPM1 mutated » M-code % 4 9877/3 (mutated
NPM1) > SSF2 B % 4% 010 (mutated FLT3/ITD) -
090 CLL(Chronic lymphocytic leukemia)si i %45 TPS3 # 4 > A F 2 S5 A B o
090 Refractory anemia with excess blasts i# % % 3 MLL-PTD mutated °
090 ET(Essential thrombocythemia)sip 24X &£ X CALR& A & A 4F 2 % S -
090 Myelodysplastic syndrome with ring sideroblasts and single lineage dysplasia # %
# IR SF3B1 2 JAK2 V617F ' 3 mutated °
090 ET(Essential thrombocythemia):ip 2 X &£ X CALR& 2 43R 2 &% 5 B
¥ MPL # % % % 5 mutated °
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0 & o = .
o + 23 1 ;

2 25-50%— ) e : 500-1000

3 >S50%witherythroderma | 3 615 3 1500

4 >50% with-bullae-or— 4 >15 4 Severe-abdominal pain——ileus—
. or-hematochezia
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R e S I

SSF 6 LR 3
E ot 4 R R HmER %5 ) * 001-003,988,999

Assessment Cytomegalovirus (CMYV) Infection

Condition BB A5 8.6

W e sit -

ERHBEFEEY T ANE R HFA LR EAFELS FRPF S0 L pEALE P AT Y P
B

F iRk EHRITIE e s 3 FUB(CMV IgM)I 122 E % 5 4 FuR (CMV pp65 i) (2 E b
*2 i % o 4 £ (CMV DNA copies)sif 4c @ & B F 2 &% J° FF > B &k 5 CMV g % (infection) - #
FCMVE# & EF 25T (F LIl ~ % - B L %) PR 5 CMV 2 i (disease)

1céx P et
ilﬁ?i}:ﬂ_ﬁ’é if]?ﬁiéf)%:ﬁ”?ﬁ?;’ﬁ B o

SRB i3 ¢
o UBEBEEACMV R LR ITE T S o

Ky LR

001 23 #4 CMV B % o

002 #2 CMV R %ie Rig 2 A o
003 FACMVEZLE A -
988 P

* ICD-0-3 M-9811-9837 (EXCEPT C42.0, C42.1, C42.4) -

. jﬁifﬁ';\gag\lg\)] oo

999
© 27 5% CMV -
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RN EE TS e i

SSF 7 HWiEk R 3
B 3|5+ £ & LR %5 = ¥ * 000,001,010,011,020,988, 999
HBsAg

BB Wt 8.7

W st -

BRI R T IR E - B P  BREY BB S HBsAg AR EE R & 0 T
L H e

e o g

AFFARE Y L omIeR DR EE T M

LY EFEIE

o NfHnBERLET R opL AL o

© TRAMBIEF2AAABRLIRIBBE A KRARLS > LEISBAAHL LR

kY e
000 h sk TEBWFF R
001 2} sk R RE G B R
010 kRS LAY P @ BFF RY o
011 wHRE* S IEME > Ly BFY R o
020 A e N e
988 7 o
. ICD-0-3 M-9811-9837 (EXCEPT C42.0, C42.1,C42.4) -
999 S
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RN EE TS e i

SSF 8
C 313 X 4o

Anti-HCV

W& Rk 3
%5 = ¥ * 000,001,010,011,020,988, 999

B 55 8.8

W st -

B EF AR T IR G- B R AT R - % Anti-HCV(* HCV Ag & HCV

Jcék P eh

AFFARE Y L omIeR DR EE T M

Ho 551 :

UeBRihEEBRATE o H ez e
TEAGBIEP2EA T REAT R RERE ARG ZRFBEA TR EE -
¥ ANti-HCV 5 12 54 % E 400k 16 0 16 F % HCV RNA % S p o 5gf 5 0115 #15
F 5% HCVRNA i 5 B pF 5 Bl %8 5 020 o
EANt-HCVIE 4 » e HCV RNA 5 12 P > %ofg 5011 -

o 7By TR

000 sk TR CAPFUR A o

001 R ek wopEdy § CAPFURE S o

010 WBokES GIEM 2 & CAPFER LY o

011 WoEE SN EREETE T CAPTUE S -

020 sk % LB o

988 Fagr oo

+ ICD-0-3 M-9811-9837 (EXCEPT C42.0, C42.1, C42.4) -
999 *Eo
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R e S I

SSF 9 Wi R 3
AN ot %85 = [#] + 001-002,988,999

Assessment Status of Acute Hepatitis Condition

W E 55 8.9

W ékit
T S T AR I R L X

k&ﬁ*'
A FHE G i s BB EE R BRTET M -

Yo dp 3l ¢

© AMSTUHFHT XA S RALE AT Y P L 0 %k & GOT(AST)# GPT(ALT) 42
Wy L “351—3—% DRk L TAPITRLF I o

© 5tk AGOTAGPT A% 242 ¥ B+ *I5i % > TR ZTRELFUHFT, 0 3 245
e s E L

Yo7 &

001 B EMPIFL T
002 T AT T
988 n oo

*  ICD-0-3 M-9811-9837 (EXCEPT C42.0, C42.1, C42.4) -
999 ©ORER ,3;\ 32 .
« 23 GOT & GPT =~ 7 {4 5% -
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A ) C

SSF 10 ki3
B K ip R F Rl AR R h

Assessment of Latest Molecular Treatment Response

T E 48 A5 8.10

) A& i
YRR A A& T AR Y R BT - s enk o 3 * 3t Chronic myelogenous leukemia,
BCR/ABL positive (M-code 3 9875/3) B % -

J2ékp en e
A FRE G LRI 2 e R kG - TR R LR T B AT B we
Bl o ¥ R ES e Rk

Y- ErEI

e NBREARYHEVEL - A Fe&TED oK F BETRB A F %A PCR 2 TR
ORI E A B %

© BHBHRET BLoR DL T aklly o FRAARY EP S o RIEE 088

o PP EIEd LI LEP AT

c F- BRSSP VEPAIY FO R - AT R%RD P2 FREET Y R i H
A - B RIEGFEREL -

y Gldc 1 pZErpACTY o hii- AT B2 TR 20 %
R g8 00 ©
. Gl4r 2 i pBETP AT Y o kis- XA FTHRHFPD2ZFRES 1ILS B

T R s 1.
¥ Z BAE s T~ 3 5% logreduction 2 ¥ & % % 5 % E %% log reduction #c & 1 & ¥ % R
R R R U AR BB AR A L 00 BEASBF Btk L o
* % logreduction @45 it % undetectable ¥ * F logreduction #iE > R % = B %hB 5 6 ¢
o S EREIMMHmEOSKRE T pBEPALTIY Fu RS- A TP D2 IR RALE 24
B2 FEFRARE2AB P AR o3RS E 0 BB 5 999 -

- B | LA

00-24 1 LT AT Y RS- AT RBP DT R B
98 3T S

o 2L ICD-O-3 M-9875/3 o
o AR FEIH LR o

99 Y L
e PP A TR - XA TRARP DL TIEARE 24 B
© AREA T -
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RS FS G

¥R &

0 No log reduction (=0) or increase °

1 0<log reduction <1 -

2 1 =log reduction <2 »

3 2 =log reduction <3

4 3 =log reduction <4 -

5 log reduction=4 -

6 log reduction %y i 5 undetectable > ¥ & #3 it log reduction #c g o

8 * ‘i * oo
e 2L ICD-0-3 M-9875/3 -
s AR ERILR -

9 o R AERAAE
s PVETPAIY T A - XA FTHRHBP YL TIEARE24 B o
c AHEALFHREK

£

kY E 3

201 2018/02/22 ¥ %+ CML i# % > 2018/02/24 BCR-ABL gene: positive p190 BCR-
ABL(ela2) » 2018/03/01 F¥ 4~ * Imatinib ;% > ¢ SFm bfs — XA F ¥k P
% 2019/11/01 » = ;] BCR-ABL gene log reduction 5 0.2 °

125 2018/03/28 # %+ CML i# % > 2018/04/14 BCR-ABL gene: positive p230 BCR-
ABL(e19a2) > 2018/04/28 B 4z i¢ * Nilotinib ;2% > ¢ FFEw ks - X o F &% P ¥
% 2019/04/25 > ® ;] BCR-ABL gene log reduction 5 4.5 °

053 2018/07/26 ¥ %+ CML % % > 2018/07/31 BCR-ABL gene: positive p210 BCR-
ABL(b2a3) > 2018/08/04 B 41 * Dasatinib ;5 » ¢ SFa b fd— XA F & P &
% 2019/01/20 » = ;] BCR-ABL gene log reduction z 2.5 °

206 2018/02/22 ¥ % CML i % - 2018/02/28 BCR-ABL gene: positive p210 BCR-
ABL(b3a3) » 2018/03/04 B 41 * Dasatinib /5 » ¢ SFa b fs— A F k% p I
% 2019/11/01 » = ;] BCR-ABL gene log reduction 5 N/A(Not available) °

988 2018/07/26 ¥ % CML i % - 2018/08/06 BCR-ABL gene: positive p210 BCR-
ABL(b2a2) > 2018/08/14 ¥ e ik thieinf » AR RFFTFHE AL P o

999 2017/01/26 # % CML i % - 2017/02/14 BCR-ABL gene: positive p230 BCR-
ABL(e19a2) > 2017/03/01 ¥ 4~ * Nilotinib /% > S i}ﬁa B I TR v RSN
iR 0 TP FlEE LY L @k A0 2019/04/25 % ¢ FFRL TRPIS BRI
7] BCR-ABL gene log reduction % 4.5 o
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T JE 30 - 4F € %]+  SSF Schema

Cancer Site/Histology Factorl Factor2 Factor3
FRPN 2 A Size of Lymph Extracapstlar— Levels I-11l,
Nodes (Involved) |Extensien—ymph—|Lymph Nodes for
Nede(s)for Head— |Head and Neck
and-Neek—
Head and neck
C15.0-C15.5, C15.8-C15.9 PET-CT- MIE-Minimally— [Tumor
C15.0 Cervical esophagus Examination invasive— Regression Grade
C15.1 Thoracic esophagus esophagectomy-)— |by pathology

Esophagus

C15.2 Abdominal esophagus

C15.3 Upper third of esophagus

C15.4 Middle third of esophagus
C15.5 Lower third of esophagus

C15.8 Overlapping lesion of esophagus
C15.9 Esophagus, NOS

EXCLUDE :

GIST (ICD-0-3 M-8935-8936)

Sarcoma (ICD-O-3 M-8800-8936, 8940-9136,
9141-9582)

MR AGE G R SSF T

Stomach

C16.0-C16.6, C16.8-C16.9

C16.0 Cardia, Esophagogastric junction (EGJ)
C16.1 Fundus of stomach

C16.2 Body of stomach

C16.3 Gastric antrum

C16.4 Pylorus

C16.5 Lesser curvature of stomach, NOS
C16.6 Greater curvature of stomach, NOS
C16.8 Overlapping lesion of stomach

C16.9 Stomach, NOS

EXCLUDE : GIST(ICD-O-3 M-8935-8936)
Mt %A 5 R SSF AT i

Carcinoembryonic
Antigen(CEA) :
Lab Value

Carcinoembryonic
Antigen(CEA) :
Lab Value vs.
Normal Value

Helicobacter
pylori

Colon

C18.0-C18.9 Excluding Appendix (C18.1)
C18.0 Cecum

C18.2 Ascending colon

C18.3 Hepatic flexure of colon

C18.4 Transverse colon

C18.5 Splenic flexure of colon

C18.6 Descending colon

C18.7 Sigmoid colon

C18.8 Overlapping lesion of colon

C18.9 Colon, NOS

EXCLUDE :
GIST (ICD-O-3 M-8935-8936)

NETSs (ICD-0-3 M-8153, 8240-8242, 8246,
8249)

PRk R G B SSF AT

Carcinoembryonic
Antigen(CEA) Lab
Value

Carcinoembryonic
Antigen(CEA) :
Lab Value vs.
Normal Value

Tumor
Regression Grade

/1 & : Factorl1-Factor20 3 % ik g 4# = > F- E s 5 988 o
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T JE 30 - 4F € %]+  SSF Schema

for Head and
Neck

Neck

Lymph Nodes,
Lymph Nodes
for Head and
Neck

Factor4 Factor5 Factor6 Factor7 Factor8 Factor9 Factor10
Levels IV-V Levels VI-VII |Parapharyngeal, |Measured Measured— Extranodal Extranodal
and and Facial Parotid, and Depth in Surgical-Margin|Extension Extension
Retropharyngea |Lymph Nodes |Suboccipital /  |Pathology in-Pathelogy— |(ENE) (ENE)

I Lymph Nodes |for Head and  |Retroauricular |Report Report Clinical Pathological

Tumor
Regression
Grade after
Radiotherapy

Measured Lymph-vessels—

Depth in er-vascular—

Pathology invasien{b\Vh

Report

Circumferential |BRAF RAS mutation |Obstruction Perforation Microsatellite
Resection mutation detection Instability
Margin (CRM) |detection (MSI) Detection
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T JE 30 - 4F € %]+  SSF Schema

Cancer

Site/Histology

Factorl

Factor2

Factor3

Rectosigmoid,
Rectum

C19.9, C20.9
C19.9 Rectosigmoid junction
C20.9 Rectum, NOS

EXCLUDE :

GIST (ICD-0-3 M-8935-8936)

NETSs (ICD-0-3 M-8153, 8240-8242, 8246,
8249)

IV TI}?'F.—Z 1Eq+ EE%L,‘:P&}%E%
e

- % % % SSF

Carcinoembryonic
Antigen(CEA)
Lab Value

Carcinoembryonic
Antigen(CEA) :
Lab Value vs.
Normal Value

Tumor
Regression
Grade

Liver

Liver

C22.0,C22.1

C22.0 Liver

(ICD-0-3 M-8000-8156, 8162-8175, 8190-9136,
9141-9582 % % 4% SSF1-8)

(ICD-0-3 M-8160, 8161, 8180 i 7 % 4% SSF1-
2)
C22.1 Intrahepatic bile duct

(ICD-0-3 M-8170-8175 # % 4 SSF1-8)
(ICD-0-3 M-8000-8162, 8180-9136, 9141-9582
W% % 4% SSF1-2)

Alpha-Fetoprotein
Lab Value

Liver Fibsosis
Score

Child Pugh
Score

Pancreas

C25.0 Head of pancreas

C25.1 Body of pancreas

C25.2 Tail of pancreas

C25.3 Pancreatic duct

C25.4 Islets of Langerhans

C25.7 Other specified parts of pancreas
C25.8 Overlapping lesion of pancreas
C25.9 Pancreas, NOS

Carcinoembryonic
Antigen(CEA)
Lab Value

Carcinoembryonic
Antigen(CEA) :
Lab Value vs.
Normal Value

Carbohydrate
Antigen 19-9

Lung

C34.0-C34.3, C34.8-C34.9
C34.0 Main bronchus

C34.1 Upper lobe, lung

C34.2 Middle lobe, lung

C34.3 Lower lobe, lung

C34.8 Overlapping lesion of lung
C34.9 Lung, NOS

Separate Tumor
Nodules /
Ipsilateral Lung

Visceral Pleural
Invasion
(VPI)/Elastic
Layer

Breast

C50.0-C50.6, C50.8-C50.9

C50.0 Nipple

C50.1 Central portion of breast
C50.2 Upper-inner quadrant of breast
C50.3 Lower-inner quadrant of breast
C50.4 Upper-outer quadrant of breast
C50.5 Lower-outer quadrant of breast
C50.6 Axillary Tail of breast

C50.8 Overlapping lesion of breast
C50.9 Breast, NOS

Estrogen Receptor
Assay(ERA)

Progesterone
Receptor
Assay(PRA)

Response to
Neoadjuvant
Therapy

Cervix Uteri

C53.0-C53.1, C53.8-C53.9

C53.0 Endocervix

C53.1 Exocervix

C53.8 Overlapping lesion of cervix
C53.9 Cervix uteri

Serum Squamous
Cell Carcinoma
Antigen (SCC-
AG):Lab Value

Serum Squamous
Cell Carcinoma
Antigen (SCC-
Ag) : Lab Value
vs. Normal Value
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T JE 30 - 4F € %]+  SSF Schema

Factor4 Factor5 Factor6 Factor7 Factor8 Factor9 Factor10
Circumferential BRAF RAS mutation |Obstruction Perforation Rectal tumor  |Microsatellite
Resection mutation detection distance from  |Instability
Margin (CRM) |detection anus (MSI) Detection
Creatinine (Cr) |Total bilirubin |International HBsAg Anti-HCV
Value (Bil T) Value |Normalized
Ratio for
Prothrombin
Time (INR)
Ki-67 Mitotic Count |Glycated
Hemoglobin
(HbA1c)
Malignant Sampling or EGFR ALK Specific Tumor Nodules
Pleural Effusion|Dissection of  |(Epidermal (Anaplastic component of
Mediastinal growth factor  |lymphoma lung
Lymph Nodes |receptor ) Gene |kinase) gene  |adenocarcinoma
(N2 Nodes) Mutation translocation

No. of Sentinel
Lymph Nodes
Examined

No. of Sentinel
Lymph Nodes
Positive

Nottingham or
Bloom-
Richardson(BR)
Score/Grade

HER2 (Human
Epidermal
Growth Factor
Receptor 2)
IHC/ISH Test
Lab Value

Ki-67
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T JE 30 - 4F € %]+  SSF Schema

Cancer

Site/Histology

Factorl

Factor2

Factor3

Corpus
(Carcinoma ~
adenosarcoma

~ sarcoma)

Corpus (Carcinoma of the endometrium and
carcinosarcomas)

C54.0-C54.3, C54.8-C54.9, C55.9
(M-8000-8790,8950-8951,8980-8981,9706-
9761)

C54.0 Isthmus uteri

C54.1 Endometrium

C54.2 Myometrium

C54.3 Fundus uteri

C54.8 Overlapping lesion of corpus uteri
C54.9 Corpus uteri

C55.9 Uterus, NOS

Corpus Uteri; Uterus, NOS (excluding Placenta)
(Leiomyosarcomas and endometrial stromal
sarcomas)

C54.0-C54.3, C54.8-C54.9, C55.9
(M-8800-8933,8934-8974,8982-9136,9141-
9582)

C54.0 Isthmus uteri

C54.1 Endometrium

C54.2 Myometrium

C54.3 Fundus uteri

C54.8 Overlapping lesion of corpus uteri
C54.9 Corpus uteri

C55.9 Uterus, NOS

Estrogen
Receptor
Assay(ERA)

Progesterone
Receptor
Assay(PRA)

Percentage-of-
Nen-

£ -
Cel-Fype-in—
Mixed Listol
TFumors

Ovary

C56.9
C56.9 Ovary

Carbohydrate
Antigen 125
(CA-126) : Lab
Value Before
Treatment

K 16 B 14
Carbohydrate
Antigen 125
(CA-126) : Lab
Value After
Treatment

Residual Tumor
Status and Size
After
Cytoreduction—
{Debulking)-
Surgery

Bladder

C67.0-C67.9

C67.0 Trigone of bladder
C67.1 Dome of bladder

C67.2 Lateral wall of bladder
C67.3 Anterior wall of bladder
C67.4 Posterior wall of bladder
C67.5 Bladder neck

C67.6 Ureteric orifice

C67.7 Urachus

C67.8 Overlapping lesion of bladder
C67.9 Bladder, NOS

WHOASUP-
Grade

Extranodal
(Extracapsular)
Extension of
Regional Lymph
Nodes

Muscularis
propria
pathological
samples

Prostate

C61.9

C61.9 Prostate gland

Note : Transitional cell (urothelial) carcinoma of
the prostatic urethra is to be coded to primary
site C68.0, Urethra, and assigned Collaborative
Stage codes according to the urethra schema.

T AR A T AR G R R
Transitional cell (urothelial) carcinoma of the
prostatic urethra (ICD-O-3 M-8120, 8122, 8130-
8131)

Prostatic
Specific Antigen
(PSA) Lab
Value

Gleason’s
Primary Pattern
and Secondary
Pattern Value on
Needle Core
Biopsy/TURP

Gleason’s Score
on Needle Core
Biopsy/TURP
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T JE 30 - 4F € %]+  SSF Schema

Factor4 Factor5 Factor6 Factor7 Factor8 Factor9 Factor10
POLE gene Microsatellite  [p53 Tumor
mutation Instability Suppressor
(MSI) Detection |Protein
Detection

Gleason’s Gleason’s Score|Number of Number of Clinical-Staging
Primary Pattern |on Radical Cores Cores Positive |Procedures—
and Secondary |Prostatectomy / |Examined Performed
Pattern Value |Autopsy
on Radical
Prostatectomy
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T JE 30 - 4F € %]+  SSF Schema

Cancer Site/Histology Factorl Factor2  |Factor3

Hodgkin and Non-Hodgkin Lymphomas of All Sites Assessment status of HIV Systemic  |Assessment
infection symptoms |of IPI

(ICD-0-3 M9590-9596, 9671-9680, 9684, 9687-9689, at (International

9699, 9702-9727, 9735, 9737-9738, 9827(EXCEPT diagnosis Ili’rggn)ostlc

ndex) score
C42.0,C42.1,C42.4)) &7 ¥ & SSF1, SSF3, SSF7-9
(ICD-0-3 M9650-9663) & % % 4% SSF1-2, SSF7-10
Lymphoma|(ICD-0-3 M9597, 9690-9698) i % 4+ SSF1, SSF3-4,

SSF7-9

(ICD-0-3 M9700-9701, 9731-9732, 9734, 9749, 9751-

9759, 9761-9762, 9766, 9811-9826(EXCEPT

C42.0,C42.1,C42.4), 9831-9837(EXCEPT

C42.0,C42.1,C42.4)) % % 4 SSF1, SSF7-9

Leukemia Assessment of chromosome | Assessment |Assessment—
study in leukemia of to-response-of

(ICD-0-3M-9740-9742,9800-9809,9840-9874, 9876-9948, molecular linduction—

9950, 9960-9968, 9975, 9980-9993) % % 4% SSF1-2, studies in  |ehemetherapy

] leukemia
Leukemia |SSF6-9

(ICD-0-3 M-9811-9837 & C42.0, C42.1, C42.4) &3 %
# SSF1-2, SSF6-9
(ICD-0-3 M-9875) # % % 4% SSF1-2,SSF 6-10
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T e TR 4 2 %]+  SSF Schema

Factor4 Factor5 Factor6 Factor7 Factor8 Factor9 Factor10
Assessment of  |Assessment— Assessment— HBsAg Anti-HCV Assessment Prognostic factors
FLIPI status-of HTL\- |cytomegalovirus status of acute  |of Hodgkin
(Follicular Linfection— {CM\D-infection hepatitis Lymphoma:
Lymphoma condition— condition ESR and IPS
International

Prognostic

Index) score

Assessment— Assessment— Assessment HBsAg Anti-HCV Assessment Assessment of
acute-graft— chronicgraft—  |cytomegalovirus status of acute  |latest molecular
versus-host versus-host— (CMV) infection hepatitis treatment response
disease disease— condition condition

(aGVHDB) (cGVHDB}
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Rk £ T30 TS SSF Sk B 6 - 4

SSFiF =R & - I

WP LRAFATERG BB ER
B IR
Bie? SR E R
e ms 2012 & 2013 & 2014 & 2019 & 2023 &
(2011 & (2012 & (2013 & (2018 & (2022 &
LB E) | FTEBE) | FPEBL) | FLEBL) | FBEBZ)
SSF1 000-997,999 | #1%4 4% 989
SSF2 000,001,005, | #7# %45 002 s
988,999 " S T R
988
SSF3 000,100,010,00 | 74 %75 375 TG
1110,101,011, | 800,080,008, | 018,081,108,
111,999 088,880,888, | 180,801,810,
988 118,181,811,
188,818,881,
808
SSF4 000,100,010,00 | #73 %45 375 R
1110,101,011, | 800,080,008, | 088,808,018,
111,999 830,988 081,108,180,
801,810,118,
181,811,188,
818,881,888
SSF5 000,100,010,00 | 73 %45 375 o 78
1110,101,011, | 800,080,008, | 088,808,018,
111,999 830,988 081,108,180,
801,810,118,
181,811,188,
818,881,888
SSF6 000,100,010,00 | #73 %75 F7H TG
110,101,011, | 800,080,008, | 018,081,108,
111999 088,808,880, | 180,801,810,
888,988 118,181,811,
188,818,881
SSF7 000-980,987, #I% %45 000 | A7 %S 000

988,990,998,
999

T3 kG 997
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T £ T30 = F]+ 1 SSF Snrg £ # - 1 4

B4 ¥ 47 E R

2012 &
(2011 &

$L R

2013 &
(2012 &
LR D)

2014 &
(2013 &
AT ETH X

2019 &
(2018

FTLETH %)

2023 &
(2022 &

TR %)

SSF8 000-980,987, | #73 %45 990 F et i i
988,998,999 Y
988
SSF9 988 3T R
SSF10 3T R
83 &
Boe? FER
g 2012 & 2013 & 2018 & 2019 & 2026 &
2011 & (2012 & (2017 & (2018 & (2025 &
FLEBR) | FVERR) | FVERD) | FPEEDR) | FLEED)
SSF1 000,010,011, Pk ST R et B
988,999 010,011 ) SRy R
375 7B 988
020,030,040
SSF2 000,010,988, A et B
999 » Al 2
988
SSF3 010,020,030, FTH 7B
040,988,990, 000-003
999
SSF4 010,011,020, | #1%% %78
021,030,031, | 011,021,031,04
040,041,988, | 1
990,999
SSF5 988
SSF6 988
SSF7 988
SSF8 988
SSF9 988
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R RN F)+ 1 SSF s £ 8- F A

iR
B 3R E R
FLF+ 2012 & 2018 & 2019 &
(2011 # RTL T3 %) (2017 & 37 4713 %) (2018 & A7 4713 %)
SSF1 000-988,999 B Sass 000
SSF2 001,010-030,988,999 #*% Sass 000
SSF3 000-008,010,988,998,999 B Saas 000
SSF4 988 ATH TR =
000-980,988,998,999
SSF5 988 ATHTEAR = P AT 0 Sasg
000,010,988,990,999 +F 988
SSF6 988
SSF7 988
SSF8 988
SSF9 988
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Rl RN TS

: SSF 443 B %> — T 4

B
Bhse &R
e 93 2012 # 2013 & 2019 & 2022 #
011 # (2012 & 2018 & 021 &
L EB ) A RS L EB ) L EB )

SSF1 000-987,999 75 75 988 )

SSF2 000,010,020,030,999 | 75 %7 988 )

SSF3 000,010,020,030,988

,990,999
SSF4 000-980,990-996,
988,999
SSF5 000,010,988,999 373 A5 990 R B E R
BB 7 2F 988 $TH o

000-002,006,007,
988,990,991,999

SSF6 000,010,020,988,999 #5000 % 3 o 3
000-988,998

SSF7 000,010,988,999

SSF8 000,010,988,999

SSF9 988

SSF10 s
000,010,020,988,
999
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Rk £ T30 TS SSF Sk B 6 - 4

EFCRESRCESR:

e 3R E R

T 2012 & 2013 & 2015 & 2019 & 2022 &
(2011 & (2012 & (2014 & (2018 & (2021 &
YRR | APEER) | APHER) | APEER) | ADEEDR)
SSF1 000-987,099 | ATHi %ufb 988 #1% %5 000
SSF2 000,010,020, | A7 % fS 988 #1% Sl 000
030,999
SSF3 000,010,020,
030,988,990,
999
SSF4 000-980,
990-996,988,
999
SSF5 000,010,988, | #73 %5 990 o e | B R
999 R | R
988 000-002,006,
007,988,990,
991,999
SSF6 000,010,020, G Tl 5
988,999 000-988,998
SSF7 000,010,988,
999
SSF§ 000,010,988,
999
SSF9 988 SR bl
000-150,988,
991,992,993,
999
SSF10 FH ey i
000,010,020,
988,999
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T £ T30 = F]+ 1 SSF Snrg £ # - 1 4

H-T—:}gi, .
et RER
5o ms 2012 # 2013 # 2019 # 2022 # 2023 #
(2011 & (2012 # (2018 # (2021 & (2022 #
B ETBE) L EBF) AT ETR %) B EBE) AL EBF)
SSF1 000-993,998, R E i 2 B S F738 nAB AOO
999 989,990 A01-A99,010- | % 000
099,100-987,
988,991-993,
999
SSF2 000-008,988,
999
SSF3 000-003,999 i3 2 Mkl B
105,106,199,
207-209,299,
310-315,399,
999
SSF4 000-987,999 ATH SnfS 988 | #1*2 %ag 000
SSF5 000-987,999 ATH SnfB 988 | #1*2 %aag 000
SSF6 000-060,999 FTH S A #1% S5 000
997,988
SSF7 000,001,010,
011,020,999
SSF8 000,001,010,
011,020,999
SSF9 988
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Rk £ T30 TS SSF Sk B 6 - 4

LR
Bisd 4R E R
s 2022 & 2023 i 2024 i 2026 #
(2021 & (2022 & (2023 # (2025 &
AR %) 3B E) AL B ) AR %)

SSF1 001-988,999
SSF2 010,020,030,988,

999
SSF3 000-997,999
SSF4 000-000,988,998 374 025 AO1-A09 | A7 %85 000

999
SSF5 000-021,110,120,

130,988,999
SSF6 988 R YR

001-199,988,999

SSF7 988
SSF8 988
SSF9 988
SSF10 | 988

241




Rk £ T30 TS SSF Sk B 6 - 4

W%
Bin? FFER
s 2012 # 2013 # 2018 # 2019 # 2020 # 2022 &
(2011 & (2012 & (2017 & (2018 & (2019 & (2021 #
FUERE) | FTTEBR) LW RR) | FBEBR) | BERR) | HBER D)
SSF1 000,010,020,
030,040,999
SSF2 000,010,020,
030,040,988,
999
SSF3 000-005,998, FfTd it 1
999 o Sl
iL2F 988
SSF4 000,011-013, | 734 %08
988,999 014,015
SSF5 000-
008,988,999
SSF6 000,010,020, | #1% % 7% 1% S W% o
030,988,999 | 988 000 010,020,030
3TH S B
AAA-UXX,
VVV,XXX,
777
SSF7 988 ATH BRI A
i 000
000,010,020
030,999
SSF8 988 FTH i
# 000-007,
988,999
SSF9 988 ATH
. 002-021,
988,999
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HE A3 F+ SSF mEf - A

% -
TS e & R
2012 # 2013 # 2018 =& 2019 # 2020 # 2024 # 2025 # 2026 &
(2011 # (2012 # (2017 # (2018 # (2019 # (2023 # (2024 # (2025 #
AMMTBEBRR) | MTZERR) | ATBERXR) | MTZERR) | AT2ERXR) | MMZERE) | ATRERXR) | AMTBEBRR)
SSF1 000-100,110, PR
120,130,988, M #E 000-
999 100,110-111,
120-121,888,
988,999,100-
199,S00-S99,
W00-W99
SSF2 000-100,110, PR >
120,130,988, $m#5 000-
999 100,110-111,
120-121,888,
988,999,100-
199,S00-S99,
W00-W99
SSF3 010,011,020, #1 ",f Y28
021,030,031, 021,031,041
040,041,988,
990,999
SSF4 000-089,988,
996,999

243



Tl ¥ R F 5 2 SSF %his B - A

SSF5 000-089,988,
996,999
SSF6 030,040,050,
060,070,080,
090,110,120,
130,999
SSF7 000,100-103, FTH T SRS | 3TH T SAS | 3TH Sk #{tk HoF FTH B FTH B
200-202,300- 988 888 500-502, 500-502 500-502 000,004
302,400-402, 900-902 3TH BB 530-532 600-602,
999 510-512, 640-642
520-522,
590-592
SSF8 000,010,988, | # kit #§ =
999 " kS R
988
SSF9 000,010,011, | #1% %78 3 fod st i
020,021,030, | 011,020,021, " kS R
999 030 988
STH ot
988,990
SSF10 | 988 988 988 FTH I STH A FTH S
001-100, AO01-A09 000
988,998,
999
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T £ T30 = F]+ 1 SSF Snrg £ # - 1 4

FEHERH
Bind SFE R
#F A 2012 & 2019 #
(2011 £ 372 47 1B %) (2018 & 3T ¥R %)
SSF1 000-988,999 I s 000
SSF2 000,010,020,030,988,999 I s 000
SSF3 988
SSF4 988
SSF5 988
SSF6 988
SSF7 988
SSF8 988
SSF9 988
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R AR5 SSF s B - T 4

+ R
B 4eY 4R E R
e ms 2012 & 2014 & 2019 # 2025 &
(2011 & (2013 & (2018 & (2024 &
R ETIR %) MBETR ) RMLETR %) RLETR %)
SSF1 000-100,110,120,130, i 2 e o
988,999 000-100,110-111,
120-121,888,988,999]
100-199,500-599,
W00-W99
SSF2 000-100,110,120,130, i 2 e o
988,999 000-100,110-111,
120-121,888,988,999)]
100-199,500-599,
W00-W99
SSF3 988 RTH Fe el 3 fchit g
001-003,988,999 | H#h i i 3¥ 988
SSF4 988 FTH fCE
010,020,030,999
SSF5 988 FTH T
000,010,020,988,
999
SSF6 988 FTH i
010,020,030,999
SSF7 988
SSF8 988
SSF9 988
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Rk £ T30 TS SSF Sk B 6 - 4

L W
B 3R E R
FELF S 2012 # 2019 #
(2011 & 372 7B %) (2018 # AT 47 ip %)
SSF1 000-910,920,930,931,988,999 H*% Snss 000
SSF2 000-910,920,930,931,988,999 H*% Snss 000
SSF3 000,010,020,030,040,988,990,991,999
SSF4 988
SSF5 988
SSF6 988
SSF7 988
SSF8 988
SSF9 988
3%8;'6:}% :
BanY 3FE R
FELF S 2012 # 2014 = 2019 #
(2011 # AT 4T %) (2013 # 7L 4R &) (2018 & RT3 41 %)
SSF1 010,120,988,999 FATE AR 0 S Rg 1E e
¥ 988
SSF2 000,010,020,030,988,999
SSF3 988 ATH A =
001-010,988,999
SSF4 988
SSF5 988
SSF6 988
SSF7 988
SSF8 988
SSF9 988
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R4 230 7] SSF S B - 4

ALk

A

B e dFE R

2012 &
(2011 &

324 %)

2013 &
(2012 &

$L R

2017 &
(2016
LR D)

2019 #
(2018 &
LB )

2024 i
(2023 &

T %)

SSF1

000-980,999

T 0B 988

FTHE Y Ag 981-
987, 989-998
F T Y B
980

.

# “f $#% 000

SSF2

011-015,019,
021-025,029,
031-035,039,
041-045,049,
051-055,059,
099,988,999

SSF3

002-010,988,
999

SSF4

011-015,019,
021-025,029,
031-035,039,
041-045,049,
051-055,059,
099,988,999

SSF5

002-010,988,
999

SSF6

001-025,988,
999

001-100

SSF7

000-025,988,
999

XTH oA 998

% 5 B
001-100

SSF8

000,010,020,
030,040,050,
988,999

# ",% Sm#% 988

7 fTdi it B
» BB 1 L 2F
988

SSF9

988
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R RN F)+ 1 SSF s £ 8- F A

TR
B 4R R
R 2012 # 2013 & 2014 & 2019 &
(2011 & (2012 & (2013 & (2018 &
AT U %) AT U %) AT R %K) AL ED
SSF1 000-002,988,999 #1% % #% 000
SSF2 000,010,020,030, #1% % 020,030
988,999
SSF3 000-005,988, ATH kG 994
990-993,999
SSF4 000-005,988,
990-992,999
SSF5 000-002,988,999 EREZ=00 A
$ol W i3 988
SSF6 000-003,988,999 EREZ=a00 A
ol W L3 988
SSF7 000,001,010,011,
020,988,999
SSF8 000,001,010,011,
020,988,999
SSF9 000-002,988,999 #1%% %28 000
SSF10 RTH e
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T £ T30 = F]+ 1 SSF Snrg £ # - 1 4

XK
B e SR E R
R 2012 & 2013 & 2019 & 2020 & 2021 &
(2011 & (2012 & (2018 & (2019 & (2020 &
MBERE) MBETR %) MLETR %) FLEBR) | ATDERR)
SSF1 000-007, 1%k 0% 998 | #1% S 062 F7H A8 013
021-027, ATH S S 998
041-042,051,
061-062,
090-092,
8XX,988,998,
999
SSF2 000-012, Ik s 998 | RTH{ o 998 ATH $ofB 013 | A7H %8 092
021-025,
041-042,
051-055,
090-091,8XX,
988,998,999
SSF3 001-004,988, 1% Sk F A R
990,999 003,004 SoRB W L 3F 988
SSF4 000,010-014, % GBS 998 | A ekt 1
988,998,999 Yo FB T o 3F 988
SSF5 000-003,988, B GBS 998 | A ekt i 1
998,999 Yo FE T o 2F 988
SSF6 000-003,988,999 # % %28 000
SSF7 000,001,010,011
020,988,999
SSF8 000,001,010,011
020,988,999
SSF9 000-002,988,999
SSF10 AR a1
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